Table S1. Detailed information of the 259 melon varieties

Code Variety name origin Variety name origin
Dw1 gia dong ke hong BVRC TG59 mi feng yi hao BVRC
DW10 Ames 29551 BVRC TG6 xiang rui yi hao BVRC
Dwi1l NSL 5648 BVRC TG60 yu lu yi hao BVRC
Dw12 NSL 34600 BVRC TG61 xiang rui 301 BVRC
DwW13 NSL 60241 BVRC TG62 jin fei BVRC
Dw14 Pl 116489 BVRC TG63 zhong yun 20 BVRC
Dw15 P1 123188 BVRC TG64 zhong tian 5hao BVRC
DW16 Pl 125865 BVRC TG65 rui xue 8hao BVRC
Dw17 Pl 177347 BVRC TG66 feng tian 7hao BVRC
Dw18 Pl 315410 BVRC TG67 feng wei 4hao BVRC
DwW19 P1 378169 BVRC TG68 re gua dan zi BVRC
Dw?2 wang wen tian gua BVRC TG69 feng wei 5hao BVRC
DwW20 Pl 446928 BVRC TG7 jinyu BVRC
Dw22 P1618848 BVRC TG70 xue li hong BVRC
Dw23 Pl 532841 BVRC TG71 mo Xiang yu BVRC
DW24 jin tai lang BVRC TG72 bai yu man tang BVRC
DW26 tu leng gou jin gua BVRC TG73 tian xiang yu BVRC
Dw27 jiang su san ye gua BVRC TG74 jin cheng BVRC
DWwW28 jing zhou ba fang BVRC TG75 yin lu yi hao BVRC
DW29 xiang xi huang jin gua BVRC TG76 yu ruyi BVRC
DW3 P1-164569 BVRC TG77 ging su BVRC
DW30 cui cai gua BVRC TG78 jiang huai mi 7hao BVRC
Dwa31 bai sha mi BVRC TG79 Xi zhou mi 25hao BVRC
DWa32 kan gua BVRC TG8 yi li sha bai BVRC
DW33 yang jiao mi BVRC TG80 zhong tian cui xue BVRC
DW34 xiao hua dao BVRC TG81 zhong tian cui bao BVRC
DW35 shi tiao xian BVRC TG82 bai yu man tang BVRC
DW36 ging dan zi BVRC TG83 dong fang hua cui BVRC
DWa37 wu leng yang su gua BVRC TG84 hua cui BVRC
DW38 liu jin gua BVRC TG85 chuang yan cui cui tian BVRC
DW39 bai li gua BVRC TG86 ri ben tian bao BVRC
DwW4 Hxle's Bese BVRC TG87 M16002 BVRC
DwW40 ge mosu -5 BVRC TG88 dong zhi xing BVRC
DW5 lu tian dong hao BVRC TG89 hong yu cui BVRC
DW6 Ames 26809 BVRC TG9 hong Iv zao cui BVRC
DwW7 Ames 26810 BVRC TG90 yu hong BVRC
Dw8 Ames 13271 BVRC TGI91 dong fang cui mi BVRC
DW9 Ames 29539 BVRC TG92 dong fang mi 1hao BVRC
TG1 xin hong xin cui BVRC TG93 feng mi 29 BVRC
TG10 dong tian gua 5hao BVRC TG94 xi zhou mi 25hao BVRC
TG100 jing yu 280 BVRC TG96 cui xue 5hao BVRC
TG102 jiao ao BVRC TG97 xiang shan xue mi BVRC
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Table S2. Summary of the 149 collection of melon accessions.

