Supplementary Information
[bookmark: _GoBack]Supplementary Fig. S1, related to Fig. 1 and Fig. 2. a: A brief summary of the proteomic datasets processing and analysis. b: Overview of the proteomic profiles of gastric cancer samples with 5 different AOPs. The highest- and lowest- abundance proteins were shown in the box. c: Overview of the overlapped proteins and the coverage of overlapped proteins in gastric cancer samples with 5 different AOPs.
Supplementary Fig. S2, related to Fig. 3. a: Principal component analysis (PCA) of proteomic data in 20 gastric cancer samples. b: Consensus clustering analysis of proteomic data in 20 gastric cancer samples (left) and the distribution of the samples with different AOPs in 3 clusters (right). c: (Spearman’s) correlation analysis of 20 gastric cancer samples.
Additional file 2: Supplementary Table S1. The protein expression and biological pathways of trace samples with different amounts of peptides (AOPs) in gastrointestinal cancer.

