1 Supplementary Tables

2 Supplementary Table 1: Prokaryotic and eukaryotic inhabitants of particles larger and

3 smaller 100 pm identified exclusively within or outside BSBW.

Target Particle Confidence Function /
. stat p-value axonomy taxonomic X ef.
BSBW ASV 1 T i Ref.
gene size assignment lifestyle
>100 pm - - - - - -
Alphaproteobacteria ublqli)ltous,
>ASV 334 | 0.838 0.0324 * SAR11 Clade 11 - carbon- 72
oxidizing
heterotrophic,
>ASV 650 0.834 0.0464 * Woesearchaeia _ anaerobic 73,74
X - syntrophic
outside
BSBW Alphaproteobacteria ublql;)ltous,
165 >ASV 236 | 0.831 | 0.0231* SARI1 Clade II - carbon- 72
oxidizing
rRNA |
00 pm . aerobic and
Phycisphaeraceae facultativel
>ASV 278 | 0.796 | 0.0244 * FS140-16B-02 - acultatively 75
anaerobic
0.0046 Nitrosococcaceae ammonium 26
>ASV_458 | 0.854 ok FS142-36B-02 - oxidizing
inside unknown
BSBW Chloroflexi JG30- diversity of
>ASV 296 | 0.753 | 0.0330 * KF-CM66 - metabolic 7
pathways
>100 pm - - - - - -
(? yndlr}llalce]s Igmlo (; mixotroph /
>ASV 685 | 0.885 | 0.0173 * roup-1l-Clade-10- 0.89 heterotroph 78
and-11
Dolichomastigaceae deep sea
>ASV 836 | 0.879 | 0.0333* B 0.96 sediments 34
>ASV 316 0.856 0.0348 * Strombidium_R 0.88 heterotroph 7
Dino-Group-II-
>ASV 487 | 0.849 | 0.0490 * Clade-4 1.00 parasitic 80
- Amoebophrya
Hacrobia h
>ASV_609 | 0.848 | 0.0168 * Haptophyta 0.71 autotrop! 7
Picozoa XXX heterotronh |
>ASV_539 0.847 0.0229 * Picomonas 0.95 cterotrop 8
rzls\lsA inside Radiolaria -B- heterotroph 82
*
<100 pm BSBW >ASV_209 0.845 0.0406 Group-II 1.00
Dinoflagellata heterotroph/
>ASV 369 | 0.839 | 0.0391 * Dinophyceae 1.00 mixotroph 8
Syndiniales Dino- heterotroph/
>ASV 256 | 0.831 | 0.0386* Group-1I 0.97 mixotroph 83
Chytriodiniaceae s
>ASV 583 | 0.822 | 0.0442 * Dissodinium 0.97 parasitic 84
>ASV 690 0.812 0.0472 * Opalozoa MAST-3 0.92 heterotroph 85
Syndiniales Dino-
Group-IV-
>ASV 461 0.771 0.0464 * Hematodinium- 0.76 parasitic 86
- Group
Hematodinium
Syndiniales Dino- heterotroph/ .
>ASV_263 0.747 0.0443 * Group-II-Clade-6 0.98 mixotroph




4  Supplementary Table 2: Number of 16S sequences after each filtering step. SD and LD

5 represent particulate sample material smaller and larger than 100 um ESD, respectively.

ID input | filtered | denoisedF | denoisedR | merged | nonchim
LD1-16S_S25 65353 | 27173 26457 25864 14333 14333
LD10-16S_S34 86676 | 32202 31679 31402 8652 8650
LD11-16S_S35 106298 | 33439 32643 32432 11347 11346
LD12-16S_S36 153312 | 66331 65594 65197 45810 45744
LDI13-16S_S37 101536 | 37887 37403 37136 34586 34540
LD14-16S_S38 170410 | 70462 69286 68881 31954 31954
LD15-16S_S39 106127 | 45922 45282 44948 34724 34698
LDI16-16S_S40 108561 | 40646 40160 39895 31104 31104
LD17-16S_S41 187003 | 89610 88493 87945 75415 73940
LD18-16S_S42 179030 | 71533 70202 69917 38770 38769
LD19-16S_S43 155283 | 70978 70174 69729 53179 53040
LD2-16S_S26 100467 | 45680 44874 44562 25624 25624
LD20-16S_S44 249648 | 99500 98391 98015 65252 64899
LD21-16S_S45 119263 | 43791 43171 42955 25611 25600
LD23-16S_S46 91318 | 37337 36727 36437 33205 33169
LD24-16S_S47 112029 | 44574 43630 43271 27299 27282
LD3-16S_S27 47960 | 9212 8502 7772 4446 4408
LD4-16S_S28 98684 | 34503 33770 33283 6059 6059
LD5-16S_S29 12475 640 557 448 447 447
LD6-16S_S30 111810 | 32910 32219 31723 1820 1820
LD7-16S_S31 71068 | 22017 21503 21211 391 391
LDS8-16S_S32 81187 | 24318 23601 23383 4195 4195
LD9-16S_S33 95130 | 33513 32896 32535 7044 7040
negative-control-16S S48 737 70 34 30 24 24
SD1-16S_S1 108501 | 57544 56953 56734 45876 45725
SD10-16S_S10 78407 | 34302 32335 31998 23039 23039
SD11-16S_S11 97188 | 41474 39856 39302 31302 31302
SD12-16S_S12 82192 | 39622 37842 37497 29747 29747
SD13-16S_S13 72801 | 34970 34058 33699 27906 27906
SD14-16S_S14 110743 | 51439 49665 49364 41147 41147
SD15-16S_S15 78133 | 39093 37032 36614 29460 29444
SD16-16S_S16 49583 | 23939 23082 22685 18937 18937
SD17-16S_S17 147304 | 68592 66646 66360 55210 55208
SD19-16S_S18 174226 | 83761 81797 81152 68728 68536
SD2-16S_S2 228933 | 101665 97804 97246 75079 72548
SD20-16S_S19 187276 | 89208 88025 87230 77002 76854
SD21-16S_S20 284038 | 141074 | 139562 139147 119357 | 119052
SD22-16S_S21 224585 | 95978 93158 92230 73622 73534
SD23-16S_S22 164683 | 67787 65315 64747 54160 54160
SD25-16S_S23 94689 | 45134 43741 43292 35548 35548
SD26-16S_S24 134819 | 58559 56973 56391 46740 46724
SD3-16S_S3 215023 | 96153 93443 93022 76846 76462
SD4-16S_S4 3684 1050 945 816 623 623
SD5-16S_S5 204493 | 92359 89564 89078 72073 71783
SD6-16S_S6 167490 | 64454 61125 60607 44392 43321
SD7-16S_S7 118053 | 53961 51629 51104 38736 38541
SD8-16S_S8 38798 | 16708 15663 15219 10845 10845
SD9-16S_S9 249348 | 122188 | 119022 118434 98440 98367



