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	Sample replicate ID
	Landscape unit 
	% Clay
	% Silt (2-20 micron)
	% Sand (+20 micron)

	A1
	RemVeg
	9
	9.9
	81

	A2
	RemVeg
	13
	25
	62

	A3
	RemVeg
	12
	21
	67

	A4
	RemVeg
	8.8
	12
	79

	A5
	RemVeg
	11
	12
	77

	A6
	RemVeg
	12
	14
	74

	A7
	RemVeg
	12
	22
	66

	A8
	RemVeg
	14
	26
	60

	A9
	RemVeg
	14
	18
	68

	A10
	RemVeg
	11
	15
	74

	A11
	RemVeg
	9
	4.8
	86

	A12
	RemVeg
	12
	14
	74

	A13
	RemVeg
	9.5
	11
	80

	A14
	RemVeg
	32
	21
	47

	A15
	RemVeg
	24
	25
	51

	B1
	ExCrop
	17
	31
	52

	B2
	ExCrop
	12
	23
	65

	B3
	ExCrop
	13
	24
	63

	D1
	NewVineyard
	13
	27
	60

	D2
	NewVineyard
	14
	22
	64

	D3
	NewVineyard
	14
	30
	56

	D4
	NewVineyard
	12
	22
	66

	D5
	NewVineyard
	12
	27
	61

	E1
	FPWoodland
	21
	31
	49

	E2
	FPWoodland
	29
	29
	43

	E3
	FPWoodland
	25
	35
	41

	F1
	FPShrubland
	34
	32
	34

	F2
	FPShrubland
	47
	32
	21

	F3
	FPShrubland
	39
	29
	32

	G1
	Reveg
	11
	8.4
	81

	G2
	Reveg
	23
	25
	52

	G3
	Reveg
	22
	25
	53

	H1
	OldVineyard
	17
	25
	58

	H2
	OldVineyard
	18
	24
	58

	H3
	OldVineyard
	19
	17
	64

	H4
	OldVineyard
	19
	24
	56

	H5
	OldVineyard
	13
	25
	61

	H6
	OldVineyard
	13
	25
	62
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B. Alpha diversity under negative binomial GLM model 
Significance codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1 (Holm-Bonferroni P-adjustment).

	Formula = diversity metric ~ landscape unit 
	

	
	

	Landscape unit
	Observed richness 
	Shannons's diversity 
	Simpson's diversity 

	
	z-value 
	 Pr(>|z| )
	Sig.
	z-value 
	 Pr(>|z| )
	Sig.
	z-value 
	 Pr(>|z| )
	Sig.

	Intercept (RemVeg) 
	140.790
	<2e-16
	***
	125.320
	<2e-16
	***
	104.454
	< 2e-16
	***

	NewVineyard 
	1.847
	0.0648 
	.
	1.963 
	0.0497 
	*
	1.707
	0.087781
	.

	OldVineyard
	1.831
	0.0671  
	.
	2.393
	0.0167 
	*
	3.383
	0.000718
	***

	Reveg
	0.517
	0.6053    
	
	0.768
	0.4423    
	
	0.916
	0.359501    
	

	ExCrop
	0.731
	0.4647    
	
	0.440
	0.6602    
	
	-0.219
	0.826531    
	

	FPShrubland
	-0.287 
	0.7743    
	
	-1.491  
	0.1361    
	
	-3.757
	0.000172
	***

	FPWoodland
	0.387
	0.6987
	
	0.402 
	0.6878
	
	0.105
	0.916719 
	

	
	
	
	
	
	
	
	
	
	

	ANOVA on GLM 
	
	Pr(>Chi)
	
	
	Pr(>Chi)
	
	
	Pr(>Chi)
	

	 
	 
	0.385
	 
	 
	0.044
	*
	 
	7.03e-06
	***
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Significance codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1 (Holm-Bonferroni P-adjustment).
	Formula = diversity metric ~ landscape unit

	Landscape unit pairwise comparison 
	Observed richness
	Shannons's diversity
	Simpson's diversity

	
	z-value 
	 Pr(>|z| )
	Sig.
	z-value 
	 Pr(>|z| )
	Sig.
	z-value 
	 Pr(>|z| )
	Sig.

