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	Gene name
	Primer name
	
	Sequences (5' to 3')

	qRT-PCR assays

	Lgals1
	Lgals1-F
	
	TCAAACCTGGAGAGTGCCTT

	
	Lgals1-R
	
	CACACCTCTGCAACACTTCC

	LMP1
	LMP1-F
	
	CTGCTGGAAATGATGGAGGC

	
	LMP1-R
	
	AGAAGAACCCAAAAGCAGCG

	PD-L1
	PD-L1-F
	
	GTGCCGACTACAAGCGAATT

	
	PD-L1-R
	
	CTTGGAATTGGTGGTGGTGG

	IRF-1
	IRF-1-F
	
	ATGCTTCCACCTCTCACCAA

	
	IRF-1-R
	
	TGTAGCTGCTGTGGTCATCA

	β-actin
	β-actin-F
	
	GAAGAGCTACGAGCTGCCTGA

	
	β-actin-R
	
	CAGACAGCACTGTGTTGGCG













[image: ]Supplemental Table 2. General information and clinical characteristics of patients.

 
 
 
 
 
 
 
 
 
 
Abbreviations: EBV, Epstein-Barrvirus; M metastasis; N, node; T, tumor.
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image1.png
Variable Cases Percentage
Gender

Male 29 72.50%

Female " 27.50%
Age

<45years 16 40.00%

245years 24 60.00%
Smoking history

No smoker 21 52.50%

Smoker 19 47.50%
WHO classification

i 8 25.00%

1 32 80.00%
Ki67 expression

<60 14 35.00%

260 26 65.00%
EBV-DNA in plasma

<501U/mL 15 37.50%

2501U/mL 25 62.50%
T stage

T1/T2 14 35.00%

T3/T4 26 65.00%
N stage

NO/N1 12 30.00%

N2/N3 28 70.00%
M stage

MO 37 92.50%

M1 3 7.50%
Clinical stage

i 27 67.50%

IVa 13 32.50%





