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	Target genes
	Primer sequences
	Annealing
°C
	Fragment sizes (bp)
	References

	E. coli identification

	gadA/B
	fw: acc tgc gtt gcg taa ata 
rv: ggg cgg gag aag ttg atg
	58
	670
	McDaniels et al (1996)

	Phylogenetic analysis

	ChuA.1
ChuA.2
	fw: gac gaa cca acg gtc agg at
rv: tgc cgc cag tac caa aga ca
	55
	279
	Clermont et al., (2000)

	YjaA.1
Yj1A.2
	fw: tga agt gtc agg aga cgc tg
rv: atg gag aat gcg ttc ctc aac
	55
	211
	Clermont et al., (2000)

	TspE4C2.1
TspE4C2.2
	fw: gag taa tgt cgg ggc att ca
rv: cgc gcc aac aaa gta tta cg
	55
	152
	Clermont et al., (2000)

	Quinolone resistance genes

	gyrA
	fw:tac acc ggt caa cat tga gg
rv: tta atg att gcc gcc gtc gg
	64
	648
	Oram and Fisher., (1991)

	gyrB
	fw: ctc ctc cca gac caa aga ca
rv: tca cga ccg ata cca cag cc
	64
	447
	Vila et al., (1994)

	parC
	fw: aaa cct gtt cag cgc cgc att
rv: gtg gtg ccg tta agc aaa
	55
	395
	Vila et al., (1996)

	parE
	fw: ctg aac tgc tgg cgg aga tg
rv: gcg gtg gca gtg cga cgt aa
	64
	483
	Ruiz et al., (1997)

	qnrA
	fw: tca gca aga gga ttt ctc
rv: ggc agc act atg act ccc a
	50
	591
	Kehrenberg et al., 2006

	qnrB
	fw: tcg gct gtc agt tct atg atc g
rv: tcc atg agc aac gat gcc t
	54
	456
	Kehrenberg et al., 2006

	qnrC
	fw: ggg ttg tac att tat tga atc
rv: tcc act tta cga ggt tct
	50
	447
	Wang et al., (2009)

	qnrD
	fw: cga gat caa ttt acg ggg aat a
rv: aac aag ctg aag cgc ctg
	55
	580
	Cavaco et al.,(2009)

	aac 6’-lb- cr
	fw: gat ctc ata tcg tcg agt ggt gg
rv: gaa cca tgt aca cgg ctg gac
	58
	435
	Kehrenberg et al., (2007)

	qepA
	fw: gca ggt cca gca gcg ggt ag
rv: ctt cct gcc cga gta tcg tg
	60
	199
	Yamane et al (2008)

	oqxA
	fw: ctc ggc gcg atg atg ct
rv: cca ctc ttc acg gga gac ga
	57
	392
	Kim et al., (2009)

	oqxB
	fw: ttc tcc ccc ggc ggg aag tac
rv: ctc ggc cat ttt ggc gcg ta
	64
	512
	Kim et al., (2009)

	Streptomycin resistance genes

	strA
	fw: tga ctg gtt gcc tgt cag agg c
rv: cca gtt gtc ttc ggc gtt agc a
	64
	646
	Kehrenberg and Schwarz, (2001)

	strB
	fw: atc gtc aag gga ttg aaa cc
rv: gga tcg tag aac ata ttg gc
	56
	509
	Kikuvi et al., (2007)

	aadA1
	fw: cga ctc aac tat cag agg ta
rv: ctt ttg tca gca aga tag cc
	55
	384
	Dolejska et al., 2009

	aadA2
	fw: cgg tga cca tcg aaa ttt cg
rv: cta tag cgc gga gcg tct cgc
	55
	249
	Faldynova et al., (2003)

	Sulfonamides resistance genes 

	sul1
	fw: cta ggc atg atc taa ccc tcg gtc t
rv: atg gtg acg gtg ttc ggc att ctg
	55
	840
	Prüller et al. (2015)

	sul2
	fw: aca gtt tct ccg atg gag gcc g
rv: ctc gtg tgt gcg gat gaa gtc a
	55
	704
	Kehrenberg and Schwarz, (2001)

	sul3
	fw: gag caa gat ttt tgg aat cg
rv: cat ctg cag cta acc tag ggc ttt gga
	51
	789
	Perreten and Boerlin, (2003)

	Chloramphenicol resistance genes

	catA1
	fw: ggc att tca gtc agt tg
rv: cat taa gca ttc tgc cg
	56
	551
	Kikuvi et al., (2007)

	catA2
	fw: tgt taa tca gtt tcc gga gtt cc
rv: aca gaa aca ggt aat aat acg cgg
	56
	372
	Kadlec et al., 2007

	catA3
	fw: aac atg tgg ttt tag ctt aac a
rv: gca ata aca gtc tat ccc ctt c
	56
	473
	Kehrenberg and Schwarz, (2001)

	cmlA
	fw: ccg cca cgg tgt tgt tgt tat c
rv:cac ctt gcc tgc cca tca tta g
	60
	384
	Kikuvi et al., (2007)

	floR
	fw: agg gtt gat tcg tca tga cca
rv: cgg tta gac gac tgg cga ct
	50
	752
	Prüller et al. (2015)

