The R2R3 MYB transcription factors MaMYBF and MaMYB1 regulate flavonoid biosynthesis in grape hyacinth 
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Table S1: Information of MaMYBF and MaMYB1 gene
	Candidate transcripts
	Protein sequence
length
	Top BLAST
match
	Species
	GenBank number of the homology genes
used in Blast

	MaMYBF
	308 residues
	 FhMYBF
	Freesia hybrid
	MT741691.1

	MaMYB1
	253 residues
	 NtMYB2
	Narcissus tazetta var. chinensis
	AIU39031.1



Table S2: Primer sequences
	Primers for cloning
	Sequence (5' to 3')

	MaMYBF-full length-F
	ATGGGAAGGGCTCCGTGCT

	MaMYBF-full length-R
	TCACAACTCATCATCTGCAAATAGC

	MaMYB1-full length-F
	ATGGGAAGGTCTCCATGCTGCGAGAAAG

	MaMYB1-full length-R
	CCAGTACAGTGACAAGCCTGACTGAATCTA

	pMaMYBF-SP1
	TCGTGACGATCTCCGTCTCGCTGCCG

	pMaMYBF-SP2
	CACCTGTTGCCGAGAGTGGCATGGAG

	pMaMYBF-SP3
	CTGCAGCTCTTCCCACACCCCAACAG

	PMaMYB1-SP1
	GGCCTTGACGATGTTTTCTTGTTTGACCG

	PMaMYB1-SP2
	CCAGTAGTTCTTGATCTCGTTGTCG

	PMaMYB1-SP3
	GCTTGAGATCGGGGCGAAGGTAGT

	Primers for vector construction
	Sequence (5' to 3')

