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Figure S1. Worldwide distribution of Nigella species
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[bookmark: _Ref44518779]Figure S2. Alignment of the 178 bp, AT-rich (68% for Ns-Sat1) centromeric repeat monomers in N. sativa (Ns-Sat1 and Ns-Sat2) and N. damascena (Nd-Sat1).
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Figure S3. Flower and seed morphology and rDNA loci distribution of the studied species
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