7  Supplementary Table 3: Number of 18S sequences after each filtering step. SD and LD

8  represent particulate sample material smaller and larger than 100 um ESD, respectively.

ID input filtered | denoisedF | denoisedR | merged | nonchim
LD1-18S_S73 217285 | 79958 79345 78898 74867 73305
LD10-18S_S82 190291 | 84438 84079 84045 77422 73333
LD11-18S_S8&3 326523 | 153914 | 153614 153350 149969 | 139652
LD12-18S_S84 449410 | 184737 | 184325 184185 179627 | 172775
LDI13-18S S85 202541 | 57620 57109 57239 53395 51189
LD14-18S S86 452695 | 198752 | 198278 198072 192529 | 186508
LD15-18S_S87 281194 | 119732 | 119403 119154 114476 | 110867
LD16-18S S88 249013 | 109975 109783 109695 107991 | 104546
LD17-18S_S&89 382911 | 172114 | 171441 170938 150976 | 147273
LD18-18S_S90 307678 | 141737 | 141235 140966 135622 | 129748
LD19-18S_S91 480784 | 222721 | 222010 221318 | 214058 | 200017
LD2-18S S74 237990 | 81858 81157 80936 75918 73966
LD20-18S S92 351315 | 165155 164855 164192 162229 | 157652
LD21-18S_S93 368171 | 162901 162617 162460 156336 | 148297
LD23-18S S94 307860 | 116670 | 116452 116089 109666 | 106573
LD24-18S S95 196434 | 90724 90425 90255 86966 82752
LD3-18S_S75 129704 | 53653 53424 53266 52837 52807
LD4-18S_S76 395381 | 178736 | 178270 177935 173866 | 162442
LD5-18S_S77 161326 | 63638 63411 63257 53624 53197
LD6-18S_S78 448122 | 182270 | 181868 181847 170320 | 167886
LD7-18S_S79 199535 | 81540 81340 81213 80100 78077
LDS8-18S S80 133674 | 38413 38236 38122 37323 36015
LD9-18S S81 158386 | 70122 69958 69857 64853 64594
negative-control-18S S96 3911 196 149 144 120 120
SD1-18S _S49 126440 | 51184 50821 50673 49599 49459
SD10-18S_S58 62172 25523 24920 24657 21661 21532
SD11-18S_S59 168556 | 72028 71292 70882 63096 62547
SD12-18S_S60 170219 | 71679 71049 70874 67021 66497
SD13-18S_S6l 70478 29110 28698 28566 25953 25718
SD14-18S_S62 366202 | 136863 135598 135263 124199 | 122522
SD15-18S_S63 88712 39206 38704 38510 36799 36599
SD16-18S_S64 68986 27818 27406 27156 24784 24713
SD17-18S_S65 56692 21655 21148 21029 19198 18889
SD19-18S_S66 310248 | 121012 | 120154 119489 113685 | 112848
SD2-18S_S50 514033 | 208535 | 206707 205970 189694 | 187967
SD20-18S_S67 283208 | 115822 | 115342 114962 111898 | 111159
SD21-18S_S68 525497 | 229765 | 229277 228895 | 220107 | 210808
SD22-18S_S69 391702 | 161481 160335 159691 154219 | 152617
SD23-18S_S70 138379 | 49949 49098 48872 43078 42843
SD25-18S_S71 183318 | 77129 76476 76175 70517 69619
SD26-18S_S72 239728 | 96065 95305 95058 88660 87727
SD3-18S_S51 526785 | 219071 | 217452 216895 204816 | 202701
SD4-18S_S52 14574 572 473 416 274 274
SD5-18S_S53 756030 | 301070 | 298938 297731 282507 | 278646
SD6-18S_S54 307445 | 109214 | 107982 107516 95314 94659
SD7-18S_S55 301998 | 130519 | 129092 128430 119902 | 117973
SD8-18S_S56 174870 | 72520 71456 70885 65482 64622
SD9-18S_S57 44927 17781 17253 17229 15761 15761
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