Supplementary Material
Supplementary Table 1. Basic characteristics of 59 GBM patients from ONCOMINE database.
	Variables
	GBM patients (N = 59)

	Gender
	

	Male
	26 (44,1%)

	Female
	33 (55.9%)

	Age (years)
	

	>=60
	16 (27.1%)

	<60
	43 (72.9%)

	Tissue origin
	

	Temporal Lobe
	25 (42.4%)

	Parietal Lobe
	2 (3.4%)

	Temporal Lobe
	12 (20.3%)

	Others
	20 (33.9%)

	Survival status
	

	Dead
	46 (78.0%)

	Alive
	13 (22.0%)

	Survival time (years)
	

	>=3
	4 (6.8%)

	2-3
	6 (10.2%)

	1-2
	10 (16.9%)

	<1
	39 (66.1%)



Supplementary Table 2. Univariate analysis of overall survival in 59 GBM samples.
	[bookmark: _Hlk35440168]Variables
	Univariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1.072
	0.594-1.932
	0.818

	Age (years)
	0.834
	0.426-1.633
	0.597

	Tissue origin
	1.014
	0.819-1.255
	0.899

	CDK1
	1.203
	0.654-2.210
	0.552

	TOP2A
	1.818
	1.007-3.283
	0.047*

	RRM2
	2.092
	1.147-3.817
	0.016*

	DTL
	1.631
	0.891-2.987
	0.113

	PBK
	1.807
	1.000-3.267
	0.050*

	NUSAP1
	1.634
	0.916-2.947
	0.095

	NDC80
	1.587
	0.880-2.861
	0.124

	DLGAP5
	1.864
	1.031-3.370
	0.039*

	KIF14
	2.013
	1.114-3.637
	0.020* 

	FOXM1
	1.763
	0.986-3.153
	0.056






Supplementary Table 3. Multivariate analysis of overall survival in 59 GBM samples.
	Variables
	Multivariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1.122
	0.610-2.063
	0.711

	Age (years)
	0.832
	0.408-1.699
	0.614

	Tissue origin
	0.998
	0.801-1.243
	0.984

	CDK1
	1.263
	0.698-2.286
	0.599



Supplementary Table 4. Multivariate analysis of overall survival in 59 GBM samples.
	Variables
	Multivariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1.137
	0.618-2.090
	0.680

	Age (years)
	0.890
	0.440-1.802
	0.747

	Tissue origin
	1.008
	0.812-1.251
	0.944

	TOP2A
	1.806
	0.994-3.282
	0.052



Supplementary Table 5. Multivariate analysis of overall survival in 59 GBM samples.
	Variables
	Multivariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1.218
	0.657-2.256
	0.531

	Age (years)
	0.971
	0.475-1.984
	0.935

	Tissue origin
	1.007
	0.812-1.249
	0.950

	RRM2
	2.153
	1.151-4.025
	0.016*



Supplementary Table 6. Multivariate analysis of overall survival in 59 GBM samples.
	Variables
	Multivariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1.170
	0.634-2.157
	0.616

	Age (years)
	0.761
	0.373-1.554
	0.454

	Tissue origin
	0.981
	0.786-1.224
	0.863

	DTL
	1.688
	0.913-3.122
	0.095



Supplementary Table 7. Multivariate analysis of overall survival in 59 GBM samples.
	Variables
	Multivariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1.157
	0.630-2.125
	0.639

	Age (years)
	0.904
	0.446-1.829
	0.778

	Tissue origin
	1.000
	0.805-1.241
	0.998

	PBK
	1.806
	0.988-3.303
	0.055



Supplementary Table 8. Multivariate analysis of overall survival in 59 GBM samples.
	Variables
	Multivariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1.084
	0.588-1.999
	0.795

	Age (years)
	0.868
	0.428-1.760
	0.694

	Tissue origin
	1.032
	0.829-1.284
	0.780

	NUSAP1
	1.642
	0.908-2.969
	0.101



Supplementary Table 9. Multivariate analysis of overall survival in 59 GBM samples.
	Variables
	Multivariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1.053
	0.567-1.955
	0.871

	Age (years)
	0.912
	0.440-1.891
	0.805

	Tissue origin
	1.051
	0.838-1.317
	0.667

	NDC80
	1.614
	0.868-3.000
	0.130



Supplementary Table 10. Multivariate analysis of overall survival in 59 GBM samples.
	Variables
	Multivariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1169
	0.637-2.148
	0.614

	Age (years)
	0.904
	0.448-1.827
	0.779

	Tissue origin
	1.019
	0.821-1.265
	0.862

	DLGAP5
	1.874
	1.026-3.426
	0.041*



Supplementary Table 11. Multivariate analysis of overall survival in 59 GBM samples.
	Variables
	Multivariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1.130
	0.618-2.065
	0.692

	Age (years)
	0.826
	0.413-1.652
	0.590

	Tissue origin
	0.987
	0.795-1.227
	0.910

	KIF14
	2.014
	1.113-3.646
	0.021*



Supplementary Table 12. Multivariate analysis of overall survival in 59 GBM samples.
	Variables
	Multivariate analysis

	
	Hazard ratio
	95% CI
	P value

	Gender
	1.063
	0.579-1.951
	0.844

	Age (years)
	0.809
	0.402-1.627
	0.552

	Tissue origin
	0.988
	0.794-1.230
	0.915

	FOXM1
	1.762
	0.982-3.163
	0.058










Supplementary Figure 1. The association between the expression of (A-C) RRM2, (D-F) DLGAP5 and (G-I) KIF14 and OS, PFI and DSS in glioma patients in the TCGA database.
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Supplementary Figure 2. The relationship between the expression of DLGAP5 and KIF14 and clinical features in glioma patients in the TCGA database. 
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