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Fig. S1. [image: Text

Description automatically generated] Figure S1. Analysis of the internucleosomal distance in the 2-1 trinucleosome population, n=109. Scale bar indicates 50 nm.


[image: Chart

Description automatically generated]
Figure S2. Analysis of flank DNA length in compact dinucleosomes, n=60 (A) and trinucleosomes, n=70 (B). Scale bars indicate 40 nm.
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Figure S3. Nucleosomes assembled on non-specific DNA. A. Representative AFM image. B-D. Subpopulations of oligonucleosomes. Scale bars indicate 50 nm.


Table S1. 601 Tetranucleosome Comparison
[image: ]Comparison of tetranucleosomes assembled on the 601 substrate with simulations on the 601 and shifted 601 substrates.


Table S2. Non-specific Tetranucleosome Comparison
[image: ]
Comparison of tetranucleosomes assembled on the non-specific substrate with simulations on the non-specific substrate.
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Simulation vs. Simulation Simulation (shift)vs. Simulation (shift)

Subpopulation Yield Yield Likelihood Yield Likelihood

1-1-1-1 10.7% 29.7% 36.0% 24.8% 43.1%

2-1-1 17.5% 50.6% 34.6% 52.4% 33.4%

2-2 14.6% 4.6% 317.4% 5.7% 256.1%

3-1 37.9% 14.8% 256.1% 16.3% 232.5%

4 19.4% 0.3% 6466.7% 0.8% 2425.0%

Experimental (1 bound)
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Simulation vs. Simulation

Subpopulation Yield Yield Likelihood

1-1-1-1 6.8% 33.2% 20.5%

2-1-1 28.6% 51.1% 56.0%

2-2 12.0% 4.5% 266.7%

3-1 30.8% 10.3% 299.0%

4 21.8% 0.9% 2422.2%

Experimental (4 particles)
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