Fig. S1 Alpha (A) and Beta (B, C) diversity of total bacteria in HBM, infant and maternal feces. PERMANOVA was used to calculate differences among samples based on Bray-Curtis distance. Heatmap of total bacterial composition in HBM, infant and maternal feces (D). Genera of relative abundances > 0.01% and calculated with Log10 are presented. The darker color corresponds to higher relative abundance. Significant difference of genera between different samples (E). *, P<0.05, three stages of infant feces compared to corresponding HBM. #, P<0.05, ##, P<0.01, three stages of HBM and infant feces compared to maternal feces. HBM, IF, MF stand for group HBM, infant and maternal feces. BC, BT, BM, IC, IT, and IM stand for colostrum, transitional milk, mature milk and infant feces corresponding to HBM stages.  
[image: ]
Fig. S2 Alpha (A, C, E) and Beta (B, D, F) diversity of total, sIgA-coated and sIgA-uncoated Bifidobacterium in HBM, infant and maternal feces. PERMANOVA was used to calculate differences among samples based on Bary-Curtis distance. *, P<0.05, three stages of infant feces compared to corresponding HBM. #, P<0.05, ##, P<0.01, three stages of HBM and infant feces compared to maternal feces. HBM, IF, MF stand for group HBM, infant and maternal feces. BC, BT, BM, IC, IT, and IM stand for colostrum, transitional milk, mature milk and infant feces corresponding to HBM stages. IFI, MFI stand for sIgA-coated bacteria in group HBM, infant and maternal feces. BCI, BTI, BMI, ICI, ITI, and IMI stand for sIgA-coated bacteria in colostrum, transitional milk, mature milk and infant feces corresponding to HBM stages. BCNI, BTNI, BMNI, ICNI, ITNI, and IMNI stand for sIgA-uncoated bacteria in colostrum, transitional milk, mature milk and infant feces corresponding to HBM stages.
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Fig. S3 Alpha (A) and Beta (B) diversity of Lactobacillus in infant and maternal feces. PERMANOVA was used to calculate difference among samples based on Bary-Curtis distance. Relative abundance of Lactobacillus was calculated with Log10 (C). Darker color corresponds to the genus of higher relative abundance. Significant differences within Lactobacillus species across different samples (D). #, P<0.05, three stages of infant feces compared to maternal feces. IC, IT, and IM stand for infant feces corresponding to colostrum, transitional milk, mature milk. MF stands for maternal feces.
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