Individual Botanical

code variety Name Varietas Categories Origin
MS-105 ssp. agrestis Yunnanbai makuwa Landrace China
MS-143 ssp. agrestis Jiangxiligua chinensis Landrace China
MS-159 ssp. agrestis Daoxiangcun makuwa Landrace China
MS-170 ssp. agrestis Hongchengcui makuwa Landrace China
MS-18 ssp. agrestis Jindaozi makuwa Landrace China
MS-208 ssp. agrestis Shushugua chinensis Landrace China
MS-226 ssp. agrestis Qingyangtou makuwa Landrace China
MS-280 ssp. agrestis Tiandiaoya makuwa Landrace China
MS-301 ssp. agrestis Niujiaomi chinensis Cultivar China
MS-307 ssp. agrestis Fengxuan-1 makuwa Landrace China
MS-665 ssp. agrestis Tianliwang makuwa Cultivar Japan
MS-669 ssp. agrestis Mitangcheng makuwa Cultivar Japan
MS-78 ssp. agrestis Jingtian208 makuwa Cultivar China
MS-962 ssp. agrestis Baisugua conomon Landrace China
MS-109 ssp. agrestis Huangxianggua makuwa Landrace China
MS-190 ssp. agrestis Shandonghuanggua makuwa Landrace China
MS-192 ssp. agrestis Damiangua makuwa Landrace China
MS-198 ssp. agrestis Shilenghuangjingua makuwa Landrace China
MS-213 ssp. agrestis Shengkaihua makuwa Landrace China
MS-274 ssp. agrestis Huangpicao chinensis Landrace China
MS-40 ssp. agrestis Hongzihuangmigua makuwa Landrace China
MS-526 ssp. agrestis Baimeiren makuwa Cultivar China
MS-945 ssp. agrestis Zhuchengtiancuigua conomon Landrace China
MS-115 ssp. agrestis Qinghamasu makuwa Landrace China
MS-133 ssp. agrestis Yadanging makuwa Landrace China
MS-139 ssp. agrestis Sanyehuasugua conomon Landrace China
MS-15 ssp. agrestis Huaxianzi chinensis Landrace China
MS-16 ssp. agrestis Qingpicui makuwa Landrace China
MS-196 ssp. agrestis Wenxibaigua makuwa Landrace China
MS-211 ssp. agrestis Shidaojin-1 makuwa Landrace China
MS-217 ssp. agrestis Huxiantiangua chinensis Landrace China
MS-240 ssp. agrestis Xitian No.1 makuwa Cultivar China
MS-294 ssp. agrestis Tianshuai chinensis Cultivar China
MS-299 ssp. agrestis ShanxiA makuwa Landrace China
MS-422 ssp. agrestis Huanghou makuwa Landrace China
MS-534 ssp. agrestis ZQK1 chinensis Landrace China
MS-54 ssp. agrestis Huangjinzhui makuwa Landrace China
MS-63 ssp. agrestis Tedalvyurang conomon Landrace China
MS-637 ssp. agrestis Jinbao chinensis Cultivar Japan
MS-639 ssp. agrestis Kurumeke No.6 makuwa Cultivar Japan

MS-71 ssp. agrestis Heimiangua makuwa Landrace China
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MS-373 ssp. melo Hongroukekougqi ameri Landrace China

MS-386 ssp. melo Kuiketuola ameri Landrace China
MS-417 ssp. melo Kalakesai inodorus Landrace China
MS-418 ssp. melo Lihua ameri Landrace China
MS-454 ssp. melo Bawuxieke inodorus Landrace China
MS-477 ssp. melo Mo95 cassaba Landrace China
MS-505 ssp. melo Fenghuangxuan-2 inodorus Landrace China
MS-529 ssp. melo Zaoxiangmi chandalak Landrace China
MS-570 ssp. melo P1136215 cant:il:pen Canada
MS-581 ssp. melo P1 136195 cant:il:pen Cultivar Canada
MS-604 ssp. melo Gritian clueen cant:il:pen Cultivar United States
MS-630 ssp. melo Riwen cant:il:pen Cultivar Japan
MS-651 ssp. melo Wuming Cultivar Japan
MS-678 ssp. melo Mestnaja canta-lupen Former-Soviet
sis Union
MS-731 ssp. melo Hasanbey ameri Landrace Turkey
MS-762 ssp. melo Sakor-polak 554 ameri Cultivar Uzbekistan
MS-769 ssp. melo Homak Rines ameri Cultivar Hungary
MS-787 ssp. melo Pl 140682 ameri Landrace Iran
MS-790 ssp. melo Pl 140637 ameri Landrace Iran
MS-806 ssp. melo Kharbuza inodorus Landrace India
MS-811 ssp. melo P1401731 chandalak Cultivar India
MS-831 ssp. melo Pl 165515 ameri Landrace India
MS-833 ssp. melo Pl 164749 indicus Landrace India
MS-836 ssp. melo Pl 166190 Landrace India
MS-855 ssp. melo Pl 165508 Landrace India
MS-857 ssp. melo Pl 164395 ameri Landrace India
MS-864 ssp. melo Ripeiliyaer cant:::pen Cultivar
MS-992 ssp. melo Pil de sapo inodorus Cultivar Spain
MS-1003 ssp. melo Khiar-i-Chamber flexuosus Landrace Afghanistan
MS-1005 ssp. melo Im-2 reticulatus Cultivar Italy
MS-1017 ssp. melo Pl 446929 cant:::pen Landrace Israel
MS-1022 ssp. melo ) Imfll ibericus Cultivar Italy
Pinorenetpieldesapo
MS-1100 ssp. melo Dolmalik 2 chate Turkey
MS-901 C. africanus L. P1179894 South Africa
MS-995 C.metulifeus L. R13

MS-926 ssp. agrestis USM 386 agrestis Wwild India
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Table S3. Pairwise differentiation Fst among four subpopulations.

