#1

#2

#3

#4

Functional

NIPICOL: discovery (n=44)

PFS :HR (95% ClI)

Validation (n=72)

PFS : HR (95% ClI)

Pathways NES p-value Response p-value Response P-value
Cell type : Schwann cell -[D— 0.949 (0.482-1.87) _[D_ 1.36 (0.829-2.22)
b 2.38 1.8e-08 = 0.879 0.223
Cell type : ENS glia in Intestine _[I] p=0.0027 | =0.048 |
b ., 2.34 1.5e-08 ED
. . . 12.75 5.0e-19 ' ’ . | I I
Beta-1 integrin interactions p =0.0011 | 0.38 p=0.11 | 0.111

Cell type : Smooth muscle cells in Intestine

s

1.83 (1.04-3.21)

1.09 (0.655-1.82)

—

bee 2.35 2.6e-06

Vascular smooth muscle contraction p = 0.0045 0.0367 p=0.071 | 0.735
s 112.29 2.0e-06 '[D‘ | _EI:’_

Tissue : Tendon \ _Djo_m 1.87 (1.06-3.3) —ED;ONQ 1.75 (1.03-2.98)
" ' 2.58 3.5e-10

TGF-beta regulation of ECM _EI,_ | 0.0282 [D | 0.0357
b =235 3.5e-14
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