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Supplementary Figure 1: Spearman correlation analysis between risk score and clinical features included
gender (A), age (B), grade (C), pathological stage (D), T stage (E), N stage (F), M stage (G). Gender, age, stage,
and risk score were all found to be independent predictive variables in univariate regression analysis (H). Age,

stage, and risk score were all found to be independent predictive variables in multivariate regression analysis

).



Supplementary Figure 2
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Figure S2 Enriched gene sets in KEGG for high-risk (A) and low-risk (B) patients. Enriched gene sets in GO

for high-risk (C) and low-risk (D) patients.