	MaMYBF-2300-F-BamHI
	CGAGCTCGGTACCCGGGGATCCATGGGAAGGGCTCCGTGCTGCGAGAAAGT

	MaMYBF-2300-R-SalI
	CTTGCTCACCATGGTGTCGACCAACTCATCATCTGCAAATAGCCAGCTTGCCC

	MaMYB1-2300-F-BamHI
	CGAGCTCGGTACCCGGGGATCCATGGGAAGGTCTCCATGCT

	MaMYB1-2300-R-SalI
	CTTGCTCACCATGGTGTCGACAGCATCATACCCATCATCCAGTGG

	MaMYBF-pGBKT7-F-SmaI
	CATGGAGGCCGAATTCCCGGGATGGGAAGGGCTCCGT

	MaMYBF-pGBKT7-R-SalI
	ATGCGGCCGCTGCAGGTCGACTCACAACTCATCATCTGC

	MaMYB1-pGBKT7-F-SmaI
	CATGGAGGCCGAATTCCCGGGATGGGAAGGTCTCCATGCT

	MaMYB1-pGBKT7-R-SalI
	ATGCGGCCGCTGCAGGTCGACCTAAGCATCATACCCATCA

	MaMYBF-221NE-F-BamHI
	CCAGGCCTACTAGTGGATCCATGGGAAGGGCTCCGTGCTGC

	MaMYBF-221NE-R-SalI
	GCGGTACCCTCGAGGTCGACTCACAACTCATCATCTGCAAATAGCCAGC

	MaMYBF-221CE-F
	GGACTCTAGAGGATCTCGAGATGGGAAGGGCTCCGTGCTGCGAGAAA

	MaMYBF-221CE-F-Xhol
	GGACTCTAGAGGATCTCGAGATGGGAAGGGCTCCGTGCTGCGAGAAA

	MaMYBF-221CE-R-Kpnl
	TCGTATGGGTACATGGTACCCAACTCATCATCTGCAAATAGCCAGCTTGCCC

	MaMYB1-221NE-F-BamHI
	CCAGGCCTACTAGTGGATCCATGGGAAGGTCTCCATGCTGCGAG

	MaMYB1-221NE-R-SalI
	GCGGTACCCTCGAGGTCGACCTAAGCATCATACCCATCATCCAG

	MaMYB1-221CE-F-Xhol
	GGACTCTAGAGGATCTCGAGATGGGAAGGTCTCCATGCTGCGAGAAA

	MaMYB1-221CE-R-Kpnl
	TCGTATGGGTACATGGTACCAGCATCATACCCATCATCCAGTGG

	MaMybA-221NE-F-BamHI
	CCAGGCCTACTAGTGGATCCATGGAACCCAAGCTCAAGTCATC

	MaMybA-221NE-R-SalI
	GCGGTACCCTCGAGGTCGACTCATAACAAGTTATGGGCATGGAGC

	MaMYBF-62-SK-F-EcoRⅠ
	CCCCCGGGCTGCAGGAATTCATGGGAAGGGCTC

	MaMYBF-62-SK-R-KpnⅠ
	GATTTCAGCGAATTGGTACCTCACAACTCATCATCTGCAAATAGCC

	MaMYB1-62-SK-F-EcoRⅠ
	CCCCCGGGCTGCAGGAATTCATGGGAAGGTCT

	MaMYB1-62-SK-R-KpnⅠ
	GATTTCAGCGAATTGGTACCCTAAGCATCATACCCATCATCC

	MaMybA-62SK-F-EcoRI
	CCCCCGGGCTGCAGGAATTCATGGAACCCAAGCTCAAGTCATC

	MaMybA-62-SK-R-KpnⅠ
	GATTTCAGCGAATTGGTACCTCATAACAAGTTATGGGCATGGAGC

	pMaFLS-0800LUC-F-SalⅠ 
	GGCCCCCCCTCGAGGTCGACGAGAAGTAGCATAGGTGGAT

	pMaFLS-0800LUC-R-BamHⅠ 
	GCTCTAGAACTAGTGGATCCGGTTGGGAGAGAGTGGGAGGGGAGT

	pMaDFR-0800LUC-F-SalI
	GGCCCCCCCTCGAGGTCGACGTGGAGTAGCATAGGAACGAGAG

	pMaDFR-0800LUC-R-BamHI
	GCTCTAGAACTAGTGGATCCCTTGTTTGTGTGATTGTGTTGGGAG

	Primers for qRT-PCR
	Sequence (5' to 3')

	MaMYBF-qPCR-F
	GACATGGACATGGAGGAGGT

	MaMYBF-qPCR-R
	TCATCTGCAAATAGCCAGCTT

	MaMYB1-qPCR-F
	TCTCAACCGGTCAAACAAGA

	MaMYB1-qPCR-R
	AGGGAGGCTGATCGATAGGT

	MaFLS-qPCR-F
	GCAGGAGGAGAAGGAGTCTTA

	MaFLS-qPCR-R
	CCAGACGTTGTGGAACAAGTA

	MaDFR-qPCR-F
	GAGAGAGCTGCATGGGATTT

	MaDFR-qPCR-R
	TGGCATGGTTGAGGTGATG

	MaMybA-qPCR-F
	TCCAGAGGTGTCGAAAGA

	MaMybA-qPCR-R
	TGTGTAGGCGCATGATAAG

	MaMYBx-qPCR-F
	ATGGCAGACGCGAATCAA

	MaMYBx-qPCR-R
	AAGACCACCTCTCTCCAACTA

	MabHLH1-qPCR-F
	GCAATGCTCAGTTTGCAGATAG

	MabHLH1-qPCR-R
	CTCTAGGACACCATCCATGAAG

	MaActin-qPCR-F
	AACATTCAGAAAGAGTCCACCC

	MaActin-qPCR-R
	GCTTACCAGCAAAGATCAACCG

	NtCHS-qPCR-F
	TGACACCCACTTGGATAGTTTAG

	NtCHS-qPCR-R
	CGACCTCTGGAATTGGATCAG

	NtCHI-qPCR-F
	CTTTTCTCGCCGCTAAATG

	NtCHI-qPCR-R
	TTTCTGCCACCTTCTCTG

	NtF3H-qPCR-F
	CAAGGCATGTGTGGATATGG

	NtF3H-qPCR-R
	TGTGTCGTTTCAGTCCAAGG

	NtF3H-qPCR-F
	AGGCTCAACACTTCTCGT

	NtF3H-qPCR-R
	CATCAACTTTGGGCTTCT

	NtF35H-qPCR-F
	CGCACTACCATACTTAGGAGCCAT

	NtF35H-qPCR-R
	CAGCATCAGGAGTAGAAGCAACAG

	NtFLS-qPCR-F
	GGTTAGGAGCCCATGAAATGA

	NtFLS-qPCR-F
	CACAACACCAAGTGCCAAATC

	NtDFR-qPCR-F
	AACCAACAGTCAGGGGAATG

	NtDFR-qPCR-R
	TTGGACATCGACAGTTCCAG

	NtANS-qPCR-F
	TGGCGTTGAAGCTCATACTG

	NtANS-qPCR-R
	GGAATTAGGCACACACTTTGC

	NtUFGT-qPCR-F
	GAGTGCATTGGATGCCTTTT

	NtUFGT-qPCR-R
	CCAGCTCCATTAGGTCCTTG

	NtAN2-qPCR-F
	GAAGAAAGGTGCATGGACTG

	NtAN2-qPCR-R
	TCTGCAGCTCTTTCTGCATC

	NtAN1a-qPCR-F
	ACCATTCTCGAACACCGAAG

	NtAN1a-qPCR-R
	TGCTAGGGCACAATGTGAAG

	NtTubA1-qPCR-F
	CTCCTATGCTCCTGTCATTTC

	NtTubA1-qPCR-R
	GGCGAGGATCACACTTAAC





Table S3	GenBank accession numbers for the known R2R3 MYB regulators listed in Figs 1, 2 and 3.
	Name
	GenBank Accession Number
	Species

