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	Sample ID 
	I-2, II-3, II-10,
III-6, III-12
	I-2,II-3,II-10,
III-6, III-12
	I-1 ,II-1,II-4,
III-5,II-13
	I-1 ,II-1,II-4,
III-5,II-13

	Variant
	2:220083279
-C-T
	2:220083453
-G-T
	2:220083279
-C-T
	2:220083453
-G-T

	RS.ID
	rs1109866
	rs1109867
	rs1109866
	rs1109867

	Gene
	ABCB6
	ABCB6
	ABCB6
	ABCB6

	Coding DNA.change
	NM_001349828:
exon1:c.G117A
NM_005689:
exon1:c.G117A:
	.
	NM_001349828:
exon1:c.G117A
NM_005689
:exon1:c.G117A:
	.

	Protein.
change
	p.L39L
p.L39L
	.
	p.L39L
p.L39L
	.

	Exonic Func
	synonymous SNV
	.
	synonymous SNV
	.

	SIFT
	.
	.
	.
	.

	Polyphen2_HVAR
	.
	.
	.
	.

	Polyphen2_HDIV
	.
	.
	.
	.

	Mutation Taster
	.
	.
	.
	.

	CADD
	.
	.
	.
	.

	GnomAD_ALL_AF
	0.84738553
	0.78181818
	0.84738553
	0.78181818

	GnomAD_ALL_AN
	271986
	30910
	271986
	30910

	GnomAD_EAS_AF
	0.84594797
	0.83828996
	0.84594797
	0.83828996

	GnomAD_EAS_AN
	18682
	1614
	18682
	1614

	1000g_Chinese
	0.848837
	0.848837
	0.848837
	0.848837

	1000g_EAS
	0.8621
	0.8621
	0.8621
	0.8621

	1000g_ALL
	0.738019
	0.738019
	0.738019
	0.738019

	esp6500si_all
	0.76
	.
	0.76
	

