	RemVeg - NewVineyard
	1.847
	1.000
	
	1.963
	0.893
	
	1.707
	1.000
	

	RemVeg - OldVineyard
	1.831
	1.000
	
	2.393
	0.317
	
	3.383
	0.012
	*

	RemVeg - Reveg
	-0.517
	1.000
	
	-0.768
	1.000
	
	-0.916
	1.000
	

	RemVeg - ExCrop
	0.731
	1.000
	
	0.44
	1.000
	
	-0.219
	1.000
	

	RemVeg - FPShrubland
	-0.287
	1.000
	
	-1.491
	1.000
	
	-3.757
	0.003
	**

	RemVeg - FPWoodland
	0.387
	1.000
	
	0.402
	1.000
	
	0.105
	1.000
	

	NewVineyard - OldVineyard
	0.114
	1.000
	
	-0.235
	1.000
	
	-1.24
	1.000
	

	NewVineyard - Reveg
	0.857
	1.000
	
	0.722
	1.000
	
	0.413
	1.000
	

	NewVineyard - ExCrop
	-0.672
	1.000
	
	-1.006
	1.000
	
	-1.394
	1.000
	

	NewVineyard - FPShrubland 
	-1.553
	1.000
	
	-2.676
	0.149
	
	-4.463
	0.0002
	***

	NewVineyard - FPWoodland
	-0.97
	1.000
	
	-1.038
	1.000
	
	-1.114
	1.000
	

	OldVineyard - Reveg
	0.788
	1.000
	
	0.946
	1.000
	
	1.487
	1.000
	

	OldVineyard - ExCrop
	-0.596
	1.000
	
	-1.24
	1.000
	
	-2.498
	0.175
	

	OldVineyard - FPShrubland
	-1.506
	1.000
	
	-2.963
	0.064
	.
	-5.653
	0.0000003
	***

	OldVineyard - FPWoodland
	-0.904
	1.000
	
	-1.273
	1.000
	
	-2.21
	0.353
	

	Reveg - ExCrop
	0.166
	1.000
	
	-0.254
	1.000
	
	-0.879
	1.000
	

	Reveg - FPShrubland
	-0.622
	1.000
	
	-1.751
	1.000
	
	-3.636
	0.005
	**

	Reveg - FPWoodland
	-0.1
	1.000
	
	-0.284
	1.000
	
	-0.628
	1.000
	

	ExCrop - FPShrubland
	0.788
	1.000
	
	1.497
	1.000
	
	2.76
	0.087
	.

	ExCrop - FPWoodland
	0.266
	1.000
	
	0.029
	1.000
	
	-0.251
	1.000
	

	FPShrubland - FPWoodland
	-0.522
	1.000
	
	-1.467
	1.000
	
	-3.01
	0.042
	*
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D. Main and pairwise PERMANOVA on bacterial ASV communities
Significance codes Pr(>F): ‘ns’ not significant; ‘º’ P < 0.10; ‘*’ P < 0.05; ‘**’ P < 0.01; ‘***’ P < 0.001. 

	Formula = Bray-Curtis distance ~ landscape unit
	 
	 
	 

	Main PERMANOVA 
	
	Bray-Curtis 
	

	
	R2
	F
	Pr(>F)

	landscape unit 
	0.346
	2.734
	***

	Pairwise PERMANOVA
	 
	Bray-Curtis 
	 

	
	R2
	F
	Pr(>F)

	ExCrop - FPShrubland
	0.463
	3.462
	ns

	ExCrop - FPWoodland
	0.386
	2.514
	ns

	ExCrop - NewVineyard
	0.183
	1.342
	*

	ExCrop - OldVineyard
	0.276
	2.675
	*

	ExCrop - RemVeg
	0.118
	2.133
	**

	ExCrop - Reveg
	0.428
	3
	ns

	FPShrubland - FPWoodland
	0.255
	1.373
	ns

	FPShrubland - NewVineyard
	0.406
	4.107
	*

	FPShrubland - OldVineyard 
	0.344
	3.682
	**

	FPShrubland - RemVeg
	0.155
	2.93
	**

	FPShrubland - Reveg
	0.338
	2.044
	ns

	FPWoodland - NewVineyard
	0.335
	3.029
	*

	FPWoodland - OldVineyard
	0.29
	2.858
	**

	FPWoodland - RemVeg
	0.099
	1.766
	**

	FPWoodland - Reveg
	0.265
	1.446
	ns

	NewVineyard - OldVineyard
	0.201
	2.259
	**

	NewVineyard - RemVeg
	0.161
	3.443
	***

	NewVineyard - Reveg
	0.353
	3.279
	*

	OldVineyard - RemVeg
	0.193
	4.562
	***

	OldVineyard - Reveg
	0.302
	3.029
	*

	RemVeg - Reveg
	0.097
	1.726
	*
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“●” indicating plant functional group is present in landscape unit sample replicate.

