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Chr Position Gene/locus

Position 

to TSS

Hypo/Hyper 

Meth(2N-3N)

Meth. Diff 

Pvalue

Exp. Fold 

change 

(2N/3N)

Exp. FDR

Exp/Meth R 

value

Gene annotation TF

NC_035082.1

_64665435

LOC110526468

/PDCD5

-899 33.3 3.2E-05 -2.10 7.71E-02 -0.441 Programmed cell death protein 5

HES-1 [T01649]; RXR-alpha [T01345]; 3; MYB2 

[T02536]; AR [T00040];  USF-1 [T00875];  NF-1 

[T00537];  NF-1 [T00539]

NC_035082.1

_64665694

LOC110526468

/PDCD6

-640 63.5 3.2E-05

-2.10

7.71E-02 -0.497 Programmed cell death protein 5 c-Ets-1 [T00112]

NC_035078.1

_41106515

LOC110492018

/AEN

4446 -48.8 7.5E-06

-3.52

1.01E-04 0.434 Apoptosis-enhancing nuclease

E2F-1 [T01542]; C/EBPbeta [T00581]; 

C/EBPgamma [T00216]; NF-1 [T00535]

NC_035081.1

_29419783

LOC110523624

/SMYD1

3041 -65.0 4.0E-07

-2.95

6.10E-03 0.459

Histone-lysine N-methyl 

transferase Smyd1

LyF-1 [T00479]; PTF1-beta [T00701];  myogenin 

[T00528]; Pax-5 [T00070]

NC_035088.1

_13620476

LOC110537077

/CDK2AP1

-586 48.0 1.7E-05 -7.36 9.39E-05 -0.439

Cyclin-dependent kinase 2-

associated protein 1

USF1 [T00874];  USF1 [T00874];  c-Myc 

[T00140]; RXR-beta [T01349]; RXR-beta 

[T01349]; PIF3 [T04492]; PIF3 [T04492]; SREBP-

1c [T01562]; CBF1 [T00080]; CBF1 [T00080]; 

JunD [T00437];  JunD [T00437]

NC_035089.1

_41352275

LOC110486510

/ DDX39a

4421 -50.0 9.9E-06

-2.26

5.57E-02 0.625

ATP-dependent RNA helicase 

DDX39A

XBP-1 [T00902]; E2F-1 [T01542]; f(alpha)-

f(epsilon) [T00287]

NC_035089.1

_41352276

LOC110486510

/DDX39a

4422 -55.0 5.2E-06

-2.26

5.57E-02 0.264

ATP-dependent RNA helicase 

DDX39A

XBP-1 [T00902]; E2F-1 [T01542]; f(alpha)-

f(epsilon) [T00287]

NC_035082.1

_53102690

LOC110526208

/ATG13

-752 -50.6 1.3E-05

2.50

7.86E-02 -0.674 Autophagy-related protein 13

Pax-2.2 [T03219]; Pax-9a [T03593] Pax-9b 

[T03594]

NC_035101.1

_26128247

LOC110504991

/SESN3

5519 27.6 3.4E-05

3.69

1.25E-02 0.820 Sestrin-3 GAGA factor [T00301]

NC_035093.1

_46301679

LOC110494292

/PFKFB3

5567 80.3 6.7E-16

4.33

2.68E-03 0.725 6-phosphofructo-2-kinase

MCB1 [T06035]; MCB2 [T06036];  Pax-6 

[T00682]

NC_035094.1

_5494483

LOC110495489

/COL8a1

8739 -55.6 3.5E-05

-7.93

1.30E-04 0.686 Collagen alpha-1(VIII) chain NF-E4 [T00560]; Sp1 [T00754];  Sp1 [T00759]

NC_035088.1

_66751403/is

land11919

LOC110538176

/P3H4

2242 -54.8 7.1E-07

-3.68

7.35E-02 0.283

Prolyl 3-hydroxylase family 

member 4 (non-enzymatic)

USF1 [T00874]; USF1 [T00874]; c-Myc [T00140]; 

PHO4 [T00690]; USF-1 [T00875]; USF-1 

[T00875]; HES-1 [T01649]; HES-1 [T01649]

NC_035082.1

_40371257

LOC110526004

/ PRODHb

4547 46.4 6.4E-06 2.74 1.73E-02 0.594

Proline dehydrogenase 1, 

mitochondrial

Pax-5 [T00070]; YY1 [T04970]; RXR-beta 

[T01349]; HES-1 [T01649]; AhR [T00018]; AhR 

[T01795]; JunD [T00437]

NC_035088.1

_41298016

LOC110537666

/GDPD5

6026 -47.6 1.2E-05

-20.04

3.30E-06 0.139

Glycerophosphodiester 

phosphodiesterase domain-

containing protein 5

NC_035093.1

_33080772

LOC110494010

/AQP7

9509 29.3 9.4E-06

6.05

2.32E-03 0.358 Aquaporin-7 SXR:RXR-alpha [T05670];  HES-1 [T01649]

