Supplementary Table 2: Multi locus sequence type (MLST) analysis of E. coli isolates resistant to extended- spectrum cephalosporins
Molecular typing

According to MLST analysis E. coli 1773-7 was identified as ST38 (ST38 Cplx), E. coli 1773-50 as ST2307, E. coli 1773-52 as ST224, E. coli 1773-75 as ST162 and E. coli 1775-17 as ST34 (ST10 Cplx). ST designations could not be attributed to isolates E. coli 1773-47 and 1773-67 due to the presence of one and two potentially new alleles, respectively, that should be confirmed by NGS that was not available at this point. 

Supplementary Table 2: Allele profiles and sequence type designations of seven E. coli isolates subjected to MLST analysis.

	
	adk
	fumC
	gyrB
	icd
	mdh
	purA
	recA
	ST

	1773-7
	4
	26
	2
	25
	5
	5
	19
	ST38

	1773-47
	33
	26
	2
	ND
	5
	16
	19
	ND

	1773-50
	6
	4
	33
	136
	99
	8
	6
	ST2307

	1773-52
	6
	4
	33
	16
	11
	8
	6
	ST224

	1773-67
	ND
	4
	13
	484
	118
	ND
	62
	ND

	1773-75
	9
	65
	5
	1
	9
	13
	6
	ST162

	1775-17
	10
	11
	4
	1
	8
	8
	2
	ST34


ND – not determined


