Supplemental Table S11  The primers’ sequences used in the Sanger sequencing , site-direct
Mutagenesis and gene cloning.
	Gene
	RS ID/ Variant or purpose
	Primer sequence（5’-3’）
	Amplified Fragment Length（bp）

	PER3
	rs772027021
	F: TTTCATAGGATACCTTTGTGGC
	425

	
	
	R:GTGAAACAGATGTGACAAAATG
	

	SASH1
	rs770362998
	F:ACGTTCATGGAATGTACCTAAT
	404

	
	
	R:AATGCTCATCATAGTAACGAGC
	

	
	rs208696
	F: TTGAAGTCTTTTAGCAGAAACC
	625

	
	
	R: GATGGTGTGTTCCTTCAAACTC
	

	
	C1574G mutation
	F:AATGGTTAGAGAGAGTGTGCAT
	621

	
	
	R:GTCCAGTCTGTACCATAGTAGC
	

	DPP10
	rs138159056
	F: TGTTTATCTCCTCCTTGATTCA
	317

	
	
	R: ATGTAGCACACTGGCTGCCTAT
	

	KYNU
	rs199529102
	F:AATTTAGATCGGCAATATGAAA
	489

	
	
	R:GTATTTTCAGTAGAGATGGGGT
	

	CELSR1
	rs374501629
	F: TGTCAGACAAATTCTTCACTCG
	325

	
	
	R: ACTTCCAGTGTATCCTTCCCAT
	

	SFTA3
	c.211delC
	F:GGGTGGATATTCGATAATAATT
	667

	
	
	R: CCACTGAAGGTAAAAGCAACAT
	

	PER3
	[bookmark: _Hlk101778860]c.C517T site-direct
mutagenesis

	F:GACCTGCTTGCATCTCAAGACATGAGGGTATTC;
R:GAATACCCTCATGTCTTGAGATGCAAGCAGGTC.
	-

	SASH1
	c.C1574G site-direct
mutagenesis

	F: AGCGGTCAAAGAGTGAGCACC;
R: CATGGAGCTCTGCCCACT.
	   -

	GLMN
	[bookmark: _Hlk101778915][bookmark: _Hlk101779119][bookmark: _GoBack]c.561delT site-direct
mutagenesis

	F:GTTTAGCATACTTGATGAGCGA
R:AAATGTCTCAAGTTCCCATGCT
	

	PER3






	PER3 cloning






	F:CGCTCAACTTTGGCAGATCGGTACCGAATTCATGCCCCGCGGGGAAGCTCCTGGC;
R:AACCAGATCCTAGTCAGTCACTAGTGATATCTCAACAGCTGTCTTCTACCAGA 

	3606



