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Supplementary Figure S1. Maximum likelihood phylogenetic tree of the main clades of Amoebozoa based on the SSU rRNA gene analysis showing position of Coronamoeba villafranca gen. nov. sp. nov. (indicated in bold). The tree is rooted between Discosea and other clades. Numbers at nodes indicate posterior probabilities/bootstrap support values if above 0.5/50. Thick branches = 1/100. Scale bar = 0.1 substitutions/site.
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[bookmark: _GoBack]Supplementary Figure S2. Maximum likelihood phylogenetic tree of the main clades of Amoebozoa based on the analysis of concatenated alignment of SSU rRNA and actin genes showing position of Coronamoeba villafranca gen. nov. sp. nov. (indicated in bold). The tree is rooted between Discosea and other clades. Numbers at nodes indicate posterior probabilities/bootstrap support values if above 0.5/50. Thick branches = 1/100. Scale bar = 0.05 substitutions/site.
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