	Landscape unit
	Sample replicate 
	Annual groundcover 
	Perennial groundcover 
	Small Shrub
	Medium/large shrub
	Tree

	RemVeg
	A1
	●
	●
	●
	●
	●

	RemVeg
	A2
	●
	
	●
	
	●

	RemVeg
	A3
	●
	
	●
	
	●

	RemVeg
	A4
	●
	
	●
	
	●

	RemVeg
	A5
	●
	●
	●
	●
	●

	RemVeg
	A6
	
	●
	●
	●
	●

	RemVeg
	A7
	
	●
	●
	●
	●

	RemVeg
	A8
	
	
	●
	
	●

	RemVeg
	A9
	
	●
	●
	
	●

	RemVeg
	A10
	
	
	●
	
	●

	RemVeg
	A11
	
	●
	●
	
	●

	RemVeg
	A12
	●
	●
	●
	●
	●

	RemVeg
	A13
	●
	●
	●
	●
	●

	RemVeg
	A14
	●
	●
	●
	●
	●

	RemVeg
	A15
	
	●
	●
	
	●

	FPWoodland
	E1
	●
	●
	●
	●
	●

	FPWoodland
	E2
	
	
	●
	●
	●

	FPWoodland
	E3
	
	
	●
	●
	●

	FPShrubland
	F1
	
	●
	
	●
	

	FPShrubland
	F2
	
	●
	
	●
	

	FPShrubland
	F3
	
	●
	
	●
	

	Reveg
	G1
	●
	●
	
	●
	●

	Reveg
	G2
	
	●
	
	●
	

	Reveg
	G3
	●
	●
	
	
	

	ExCrop
	B1
	●
	●
	●
	
	

	ExCrop
	B2
	●
	●
	●
	
	

	ExCrop
	B3
	●
	●
	
	
	

	NewVineyard
	D1
	●
	
	
	●
	

	NewVineyard
	D2
	●
	
	
	●
	

	NewVineyard
	D3
	●
	
	
	
	

	NewVineyard
	D4
	●
	
	
	●
	

	NewVineyard
	D5
	●
	
	
	●
	

	OldVineyard 
	H1
	●
	
	
	●
	

	OldVineyard 
	H2
	●
	
	
	●
	

	OldVineyard 
	H3
	●
	
	
	●
	

	OldVineyard 
	H4
	●
	
	
	●
	

	OldVineyard 
	H5
	●
	
	
	●
	

	OldVineyard 
	H6
	●
	
	
	●
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F. Plant species list
Observed plant species across study site. “●” indicating plant species/genus/group is present in at least one sample replicate of the landscape unit. 

	Plant Species
	RemVeg
	FPWoodland
	FPShrubland
	Reveg 
	ExCrop
	OldVineyard
	NewVineyard 

	Annual exotic grasses 
	●
	●
	
	●
	●
	●
	●

	Perennial exotic grasses
	●
	●
	
	●
	●
	●
	●

	Acacia melvillei
	●
	
	
	
	
	
	

	[bookmark: RANGE!A99]Acacia stenophylla
	
	●
	
	
	
	
	

	Alectryon oleifolius
	●
	
	
	●
	
	
	

	Austrostipa sp.
	●
	
	
	●
	●
	
	

	Chenopod sp. 
	●
	●
	●
	●
	●
	
	

	Chenopodium nitrariaceum
	
	●
	●
	
	
	
	

	Dodonaea viscosa
	●
	
	
	
	
	
	

	Eremophila divaricata
	
	●
	●
	
	
	
	

	Eremophila glabra
	●
	
	
	
	
	
	

	Eremophila longifolia
	●
	
	
	●
	
	
	

	Eucalyptus brachycalyx 
	●
	
	
	
	
	
	

	Eucalyptus camaldulensis
	
	●
	
	
	
	
	

	Eucalyptus gracilis 
	●
	
	
	
	
	
	

	Eucalyptus incrassata
	●
	
	
	
	
	
	

	Eucalyptus largiflorens  
	
	●
	
	
	
	
	

	Eucalyptus leptophylla
	●
	
	
	
	
	
	

	Exocarpus aphyllus
	●
	
	
	
	
	
	

	Goodenia sp.
	●
	●
	●
	
	
	
	

	Hakea leucoptera
	●
	
	
	●
	
	
	

	Hakea tephrosperma
	●
	
	
	
	
	
	

	Hypoxis vaginata
	
	●
	
	
	
	
	

	Lomandra sp.
	●
	
	
	
	
	
	

	Maireana sp.
	●
	●
	
	●
	●
	
	

	Muehlenbeckia florulenta
	
	●
	●
	
	
	
	

	Myoporum platycarpum
	●
	
	
	
	
	
	

	Olearia pimeleoides
	●
	
	
	
	
	
	

	Pittosporum angustifolium
	●
	
	
	
	
	
	

	Roepera apiculata
	●
	●
	
	
	
	
	

	Rytidosperma sp
	
	
	
	
	●
	
	

	Senecio quadridentatus
	
	●
	
	
	
	
	

	Senna artemisioides
	●
	
	
	
	
	
	

	Tempeltonia rossii
	●
	
	
	
	
	
	

	Teucrium racemosum
	●
	
	
	
	
	
	

	Triticum sp.
	
