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Supplementary Material 1
Figure S1
Secondary or tertiary case? Potential to mis-specify the infector when the primary case results in multiple secondary cases (left). The green circle represents the primary case, the blue circle a contact who did not become a case, and orange circles represent contacts who subsequently became cases. Incorrectly identifying two secondary cases as a secondary and tertiary case (right; that is, an intermediate step infector in a close co-contact) would result in a biased estimate of the serial interval.
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Figure S2
Secondary case or common source? Potential to mis-specify the infector when both the primary case and the case in a recorded contact are acquired from a common unidentified source (ie community transmission). The green circle represents the primary case, the blue circle a contact who did not become a case, and orange circles represent contacts of a case who subsequently became cases. 
[image: ]
[image: ]

Figure S3 Relationship between serial interval, incubation period and time of infection relative to symptom onset of the infector. Symptom onset is indicated with an ‘X’.

[image: ][image: ]

Table S1 Impact of each data cleaning step on number of records
	Step
	Number of cases
	Number of contacts

	Initial data read in
	110,408
	308,305

	Restrict to contacts who subsequently became cases
	26,887
	41,617

	Remove duplicate case-contact entries
	26,887
	41,617

	Remove contacts appearing more than once
	23,266
	41,617

	Primary case attributed to community transmission, secondary case to close contact with confirmed case
	6,352
	11,066

	Symptom onset date for both primary and secondary case
	2,465
	3,650

	Remove data within 30 days of last entry
	2,104
	3,124

	Restrict to close contacts
	2,100
	3,117

	Filtering to serial intervals between -10 and 28 days in length
	1,999
	2, 976

	Filter to those where date of date of symptom onset was within 7 days of date of contact tracing phonecall
	1,502
	2,212

	Restrict to individuals who infected only one other person
	471
	471

	Sensitivity analysis dataset – individuals who infected 3 or less other individuals
	1,502
	2,212
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