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[bookmark: _Hlk10006322]Supplementary Table 1. Biochemical characteristics of control, ND and ESRD population.
	Characteristics

	Control 
(n =202)


	Nondialysis (n=170)


	ESRD 
(n=222)

	Age
	53.65± 11.15
	58.37 ± 13.10
	53.94± 14.16


	Gender (Male) %
	72.27 (146)
	71.17 (121)
	80.18 (178)


	Diabetes % (n)
	--
	61.76(105)
	54.50(121)


	Hypertension % (n)
	--
	80 (136)
	90.09 (200)

	Creatinine
	0.69±0.18
	3.04±1.50*
	7.60±1.97*#


	Urea
	20.05±5.49
	69.27±34.28*
	135.13±51.49*#

	BMI (kg/ m2)
	23.80± 3.60
	24±4.49


	23.80±4.41


	HbA1c
	5.52 ± 0.24
	8.20± 2.38*
	7.24± 2.04*#

	

	
	
	
















Values are expressed as mean ± SD. Compared with the control group, *P< 0.05; Comparison between Control and patient populations individually (ND and ESRD). #P<0.05; Comparison between ND and ESRD patients. BMI: body mass index, HbA1c: glycosylated hemoglobin.

Supplementary Table 2. Relationship of Hp genotypes among three populations
	Hp Genotypes
	Controls (n=202) 
n (%)
	Non dialysis
(CKD stages 1-4)
(n=170) n (%)
	ESRD (n=222)
 n (%)
	Association 
df = 2
	P-Value

	Hp 1-1 
	09  (4.46) 
	5 (2.94)
	5(2.25) 
	
2=8.302
	
0.08109

	Hp 2-1 
	48 (23.76) 
	38 (22.35)
	33(14.86) 
	
	

	Hp 2-2
	145 (71.78)
	127 (74.71)
	184(82.88)
	
	

	Non-Hp 2-2 
	57 (28.22) 
	43 (25.29)
	38(17.12) 
	2=7.875
	0.01949*

	Hp 2-2 
	145 (71.78) 
	127 (74.71)
	184(82.88) 
	
	



Distributions of Hp genotypes in control and ND were in Hardy–Weinberg equilibrium (Hp: 2 = 3.451,P = 0.063; 2 = 1.039, P = 0.307) and distribution of Hp genotypes in ESRD (Hp: 2 = 5.012, P = 0.025) were not in Hardy–Weinberg equilibrium. * represents P < 0.05.
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Supplementary Table 3. Hp allele frequency distribution in Control and CKD subjects.
	Hp Alleles
	Controls (n=202) 
	CKD (n=392) 

	OR
	CI =95%
	P-Value

	Hp 1
	0.16
	0.12
	1 reference
	
	


	Hp 2
	0.84
	0.88
	1.4870
	1.0557 to 2.0945
	P= 0.0232*









ORs – odds ratio and CI – confidence interval from conditional logistic regression analysis.
* represents P < 0.05.
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Supplementary Table 4. Frequency distributions of Hp genotypes and their relationship with the risk of nondialysis patients.

	Hp Genotypes
	Controls (n=202) n (%) 
	ND (n=170) n (%) 
	OR 
	CI =95% 
	P-Value 

	Hp 1-1 
	09  (4.46) 
	5 (2.94)
	1 reference 
	
	

	Hp 2-1 
	48 (23.76) 
	38 (22.35)
	1.4250
	0.4409 to 4.6058
	P = 0.5540

	Hp 2-2
	145(71.78)
	127 (74.71)
	1.5766
	0.5150 to 4.8265
	P = 0.4252

	Non-Hp 2-2 
	57 (28.22) 
	43 (25.29)
	1 reference 
	
	

	Hp 2-2 
	145 (71.78) 
	127 (74.71)
	1.1610
	0.7314 to 1.8429
	P = 0.5265



[bookmark: _Hlk10006334]ORs – odds ratio and CI – confidence interval from conditional logistic regression analysis.              * represents P < 0.05.










Supplementary Table 5. Frequency distributions of Hp genotypes and their relationship with the risk of End Stage Renal disease.

	Hp Genotypes
	Controls (n=202) n (%) 
	ESRD (n=222) n (%)
	OR
	CI =95%
	P-Value

	Hp 1-1 
	09  (4.46) 
	5(2.25) 
	1 reference 
	
	

	Hp 2-1 
	48 (23.76) 
	33(14.86) 
	1.2375
	0.3804 to 4.0259
	P = 0.7233

	Hp 2-2
	145(71.78)
	184(82.88)
	2.2841
	0.7492 to 6.9635
	P = 0.1464

	Non-Hp 2-2 
	57 (28.22) 
	38(17.12) 
	1 reference 
	
	

	Hp 2-2 
	145 (71.78) 
	184(82.88) 
	1.9034
	1.1961 to 3.0291
	P = 0.0066*



[bookmark: _Hlk10006378]ORs – odds ratio and CI – confidence interval from conditional logistic regression analysis.           * represents P < 0.05.
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