Fst poplA  poplB poplC pop2
poplA 0.23 0.23 0.52
poplB 0.23 0.30 0.47
poplC 0.23 0.30 0.52

pop2 0.52 0.47 0.52
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Table S4. Primers sequence of core set of 23 SSR markers for melon varieties identification

SSRID Primer_F Primer_R

MeSSr137 TCTCTTGTTGATCGAAACCCTAGAA TCGTGAACCAGAATGCTCAATAAAC
MeSSr004 GCTAACAAACACCCAAACACTCTTT TTAATGTCCTGGGAAAGAGCTTTTT
MeZgSSR9 TGTCTTGGGTTTATTCTCTTCTTCAC ACATTTGGGTTGTTTAGGTTCTATCT
MeSSR016 AACCTTGAGAGAGAAATGGAATGGT TCTATCCCCTCTACCATTTCTGTCT
MeZqSSr2 AGCAGATAGACCCTGTTTGACATTA ATTTCTTTCCCTCATCCTACATTCC
MeSSr020 GGTGAGTTGAGCTAATCCATTGTTT ATCCAATTGCACGTCATTGACTATC
MeSSr025 AGAGAAGAAAAATGTCGGGATCTGA GAATTTATGTTGAACCCATGAGGCA
MeSSr030 AGACAATGAAGAAGAAGAAGAAGAAGA  CAATTTTAGTGTCATTGAATCTCCAACTC
MeSSr122 AATCTCCGTGGCCATACTAAATACA TTTTTCGATTCGTTTCCTTCTCCTC
MeSSr119 GATTGAAGGAGCTGGAATTATGCTC TCCACTCGATACTTCTGATTCCTTC
MeSSr047 GGTTCTTTGTTTCGAAGATAGTGCA GTCTGTCAAATCTCTTCCGTTTTCT
MeSSr058 TCAATGTGAGATCAACACCATCATC GCAAAGACAGTGCCTTTTCATATGA
MezZQSSr1 CTCTCTCAATATGTTCGCAATTGGT AAATGGTTGGATTTGTAGAGTGCAG
Me-CMBR002  TGCAAATATTGTGAAGGCGA AATCCCCACTTGTTGGTTTG
Me-MU9175 TCCCTCTCAGATTCTGATGAG CGACTGTGTCTTGTGGAGGA
Me-CM26 GAGAAACCAGCAGTAGAAGAACAAG TCAACAGATTTCCCTCATTTCTCCT
Me-CMBR052 CAATCAAACATGAACCCACATCAGA ATTTCAGCATTGTTTTGCCTTCTCT
MeSSr074 CTCCGTTTTGGTTTTCGGTTTAAAG CCAAGGCCTAAACCATGTTTCATAT
MeSSr136 CTTTTGCCGTTTGGATCACATAGAA AAACACAATCCTACACTACACACCT
MeZqSSr10 GACCGATTAATTGCGGGAGTATTTT ACCTGCATTGACAACAAAAATGAAG
MeSSr099 CGCTTGATGATTAAACTATGTTCAACA TATTGATCGCCATGAAAATGAAGCA
MeZqSSr1l TTCTCTCTCTCTCTCTCGTTTCTCT AGTAGAGACGGAGAATTTCTGATCG

