
CC CT+TT
0

2

4

6

hI01_NK-CD16

P
e

rc
e

n
ta

g
e

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.813

CC CT+TT
0

2

4

6

8

hI02_NK-GZMK

P
er

ce
n

ta
g

e
 (

%
) 

in
 C

D
45

+
 c

el
ls

P=0.391

CC CT+TT
0

1

2

3

4

hI04_ILC3-SLC4A10

P
er

ce
nt

a
g

e 
(%

) 
in

 C
D

45
+
 c

el
ls

P=0.741

CC CT+TT
0

1

2

3

4

hM05_Mono-CD14

P
er

ce
n

ta
g

e
 (

%
) 

in
 C

D
45

+
 c

el
ls

P=0.777

CC CT+TT
0

20

40

60

hM12_TAM-C1QC

P
e

rc
e

nt
a

g
e 

(%
) 

in
 C

D
45

+
 c

el
ls

P=0.410

CC CT+TT
0

5

10

15

20

25

hM13_TAM-SPP1

P
e

rc
e

nt
a

g
e 

(%
) 

in
 C

D
45

+
 c

el
ls

P=0.249

CC CT+TT
0

10

20

30

40

50

hM08_Macro-NLRP3

P
e

rc
en

ta
ge

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.543

CC CT+TT
0.0

0.2

0.4

0.6

0.8

1.0

hT13_CD8-GPR183

P
e

rc
en

ta
ge

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.730

CC CT+TT
0

1

2

3

4

5

hT14_CD8-CX3CR1

P
e

rc
en

ta
ge

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.752

CC CT+TT
0.0

0.5

1.0

1.5

hT12_CD8-LEF1

P
e

rc
e

n
ta

g
e

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.909

CC CT+TT
0.0

0.2

0.4

0.6

0.8

1.0

hT01_CD4-CCR7

P
e

rc
en

ta
ge

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.471

P
e

rc
e

n
ta

g
e

 (
%

) 
in

 C
D

45
+
 c

el
ls

CC CT+TT
0

5

10

15

20

25

hT04_CD4-TCF7

P
er

ce
nt

a
g

e
 (

%
) 

in
 C

D
45

+
 c

el
ls

P=0.369

CC CT+TT
0

10

20

30

hT07_CD4-GZMK

P
e

rc
e

n
ta

g
e

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.911

CC CT+TT
0

5

10

15

hT08_CD4-IL23R

P
e

rc
e

n
ta

g
e

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.792

CC CT+TT
0

5

10

15

20

hT09_CD4-CXCL13

P
e

rc
e

n
ta

g
e

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.016

CC CT+TT
0

10

20

30

40

hM01_Mast-TPSAB1

P
er

ce
n

ta
g

e
 (

%
) 

in
 C

D
45

+
 c

el
ls

P=0.645

CC CT+TT
0

2

4

6

8

10

hM02_pDC-LILRA4

P
e

rc
e

n
ta

g
e

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.529

CC CT+TT
0

5

10

15

20

hM03_cDC2-CD1C

P
e

rc
e

n
ta

g
e

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.887

CC CT+TT
0

2

4

6

8

hM04_cDC1-BATF3

P
e

rc
e

n
ta

g
e

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.361

CC CT+TT
0

1

2

3

hT02_CD4-ANXA1

P
e

rc
en

ta
ge

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.342

CC CT+TT
0

10

20

30

hT05_CD4-CXCR6

P
e

rc
e

n
ta

g
e

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.110

CC CT+TT
0

10

20

30

hT15_CD8-GZMK

P
e

rc
en

ta
ge

 (
%

) 
in

 C
D

45
+
 c

el
ls

P=0.888

E

CC CT+TT
0

20

40

60

80

100

hB02_GALTB-IgA

P
e

rc
e

nt
ag

e
 (

%
) 

in
 B

 c
e

lls

P=0.810

CC CT+TT
0

5

10

15

20

hB03_FollicularB-IgD

P
e

rc
en

ta
ge

 (
%

) 
in

 B
 c

e
lls

P=0.937

CC CT+TT
0

20

40

60

80

hB04_FollicularB-MS4A1

P
e

rc
e

nt
ag

e
 (

%
) 

in
 B

 c
e

lls P=0.006

CC CT+TT
0

2

4

6

8

10

hB05_GCB-LRMP

P
e

rc
en

ta
ge

 (
%

) 
in

 B
 c

e
lls

F

G

CD8 G400R 
A

C

CD8 CC       CD8 CT      CD8 TT S100 CC     S100 CT      S100 TT 

CD8 WTB220 CD4 CD8 NKp46 F4/80 B

D

CD8 CD4 CD56CD138CD20 IgG1 CD68 S100

%
ph

ag
oc

yt
o

si
s

%
ph

ag
oc

yt
o

si
s



7 

Extended Data Fig. 7. Analyses of the immune profiles in the TME of CRC patients and 73 

assessments of ADCP efficiency mediated by phagocytes 74 

(A) Representative IHC staining images of the colon tumor specimens from CAC-induced mice, 75 

including B220 (B cells), CD4 (CD4+ T cells), CD8 (CD8+ T cells), NKp46 (NK cells) and F4/80 76 

(macrophages). Scale bar, 100 μm. (B) Representative microphotographs of CD8 stained tumor 77 

specimens from CAC-induced WT and mIgG2c-G400R mice. Scale bar, 100 μm. (C) Representative 78 

images of colon specimens from CRC patients immunohistochemically stained with CD8 (CD8+ T 79 

cells), CD4 (CD4+ T cells), CD56 (NK cells), CD68 (macrophages) and S100 (DCs). Scale bar, 200 80 

μm. (D) Representative microphotographs of CD8 and S100 stained colon tumor specimens from 81 

WT, hIgG1-G396R heterozygous and homozygous CRC patients. Scale bar, 200 μm. (E) Proportions 82 

of B cell subtypes in total B cells, NK cell subtypes, myeloid cell subtypes and T cell subtypes in 83 

total CD45+ cells revealed by sc-RNA seq. (F) Fractions of F4/80 and mCherry double positive 84 

effector cells after co-culture with anti-M2e IgG2c antibody-coated LLC-m2e cells, determined by 85 

flow cytometry. (G) Comparison of BMDMs and FLT3L-DCs mediated ADCP activities using 86 

purified IgG, prepared from the anti-OVA serum of OVA-immunized mIgG2c-tailless, WT and 87 

mIgG2c-G400R mice, detected by flow cytometry. Statistical significance was determined using an 88 

unpaired two-tailed t-test (E, G). Mean± SEM. 89 
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