
Supplementary Fig. 1 PCR primers were designed by NCBI-Primer Blast free software 

(https://www.ncbi.nlm.nih.gov/tools/primerblast), according to gene sequences available in 

the UCSC database (https://genome.ucsc.edu), and selected to amplify an exon-intron-exon 

region (≤ 200bp) to exclude genomic contamination. PCR primers were synthesized by 

Eurofins Scientific (Luxembourg).  

Gene name Sequence  forward (5’-3’)  Sequence reverse (5’-3’) 

 

GAPDH GCACCGTCAAGGCTGAGAAC GAGGGATCTCGCTCCTGGA 

pri-miR34  GCTCTTTGTCCCTCCTGCTAGA GTGGGCGGTCCCTGAA 
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