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Table S1. Primers used for qPCR.
	

	Gene
	Description
	　
	Primer Sequence (5’- 3’)

	actb2
	actin, beta 2 
	F-
R-
	AAGCAGGAGTACGATGAGTC
TGGAGTCCTCAGATGCATTG  

	
	
	
	

	ahr2
	aryl hydrocarbon receptor 2
	F-
R-
	GGGAAGGTGGTTCTTGGCTAC
CTCCTGTCTTTATCATTCTGATGTGGTT

	
	
	
	

	cdh2
	cadherin 2, type 1, N-cadherin
	F-
R-
	ACCAGGACTATGATTTGAGCCAGCTGC
TGAACTCTCCTATGTCTCCGGGATGTG

	
	
	
	

	cyp26a1
	cytochrome P450, family 26, subfamily A, polypeptide 1
	F-
R-
	AAAGACTCCTGCGTGCTG
TGCGTGCCCTCAAACCC

	
	
	
	

	gata4
	GATA binding protein 4
	F-
R-
	GCTCCTCTGAAGGTCAGTCG
CAGAATCAGGCTGTTCCACA

	
	
	
	

	myh6
	myosin, heavy chain 6
	F-
R-
	GCAGGTAGCGATGAAAGGAG
CCTCGTCCGTCTGATAGGTC

	
	
	
	

	nkx2.5
	 NK2 homeobox 5
	F-
R-
	GCATCAGAGCTTGGTGAACA
ATGCGCACGCATAAACATTA

	
	
	
	

	tbx5
	T-box transcription factor
	F-
R-
	CAGCAGTCAGAGCCCGTTC
GTGTGTGTTCGTGGTAGGAGC

	
	
	
	

	tnnt2a
	 troponin T type 2a
	F-
R-
	GCGACAGAAGCGTTTGGAG
CTGAGAGCAGATTCATTGGCA

	
	
	
	

	bmp2a
	bone morphogenetic protein 2a
	F-
R-
	GCTGTGGTTCCTCAATACATGCTGG
TGGAGCTGGACGGATCTTCTGTAG

	
	
	
	

	bmp4
	bone morphogenetic protein 4
	F-
R-
	CGAAACGCAGCCCTAA
CGGTGCCACAATCCAGT

	
	
	
	

	fgf8
	fibroblast growth factor 8
	F-
R-
	GCCGTAGACTAATCCGGACC
TTGTTGGCCAGAACTTGCAC

	
	
	
	

	gh1
	growth hormone 1
	F-
R-
	TCGTTCTGCAACTCTGACTCC
CCGATGGTCAGGCTGTTTGA

	
	
	
	

	gli2
	GLI family zinc finger 2a
	F-
R-
	AAAAACAGGGCGGGACTACT
ATGCTGGGTTGGAGGTACAG

	
	
	
	

	igf1
	insulin-like growth factor 1
	F-
R-
	GTCTAGCGGTCATTTCTTCCA
CAGGCGCACAATACATCTCG

	
	
	
	

	shh
	sonic hedgehog signaling molecule a
	F-
R-
	GGCTGTTTCCCAGGTTC
GGTTCTTGCGTTTCTATGAC

	
	
	
	

	sox9
	SRY-box transcription factor 9a
	F-
R-
	ACCCGCACCTCCACAA
CGTTCTTCACCGACTTCCT
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	PAHs
	Calibration range
	R2
	S/N
	LOD
	LOQ
	RSD
	Recovery 

	
	(ng/mL)
	
	(signal/noise)
	(ng/g)
	(ng/g)
	(%)
	(%)

	BaP
	0.2–20
	0.9997
	56.71
	0.5878 
	1.9593 
	1.79
	101.38

	Pyr
	0.2–20
	0.9996
	154.04
	0.2164 
	0.7213 
	1.67
	103.19

	Phe
	0.2–20
	0.9999
	166.47
	0.2002 
	0.6675 
	0.26
	107.82





Table S3. The survival rate, malformation rate and body length of zebrafish embryos exposed to BaP, Pyr and Phe for 72 h.
	Groups
	Survival rate (%)
	Pericardial
 edema rate (%）
	Yolk sac
 edema rate (%)
	Spine curvature 
rate (%)
	Body length
 (mm)

	Blank
	94.0 ± 1.2a
	3.7 ± 0.8a
	0.3 ± 0.3a
	2.7 ± 0.8a
	3.44 ± 0.01a

	Solvent
	92.7 ±1.4a
	1.0 ± 0.7a
	0.0 ± 0.0a
	1.3 ± 0.7a
	3.43 ± 0.02a

	BaP
	92.0 ± 1.3a
	2.7 ± 1.2a
	0.3 ± 0.3a
	2.7 ± 0.7a
	3.43 ± 0.01a

	Pyr
	92.0 ± 2.4a
	2.3 ± 1.0a
	0.0 ± 0.0a
	1.3 ± 0.4a
	3.46 ± 0.01a

	Phe
	92.0 ± 0.9a
	4.0 ± 0.9a
	0.0 ± 0.0a
	1.7 ± 0.6a
	3.44 ± 0.01a


Data were analyzed using one-way ANOVA followed by Duncan's test. For survival and malformation rates, 50 larvae were counted per replicate. For body length, 6 larvae were randomly selected from each replicate and the mean value of each replicate was calculated. The data represent the mean ± SE (n = 5). Significant differences (p < 0.05) are indicated by different letters.
