Table 2 Pathological results in unmatched and matched entire cohort

Entire unmatched cohort

Propensity score-matched cohort

LN yield215 (n=174) LN yield<15 (n=204) p LN yield215 (n=117) LN yield<15 (n=117) p

Pathological T-stage, n (%) 0.070 0.340

T0 2(1.2) 4 (2.0) 2(1.7) 0 (0.0)

T2a-c 90 (61.7) 123 (60.3) 62 (53.0) 65 (55.6)

T3a-b 82 (47.1) 74 (36.3) 53 (45.3) 50 (42.7)

T4 0 (0.0) 3(1.5) 0 (0.0) 2(1.7)
ISUP grade group*, n (%) 0.770 0.261

NA 2(1.2) 4 (2.0) 2(1.7) 0 (0.0)

1-2 22 (12.7) 34 (16.7) 10 (8.6) 20 (17.1)

3 58 (33.3) 60 (29.4) 38 (32.5) 39 (33.3)

4 48 (27.6) 49 (24.0) 34 (29.1) 29 (24.8)

5 44 (25.3) 57 (27.9) 33(28.2) 29 (24.8)
Mean LN yield, n (SD) 23.9 (7.5) 3.4 (4.1) <0.001 24.4 (8.1) 3.6 (4.4) <0.001
LN metastases, n (%) 35 (20.1) 4 (2.0) <0.001 20 (17.1) 3(2.6) <0.001
Positive resection margin, n (%) 61 (35.1) 50 (24.5) 0.031 39 (33.3) 34 (29.1) 0.573

LN=lymph node; NA=not available; SD=standard deviation; ISUP=International Society of Urological Pathology