	

	
	
	
	

	Target  genes
	Primer sequences
	Annealing
°C
	Fragment sizes (bp)
	References

	Trimethoprim resistance genes

	dfrA1
	fw: gat att cca tgg agt gcc a
rv: acc ctt ttg cca gat ttg
	50
	414
	Frech et al., (2003)

	dfrA5/dfrA14
	fw: gat tgg ttg cgg tcc a
rv: ctc aaa aac aac ttc gaa gg
	50
	383
	Frech et al., (2003)

	dfrA7/dfrA17
	fw: cag aaa atg gcg taa tcg
rv: tca cct tca acc tca ac
	50
	345
	Frech et al., (2003)

	dfrA12
	fw: ttt atc tcg ttg ctg cga tg
rv: taa acg gag tgg gtg tac gg
	60
	457
	Todorović et al., 2018

	dfrB1/B2
	fw: caa agt agc gat gaa gcc a
rv: cag gat aaa ttt gca ctg agc
	50
	205
	Frech et al., (2003)

	Tetracycline resistance genes

	tet(A)
	fw: gct aca tcc tgc ttg cct tc
rv: cat aga tcg ccg tga aga gg
	55
	210
	Ng et al., (2001)

	tet(B)
	fw: ttg gtt agg ggc aag ttt tg
rv: gta atg ggc caa taa cac cg
	55
	659
	Ng et al., (2001)

	tet(C)
	fw: ctt gag agc ctt caa ccc ag
rv: atg gtc gtc atc tac ctg cc
	55
	888
	Ng et al., (2001)

	tet(D)
	fw: aaa cca tta cgg cat tct gc
rv: gac cgg ata cac cat cca tc
	55
	var.
	Ng et al., (2001)

	tet(E)
	fw: aaa cca cat cct cca tac gc
rv: aaa tag gcc aca acc gtc ag
	55
	var.
	Ng et al., (2001)

	tet(G)
	fw: cag ctt tcg gat tct tac gg
rv: gat tgg tga ggc tcg tta gc
	55
	var.
	Ng et al., (2001)

	tet(H)
	fw: cct gaa aac caa act gcc tc
rv: aca gac cat ccc aat aag cg
	55
	var.
	Kehrenberg et al., (1998)

	tet(M)
	fw: gtg gac aaa ggt aca acg ag
rv: cgg taa agt tcg tca cac ac
	55
	406
	Ng et al., (2001)

	tet(O)
	fw: aac tta ggc att ctg gct cac
rv: tcc cac tgt tcc ata tcg tca
	55
	515
	Ng et al., (2001)

	Integrase and integrons

	intl1
	fw: gcc ttg ctg ttc ttc tac
rv: gat gcc tgc ttg ttc tac
	55
	558
	Guerra et al., (2001)

	5’3’CS
	fw: ggc atc caa gca gca ag
rv: aag cag act tga cct ga
	55
	var.
	Lévesque et al., (1995)

	int2
	fw: cac gga tat gcg aca aaa agg t
rv: gta gca aac gag tga cga aat g
	62
	788
	Sáenz et al., (2004)

	Hep74
Hep51
	fw: cgg gat ccc gga cgg cat gca cga ttt gta 
rv: gat gcc atc gca agt acg ag
	60
	var.
	White et al., (2001)

	Beta lactam resistance genes

	blaTEM
	fw: gtg cgg tat tat ccc gtg tt
rv: aac ttt atc cgc ctc cat cc
	58
	416
	Rodriguez-Villalobos et al., (2006)

	blaCTX-M
	fw: atg tgc agy acc agt aar gtk atg gc
rv: tgg gtr aar tar gts acc aga ays agc gg
	55
	592
	Dierikx et al., (2012)

	blaSHV
	fw: tta tct ccc tgt tag cca cc
rv: gat ttg ctg att tcg ctc gg
	55
	796
	Dierikx et al., (2012)

	blaCTX-M group 1
	fw: agt tca cgc tga tgg cga cg
rv: aac cca gga agc agg cag tcc
	55
	676
	Bogaerts et al., (2007)

	blaCTX-M-8/25
	fw: cgc ttt gcc atg tgc agc acc  
rv: gct cag tac gat cga gcc
	55
	307
	Pitout et al., (2007)

	blaCMY-2 (CIT)
	fw: tgg cca gaa ctg aca ggc aaa
rv: ttt ctc ctg aac gtg gct ggc
	55
	462
	Pérez-Pérez et al,(2002)

	blaOXA-1
	fw: atg aaa aac aca ata cat atc aac ttc gc
rv: gtg tgt tta gaa tgg tga tcg cat t
	55
	820
	Dierikx et al., (2012)

	blaOXA-2

	fw: acg ata gtt gtg gca gac gaa c
rv: aty ctg ttt ggc gta tcr ata ttc
	55
	601
	Dierikx et al., (2012)