	AmMYB308
	P81393
	Antirrhinum majus

	AmMYB330
	P81395
	A. majus

	AtCPC
	BAA21917.1
	Arabidopsis thaliana

	AtETC1
	NP_171645.1
	A. thaliana

	AtETC2
	NP_850145.1
	A. thaliana

	AtETC3
	NP_192015.2
	A. thaliana

	AtMYB11
	NC_003074.8 
	A. thaliana

	AtMYB111
	NC_003076.8 
	A. thaliana

	AtMYB12
	NC_003071.7 
	A. thaliana

	AtMYB3
	AEE30263.1
	A. thaliana

	AtMYB32
	NP_195225.1
	A. thaliana

	AtMYB4
	AAC83582.1
	A. thaliana

	AtMYB60
	AEE28351.1
	A. thaliana

	AtMYB7
	NP_179263.1
	A. thaliana

	AtPAP1
	EFH52994.1 
	A. thaliana

	AtPAP2
	EFH66345.1 
	A. thaliana

	AtPAP3
	NP_001320701.1
	A. thaliana

	AtPAP4
	Q0WNG6
	A. thaliana

	AtTT2
	NP_001331958.1 
	A. thaliana

	AtTRY
	OAO92575.1
	A. thaliana

	CmMYB1
	AEO27497.1
	Chrysanthemum morifolium

	EsMYBF1
	ANZ79233
	Epimedium sagittatum

	FeMYBF1
	LC369592.1
	Fagopyrum esculentum

	FhMYB27
	MT210094.1
	Freesia hybrid

	FhMYBF
	MT741691.1
	F. hybrid

	FtMYB11
	KU498041.1
	Fagopyrum tataricum

	GhMYB1a
	CAD87007.1
	Gerbera hybrida

	GmMYB73
	DQ822927.1
	Glycine max

	GtMYBP3
	BAM71801.1
	Gentiana triflora

	GtMYBP4
	BAF96934.1
	G. triflora

	LhMYB12
	BAO04194.1
	Lilium hybrid 

	LhMYB6
	AZP55091.1 
	L. hybrid 

	MaAN2
	ASF20090.1
	Muscari armeniacum 

	MaMYB1
	OM171267
	Muscari aucheri ‘Dark Eyes’

	MaMybA
	AVD68967.1 
	M. armeniacum

	MaMYBF
	OM171266
	M. aucheri ‘Dark Eyes’

	MaMYBx
	MK674266
	M. aucheri ‘Dark Eyes

	MdMYB10
	ACQ45201.1 
	Malus domestica

	MdMYB16
	ADL36756.1
	M. domestica

	MdMYB6
	AAZ20429.1
	M. domestica

	MtMYB134
	QUD39823.1
	Medicago truncatula

	NtMYB2
	AIU39031.1
	Narcissus tazetta var. chinensis

	OsC1
	QDZ36305.1 
	Azadirachta indica

	OsMYB1
	BAA23337.1
	Oryza sativa

	PhMYB4
	ADX33331.1
	Petunia hybrida

	PhMYBx
	AHX24371.1
	P. hybrida

	SlMYB12
	CBG76063.1 
	Solanum lycopersicum

	SlMYBATV1
	NP_001352307.1
	S. lycopersicum

	SlMYBATV2
	AUG72361.1
	S. lycopersicum

	SlMYBATV3
	AUG72362.1
	S. lycopersicum

	VviMYBF1
	GSE95532
	Vitis vinifera

	VvMYB4a
	ABL61515.1
	V. vinifera

	VvMYB4-like
	XP_002273328.1
	V. vinifera

	VvMYBA1
	BAD18977.1
	V. vinifera

	VvMYBA2
	BAD18978.1
	V. vinifera

	VvMYBC2-L1
	JX050227
	V. vinifera

	VvMYBF1
	NP_001267930.1
	V. vinifera

	VvMYBPA1
	NP_001268160.1
	V. vinifera

	VvMYBPA2
	NP_001267953.1
	V. vinifera

	ZmC1
	1613412E
	Zea mays

	ZmMYB31
	CAJ42202.1
	Z. mays

	ZmMYB42
	CAJ42204.1
	Z. mays

	ZmP
	BCM72457.1
	Z. mays