MeSSr069

CTGTCTGCTATTCTCCACTTGG

TGTATGCCACGTAGCGAAAC




Table S5. Primer sequence of core set of 40 SNP for melon variety identification

SNP_ID primer_X primer_Y primer_C

TGSNP-1835 ATCTGATTCCTTTTTCTTGAAACCCC ATATCTGATTCCTTTTTCTTGAAACCCA CCAAAACACACACACTATTAGCATAAAATATC
TGSNP-0002 GATCTGGAAATGCTGGAATCACG GATCTGGAAATGCTGGAATCACC TTTGGTTATCATATGTTTTTATATTTTTCCAGAATGA
TGSNP-2598 AATAACTAAATCTTTAGGTCGCATCGAT TAACTAAATCTTTAGGTCGCATCGAC GATGGTGGTCTTGATATTTAACCGCTG
TGSNP-0004 TTAGTTTTCGTAAAATAATTTCCAATAATTTCTTAA TTAGTTTTCGTAAAATAATTTCCAATAATTTCTTAT CCCAACCTTAAAAAGGTTGAAAATGGAC
TGSNP-0005 CAATCCTTATAGACTTAATTGCCGG CCAATCCTTATAGACTTAATTGCCGA TTACCCTTTAATTCAAAAGAGCTCAAAAATATTG
TGSNP-0011 GTTCAATTGGCAAATAAAATAAATAAGGATG TTAGTTCAATTGGCAAATAAAATAAATAAGGATA TGTACACACCTAGTCAAATTTTACTATATTTATG
TGSNP-0012 ACGTCAATGACCTAAGCATGTCC CACGTCAATGACCTAAGCATGTCT CATACAAATAACATATGTTCTCCTTGTCCC
TGSNP-0013 ATCTAAACCACCAATATCTGAATGGG AAATCTAAACCACCAATATCTGAATGGT ATTTGTTATAAACCCTACCGCATATAAAATATTG
TGSNP-0014 CATCTCTGAATTTGACATATGGGACAA ATCTCTGAATTTGACATATGGGACAG CACAACATCTACTGAGGTCATATCATAAC
TGSNP-0018 GCATTGTTGTGCATTCCTTGGATCT GCATTGTTGTGCATTCCTTGGATCA GAAGCTCAACAACCTTTCCCCTAAC

TGSNP-0020 GTTTGTTTTGCTTGAGATCAACGCC AGTTTGTTTTGCTTGAGATCAACGCT TGTATTTGGACCATCTTATAAGAGAATTCAC
TGSNP-0022 CGACAAGAAACCAAGATTTCCGCTA GACAAGAAACCAAGATTTCCGCTG AACGAAATCAAGGATGGATTCTCAATTTAAG
TGSNP-0188 TCGATTGAGTTAAAGAATTGGGATTGATA GATTGAGTTAAAGAATTGGGATTGATG CAATATTGGATCAAAAGTAAACTATCTAAAGAAC
TGSNP-0190 GTTCAGGAGGCTAACCTCGAAAT TTCAGGAGGCTAACCTCGAAAC CGTCCCCCGCTGCTCCATTC

TGSNP-0192 AACAATTGCAGCAGGCCAACTAG GAACAATTGCAGCAGGCCAACTAA CGTGACTGTGAATTTGAATTTCCAGTTTAG
TGSNP-0210 TGTTTTATCACGTGAACATGAAACGG TTGTTTTATCACGTGAACATGAAACGA TTAAAGACATCCAGGATTATGAAAATACAATAAAAAT
TGSNP-0314 TATCCACCCGGTCTTACCCTG TTATCCACCCGGTCTTACCCTA CATTATCGTTGGTTCAATATGCCTCCC
TGSNP-0351 AGCTAAACAAATCTCCATTAATCGCC CAGCTAAACAAATCTCCATTAATCGCT CCTGTTGGACTGTCATAGGTTTGTAAG
TGSNP-0353 TTTAAGAGAGAAATTCCCAAAATCAAACG ATTTAAGAGAGAAATTCCCAAAATCAAACA CAGCAGCAGAAGAAGAAGAAGAAGAAG
TGSNP-1832 AAGGCAACCATCTTCCCAATCG CAAGGCAACCATCTTCCCAATCA CTTTACAATGATCACACCAGAAGAATAAAATG
TGSNP-1837 CCAAATTTTGGCTCGCCGGACA CCAAATTTTGGCTCGCCGGACT ATTGAGATGCGGAAAGAAAAATTCCCAG
TGSNP-1848 TCTCCTTACGTCAGTTTTTCTTTCTG CTCTCCTTACGTCAGTTTTTCTTTCTT GCCAACTGTTACAGCTTAGAGTCTAG

TGSNP-1851 CTTTCTTTCGTTCAGCGTCTTCG CTTTCTTTCGTTCAGCGTCTTCC GCTAGACGATCGGAGATGGTGG

TGSNP-2574

TCAAAGTCTGGAAGGGAAGTCGT

CAAAGTCTGGAAGGGAAGTCGC

AATACCTTTCTAAATGGTGACATGGAAAAAG



TGSNP-2575
TGSNP-2579
TGSNP-2581
TGSNP-2585
TGSNP-2588
TGSNP-2590
TGSNP-2591
TGSNP-2595
TGSNP-2606
TGSNP-2608
TGSNP-2609
TGSNP-2611
TGSNP-2612
TGSNP-2616
TGSNP-2618
TGSNP-2619