	Virulence genes

	iroN
	fw:aat ccg gca aag aga cga acc gcct
rv:gtt cgg gca acc cct gct ttg act tt
	63
	553
	Johnson, et al., 2008


	ompT
	fw: tca tcc cgg aagaag cct ccc tca cta cta t
rv: tag cgt ttg ctg cac tgg ctt ctg ata c
	63
	496
	Johnson, et al., 2008

	hlyF
	fw: ggc cac agt cgt tta ggg tgc tta cc
rv: ggc ggt tta ggc att ccg ata ctc ag
	63
	450
	Johnson, et al., 2008

	iss
	fw: cag caa ccc gaa cca ctt gat g
rv: agc att gcc aga gcg gca gaa
	63
	323
	Johnson, et al., 2008

	

Target  genes
	

Primer sequences
	

Annealing
°C
	

Fragment sizes (bp)
	

References

	Virulence genes

	iutA
	fw: ggc tgg aca tca tgg gaa ctg g
rv: cgt cgg gaa cgg gta gaa tcg
	63
	303
	Johnson, et al., 2008

	eitC
	fw: cag cag cgc ttc gga caa aat ctc c
rv: ttc ccc acc act ctc cgt tct caa ac
	63
	380
	Johnson, et al.,2010

	cvaC
	fw: cac aca caa acg gga gct gtt
rv: ctt ccc gca gca tag ttc cat
	63
	678
	Johnson, et al.,2010

	Replicon typing

	HI1
	fw: gga gcg atg gat tac ttc agt ac
rv: tgc cgt ttc acc tcg tga gta
	60
	471
	Carattoli et al., 2005


	HI2
	fw: ttt ctc ctg agt cac ctg tta aca c
rv: ggc tca cta ccg ttg tca tcc t
	60
	644
	Carattoli et al., 2005


	I1
	fw: cga aag ccg gac ggc aga a
rv: tcg tcg ttc cgc caa gtt cgt
	60
	139
	Carattoli et al., 2005

	X

	fw: aac ctt aga ggc tat tta agt tgc tga t
rv: tga gag tca att ttt atc tca tgt ttt agc
	60
	376
	Carattoli et al., 2005


	L/M

	fw: gga tga aaa cta tca gca tct gaa g
rv: ctg cag ggg cga ttc ttt agg
	60
	785
	Carattoli et al., 2005


	N
	fw: gtc taa cga gct tac cga ag
rv: gtt tca act ctg cca agt tc
	60
	559
	Carattoli et al., 2005


	FIA
	fw: cca tgc tgg ttc tag aga agg tg
rv: gta tat cct tac tgg ctt ccg cag
	60
	462
	Carattoli et al., 2005


	FIB
	fw: gga gtt ctg aca cac gat ttt ctg
rv: ctc ccg tcg ctt cag ggc att
	60
	702
	Carattoli et al., 2005


	W
	fw: cct aag aac aac aaa gcc ccc g
rv: ggt gcg cgg cat aga acc gt
	60
	242
	Carattoli et al., 2005


	Y
	fw: aat tca aac aac act gtg cag cct g
rv: gcg aga atg gac gat tac aaa act tt
	60
	765
	Carattoli et al., 2005


	P
	fw: cta tgg ccc tgc aaa cgc gcc aga aa
rv: tca cgc gcc agg gcg cag cc
	60
	534
	Carattoli et al., 2005


	FIC
	fw: gtg aac tgg cag atg agg aag g
rv: ttc tcc tcg tcg cca aac tag at
	60
	262
	Carattoli et al., 2005


	A/C
	fw: gag aac caa aga caa aga cct gga
rv: acg aca aac ctg aat tgc ctc ctt
	60
	465
	Carattoli et al., 2005


	T
	fw: ttg gcc tgt ttg tgc cta aac cat
rv: cgt tga tta cac tta gct ttg gac
	60
	750
	Carattoli et al., 2005


	FIIs

	fw: ctg tcg taa gct gat ggc
rv: ctc tgc cac aaa ctt cag c
	60
	270
	Carattoli et al., 2005


	FrepB

	fw: tga tcg ttt aag gaa ttt tg
rv: gaa gat cag tca cac cat cc
	60
	270
	Carattoli et al., 2005


	K/B
K
	fw: gcg gtc cgg aaa gcc aga aaa c
rv: tct ttc acg agc ccg cca aa 
	60
	160
	Carattoli et al., 2005


	B/O
	rv: tct gcg ttc cgc caa gtt cga
	60
	159
	Carattoli et al., 2005
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