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[bookmark: _Ref52890595]Table 2. Peptide sequences
	Clone name
	Aminoacidic Sequence
	Length (aa)
	Molecular weight (Da)
	pI

	NSIP3
	HATVPMVEFINDVESPSKWF
[image: User-defined peptide image]
	20
	2333.64
	4.65

	NS1P4
	AVIDMENYMSNYKEHWYSQK
[image: User-defined peptide image]
	20
	2536.82
	5.45

	NS1P6
	WSPMMNSEQMRGSNHGSAHI
[image: User-defined peptide image]
	20
	2257.50
	6.92

	NSIP8
	HPDLAVLKDHKTTKHSAHFP
[image: User-defined peptide image]
	20
	2279.59
	8.53

	NSIP9
	WPNHHKHVTPTHSLNWQN
[image: User-defined peptide image]
	18
	2233.44
	8.78

	NS1P14
	SWKHWTSPPDDKSKMHHTVS
[image: User-defined peptide image]
	20
	2391.65
	8.29


Notes: pI: isoelectric point. PepDraw and Protparam estimated the primary structure and theoretical properties. 


image3.png
. Lo 4 .
N Vo & 7 i r

A AR

A D R D

i




image4.png
Fo [ TR S
ANV IV AU IV (VR IVOING INTY
4 ) [ - g o




image5.png
" &
VG IS UG INTIVS IOE AU e
& Rl T = SRS 4 oo




image6.png
SAd IO $..3 )
DAL )f\’\ I5sacans e 2 v’\/; A Ir)* Ao
s e




image1.png
it e 9
¥ ufﬂ’o’\/\r)*:/Y;?)\&W‘)(K*(j‘(/‘rj\/gggf




image2.png