NC_035105.1

_28018844/is

land23784

LOC110509954

/  TMEM151b

5185 30.6 3.3E-05 10.35 1.65E-03 0.639 Transmembrane protein 151B

Pax-5 [T01201]; Nkx2-1 [T00857]; GAL4 

[T00302]

NC_035087.1

_56212451

LOC110536085

/ANK1

5063 -59.5 1.2E-05

-2.44

6.32E-02 0.079 Ankyrin-1

NFI/CTF [T00094]; NF-AT2 [T01945]; PEA3 

[T00684]; NF-AT1 [T01948]; NF-AT1 

[T01944];NF-AT1 [T00550]; HNF-4alpha1 

[T00372]

NC_035092.1

_38302815

LOC110492001

/HOX-C5a

1862 -47.6 7.8E-06

-6.03

1.48E-02 0.474 Homeobox protein Hox-C5a c-Myb [T00138]

NC_035092.1

_38302823

LOC110492001

/HOX-C5a

1870 -45.7 2.6E-05

-6.03

1.48E-02 0.382 Homeobox protein Hox-C5a Sp1 [T00755];  Nkx2-1 [T00857]

NC_035101.1

_61368566

Six4 2175 -50.8 3.6E-05 -3.08 6.73E-02 0.015 SIX homeobox 4

MF3 [T00507]; ENKTF-1 [T00255]; Tll [T00789];  

E2F [T00221]; POU4F1(l) [T01877]; Pax-5 

[T00070]

NC_035084.1

_10667325

HSP90ba 6124 63.5 8.6E-07

2.00

9.16E-02 0.698

Heat shock 90kDa protein 1 beta 

isoform a

TAF [T00778]

NC_035091.1

_7350831

LOC110489569

/CCTS

3278 -45.2 3.7E-06

-2.72

8.21E-04 0.297

T-complex protein 1 subunit 

epsilon

Mad [T04378]; LF-A1 [T00467]; MF3 [T00507]; 

E2F-1 [T01543]; YY1 [T00865]; XBP-1 [T00902]; 

YY1 [T00915]; Sp1 [T00754]; Sp1 [T00759]; YY1 

[T00278]; ENKTF-1 [T00255]

NC_035084.1

_34778859

LOC110529890

/PGBD4

923 31.6 1.9E-06

-8.21

8.85E-06 -0.505

PiggyBac transposable element-

derived protein 4

HNF-1B [T01950]; Crx [T03461]; POU2F1 

[T00643]

NC_035077.1

_13381573

LOC110493215

/MAST3

4520 33.3 1.2E-05 2.68 9.80E-02 -0.119

Microtubule-associated 

serine/threonine-protein kinase 3

C/EBP [T01388]; CREMtau [T01309]; 

CREMtaualpha [T01602]; CREMtau1 [T02108]; 

CREMtau2 [T02109]

NC_035092.1

_36914362

LOC110491948

/CACNA1sb

2646 -38.6 2.0E-06 -5.37 2.96E-06 0.858

Dihydropyridine-sensitive L-type 

skeletal muscle calcium channel 

subunit alpha-1

MED8 [T03491]; C/EBP [T01388]; C/EBP 

[T01388]

NC_035092.1

_29706361

LOC110491830

/CYTC-1

4423 -43.8 3.3E-05

-2.80

1.46E-04 0.123 Cytochrome c1 Mad [T04378]; GA-BF [T00297]

NC_035090.1

_23141191

LOC110488198

/Cpsf1

8837 -50.0 2.1E-07 -3.83 1.34E-02 0.406

Cleavage and polyadenylation 

specificity factor subunit 1

Pax-5 [T00070]

NC_035093.1

_25737498

LOC110493184

/ZNFX-1

2285 -29.7 4.8E-05

-2.61

7.87E-02 0.324

NFX1-type zinc finger-containing 

protein 1

NC_035097.1

_35527983

LOC110500515

/GILGYF1

6282 48.8 1.7E-05 2.74 7.18E-02 0.772 GRB10-interacting GYF protein 1 Mad [T04378]; Pax-6 [T00682]

NC_035095.1

_15029930

LOC110497457 4136 47.8 2.0E-05

67.32

8.65E-03 0.637 Vegetative cell wall protein gp1

NC_035097.1

_10910032

LOC110501017 164 51.6 5.3E-08

-4.36

2.37E-02 -0.417 Uncharacterized LOC110501017

HSF1 (long) [T01042]; HSF1 (short) [T02104]; AP-

4 [T00036];  myogenin [T00528]; Cutl1 [T02042]; 

HOXA5 [T00377];  POU1F1a [T00691];PF1 

[T04784]

Apoptosis and epigenetic regulation

Autophagy, glycolysis, collagen metablisim, cell memberane 

Homeobox proteins

Other epimarkers