CTTATACCTGCGACAACAATAAACTTG
GCACAAGGTAAACAAGCGTAGGATT
CAACCTCAACCTAATCCACTAAGTTT
GATTTCATGTGGGTAGGATGTGAG
CAGTATCCTATCTAGTGCAAACTACTT
GTTAAATATGCTGAGTTCGGGAAGG
GGTTCCTGTCTTATATATGCCGTTG
GATGATCTTGTGAATGATTTGAATTTGTC
TTCACCAAGAATCCCTAATCATTCTG
AATGCTATTTTAGCAACCCATAGAACA
CTTGATCCATGAATAATCTTCTTGAGC
GCGCCTATCTTCATCATGCCGA
CTGGTAAAATGCAAGATAGCCACAG
GATTTTCTCTCAACTCATCAGCCG
CCTGGCCTTTCTTATATCTGATGAG
GTTAGAACAAAACACAACACATAAAAGATC

CTTATACCTGCGACAACAATAAACTTT
CACAAGGTAAACAAGCGTAGGATC
AACCTCAACCTAATCCACTAAGTTC
GGATTTCATGTGGGTAGGATGTGAA
AGTATCCTATCTAGTGCAAACTACTC
AGTTAAATATGCTGAGTTCGGGAAGT
TGGTTCCTGTCTTATATATGCCGTTA
TTGATGATCTTGTGAATGATTTGAATTTGTT
TTCACCAAGAATCCCTAATCATTCTC
AATGCTATTTTAGCAACCCATAGAACT
CTTGATCCATGAATAATCTTCTTGAGG
CGCCTATCTTCATCATGCCGG
TCTGGTAAAATGCAAGATAGCCACAA
TTGATTTTCTCTCAACTCATCAGCCA
TCCTGGCCTTTCTTATATCTGATGAA
AGTTAGAACAAAACACAACACATAAAAGATA

TACCACCATGAATGTATAAAAATTGTATATCAAG
AATGAAATAAGCATAAAAAGGTGTGTAAATGAAC
TTAATAAAATCTCAACACCTAACATTTCACTAAC
CGTTTCACATATAAGTTCAGCCATTAACAC
CATGAACCATTCCATTGGCTCAAATTTC
CTCTCTCTCAAGGAAGAGTGCAGAAA
CATGCAAGATTAGTAGTCAATACAATGTTAAG
ACTGTTGGTATGTATCTACTAATATGTTATATTG
CAGTAATTCATCTAAATGCGAAGTAATGAAAC
AGTTGTTCAACAAGTTGATAACATAGAGAAG
GAAGGCAAGTGAGAGAAACACAATTAAAC
GCGTCACACATGAGTTCAAATGGTTG
TTGAGGATAAAAACTGATGTATATAATTTTAGGC
GAGCCTTAAGGAAATGATGCTAGAAATGA
ATACTACACTGATAATTGTTTGATCTCTTTTTAC
GCAATTGCAATTGGAATAAAGGTGAGTAAG




a 140 -

—
xX =
e e <

Number of varieties

153
< <
4 L

o

Number of varieties

10 A

- -3
< <
L L

70
60 -
50 A
40 A
30 A
20 A

0.05

0.1

PIC Value b 160 -
mSNP =SSR » 140 A

03 04 05 06 07 08

Heterozygosity of markers

o

mSNP =SSR

Number of varieties

0 015 020 025 030 035 040

140 1
120
100 -
80 -
60
40 -

20 1

Missing rate
mSNP mSSR

0.05 0.10 0.15 020 0.25 030 0.35 0.40 045

Heterozygosity of varieties

mSNP mSSR

0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8

Figure S1. Statistics of SSR and SNP genetic variation in 259 melon varieties. (a)
Polymorphism information content (PIC) value. (b) Missing rate of genotypes. (c)
Heterozygosity of markers. (d) Heterozygosity of varieties.
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Figure S2. The plot of AK parameter from K =1 to K =10.
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Figure S3. The saturation curve of 129 SSRs and 159 SNPs in 259 melon varieties

distinguishment. A core set of 23 SSRs and 40 SNPs were selected for identifying

melon varieties.
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Figure S4. PCR result of 23 core SSRs showed by the capillary electrophoresis.



Figure S5. Genotyping data cluster of 40 core SNP in KASP platform.
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Figure S6. Number of varieties in different subgroups genotyping by MeSNP011(a), MeSNP047(b) and combination with these two markers (c).