	
	
	●
	●
	
	

	Triodia scariosa
	●
	
	
	
	
	
	

	Thysanotus tuberosus
	●
	
	
	
	
	
	

	Vittadinia sp.
	●
	●
	
	●
	●
	
	

	Vitis sp. 
	
	
	
	
	
	●
	●

	Wahlenbergia sp.
	
	
	
	
	
	
	

	Westringia rigida
	●
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Mean relative abundance of bacteria families across landscape units. * under 2 % relative abundance (included in pooled (<2% relative abundance) group).
	Bacteria family 
	RemVeg
	ExCrop
	FPWoodland 
	FPShrubland 
	Reveg
	NewVineyard
	OldVineyard 

	pooled (<2% relative abundance)
	33.2
	30.8
	28.9
	33.1
	38.7
	35.1
	37.6

	Rubrobacteraceae
	25.7
	23.5
	21.1
	22.9
	16.2
	16.4
	5.2

	Bacillaceae
	4.0
	10.3
	7.7
	11.9
	12.4
	8.2
	11.3

	Bradyrhizobiaceae
	7.5
	7.5
	4.2
	3.8
	9.3
	6.2
	5.5

	Pseudonocardiaceae
	7.0
	3.1
	6.2
	2.5
	2.8
	2.6
	2.6

	Phormidiaceae
	*
	*
	*
	5.5
	*
	*
	*

	Micrococcaceae
	*
	2.7
	*
	*
	2.9
	5.5
	4.3

	Geodermatophilaceae
	2.4
	2.8
	*
	*
	2.5
	3.0
	2.8

	Rhodospirillaceae
	3.3
	3.9
	3.2
	4.1
	5.5
	4.0
	8.9

	Beijerinckiaceae
	2.8
	2.4
	*
	*
	*
	*
	*

	Syntrophobacteraceae
	*
	2.8
	2.4
	*
	*
	2.5
	2.8

	Sphingomonadaceae
	3.8
	3.5
	4.2
	4.0
	3.9
	3.3
	2.7

	Sinobacteraceae
	2.7
	2.3
	2.5
	*
	*
	3.2
	6.0

	Hyphomicrobiaceae
	3.3
	2.3
	3.2
	2.5
	3.1
	2.0
	2.8

	Micromonosporaceae
	2.1
	*
	2.0
	*
	*
	*
	*

	Acetobacteraceae
	*
	2.2
	*
	*
	*
	*
	*

	Paenibacillaceae
	2.3
	*
	*
	*
	*
	*
	*

	Chitinophagaceae
	*
	*
	*
	*
	*
	2.4
	*

	Planococcaceae
	*
	*
	2.2
	2.1
	2.6
	2.9
	2.8

	Nocardioidaceae
	*
	*
	*
	*
	*
	2.6
	2.1

	Cytophagaceae
	*
	*
	4.1
	2.1
	*
	*
	*

	Streptomycetaceae
	*
	*
	2.2
	2.0
	*
	*
	*

	Solibacteraceae
	*
	*
	2.2
	*
	*
	*
	*

	Thermomonosporaceae
	*
	0.0
	3.7
	*
	*
	*
	*

	Koribacteraceae
	*
	*
	*
	3.6
	*
	*
	*

	Kouleothrixaceae
	*
	*
	*
	*
	*
	*
	2.6




H. Microbial inoculants applied to vineyard landscape units (OldVineyard and NewVineyard)

Product A, comprised of; soil amendments designed to stimulate microbial activity (hydrolysed molasses, amino acids, fulvic acid, seaweed (Ascophyllum nodosum and Durvillaea species) and liquid fish; key nutrients (nitrogen, phosphorus, potassium and sulphur); and bacteria of family Pseudomonadaceae and of the group Actinomycetes. Applied at a rate of 10 L per hectare. 
Product B, comprised of; soil amendments (ash, fat, protein and carbohydrates), and bacteria of family Pseudomonadaceae, and of the group Actinomycetes. Applied at a rate of 10 L per hectare.
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