	Genome segment 
	Primer 
	Primer Sequence (5'-3')
	PCR Product (bp)

	
	
	
	
	

	Large
	1F
	GGATCCTAGGCGTTTAGTTG
	579
	

	
	638R1
	TTCAGACTCAAGGGGAAGTCCTG
	
	

	
	580R2
	TCGACTGATCGGCGACTCC
	
	

	
	
	
	
	

	
	450F
	CACAGAAAACCAAGGCAAACACA
	585
	

	
	1131R1
	CTTTGACATCAGGTCCGAAG
	
	

	
	1035R2
	ACTAGATGGGGTTAGATCTCTCG
	
	

	
	
	
	
	

	
	954F1
	GGCACCCATCCTTATAGTCAG
	667
	

	
	975F2
	AGGTACAGGCTCCCACTCAG
	
	

	
	1642R
	CCTTAGGCAGCTTTTCATGGTT
	
	

	
	
	
	
	

	
	1578F
	TGCCTCAGCACCGTCTTCA
	814
	

	
	2476R1
	ATAAGCTCTGTAGTAAGTTCA
	
	

	
	2392R2
	CATCCGGTTTCATAGGTCTGT
	
	

	
	
	
	
	

	
	2337F
	TTTATTTCTCACGCATCTGCT
	959
	

	
	3338R1
	AATGCCTCTGACTTTTACGG
	
	

	
	3296R2
	AACTATTGCATTGGTGTTATCT
	
	

	
	
	
	
	

	
	3173F
	CAAGTACCTCCTCTGGGTCAC
	934
	

	
	4192R1
	TGGCAAAGAATCTCTGCAGAAAGT
	
	

	
	4107R2
	CGCATACTCAGGGAAATACAGAC
	
	

	
	
	
	
	

	
	4010F
	CCCTTTCACTAATTCTCACGTCT
	869
	

	
	5029R1
	AGTTTGGCTTCTTTGTTAATCCC
	
	

	
	4879R2
	CCTCATTCAATAACGGCACAC
	
	

	
	
	
	
	

	
	4805F
	CAGAATTGGTCATTGGGTCC
	1020
	

	
	5884R1
	ACCTTGTGCATGAGTGTGATATAC
	
	

	
	5825R2
	GCTCACCCCATAATGTATTACAC
	
	

	
	
	
	
	

	
	5748F
	CTGTACATCTTTCAAACGCTCT
	994
	

	
	6805R1
	CAGGCATTACGCTAGTCCC
	
	

	
	6742R2
	ATGACAATAGCTTCATGCCAGA
	
	

	
	
	
	
	

	
	6513F1
	ACTCATATTAGGGTTCATGCCAT
	639
	

	
	6594F2
	CATAGAATCCATACCAGAGCGC
	
	

	
	7233R
	CACCGAGGATCCTAGGCTT
	
	


Table S1. The information of LCMV segment L primers used in this study.

Table S2. The information of LCMV segment S primers used in this study.
	Genome segment 
	Primer 
	Primer Sequence (5'-3')
	PCR Product (bp)

	
	
	
	
	

	Small
	1F
	CACCGGGGATCCTAGGCTT
	697
	

	
	751R1
	TAGCTCGTCTGGCTACACC
	
	

	
	698R2
	TCCACTCCTCATATGTTTGCCTC
	
	

	
	
	
	
	

	
	607F
	CACAAAGTGCTCAGAGTCAGT
	705
	

	
	1482R1
	ATGAGCCACCCTTTATGTGT
	
	

	
	1312R2
	TCCTGCTCAATCTGATCGCTA
	
	

	
	
	
	
	

	
	1198F
	AGTTCTGGTACTTGGAGCAT
	830
	

	
	2089R1
	ACCTACTGATCAAAAGCAGTTCA
	
	

	
	2028R2
	GATCTCTTCAACGCACAACCC
	
	

	
	
	
	
	

	
	1940F
	TCATCGGAACCTTGACAGC
	726
	

	
	2732R1
	TGCAAGCACTTACAGACCTCG
	
	

	
	2666R2
	GACTGAAAGACAAGCACCCA
	
	

	
	
	
	
	

	
	2494F1
	AAGGTCCTCACTGTTGCTTGGCT
	786
	

	
	2582F2
	CCAAGGCTAAAATTGTAACCAG
	
	

	
	3368R
	GGATCCTAGGCATTTTGATT
	
	


