Supplementary table 1.- Statistical differences between the cell lines/treatments.
	ANOVA

	Average maximum branch length before and after differentiation

	
	SS
	DoF
	MS
	F
	P
	

	Between
	12422.8949
	5
	2484.579
	8.3664
	1.71e-07
	

	Within
	105128.3250
	354
	296.9727
	
	
	

	Total
	117551.2199
	359
	
	
	
	

	
	
	
	
	
	
	

	
	Tukey-Kramer HSD Post-Hoc Test
	
	

	Groups
	Means
	Difference
	Lower
	Upper
	P-value
	Significance

	BE0 vs BE12
	[41.757, 30.601]
	-11.156
	-20.1714
	-2.1406
	0.00588
	**

	BE0 vs BESTAU
	[41.757, 33.395]
	-8.362
	-17.3774
	0.6534
	0.08657
	.

	BE0 vs SH0
	[41.757, 43.127]
	1.37
	-7.6454
	10.3854
	0.99801
	 

	BE0 vs SH12
	[41.757, 28.684]
	-13.073
	-22.0884
	-4.0576
	0.00058
	***

	BE0 vs SHSTAU
	[41.757, 29.047]
	-12.71
	-21.7254
	-3.6946
	0.00092
	***

	BE12 vs BESTAU
	[30.601, 33.395]
	2.794
	-6.2214
	11.8094
	0.94923
	 

	BE12 vs SH0
	[30.601, 43.127]
	12.526
	3.5106
	21.5414
	0.00116
	**

	BE12 vs SH12
	[30.601, 28.684]
	-1.917
	-10.9324
	7.0984
	0.99033
	 

	BE12 vs SHSTAU
	[30.601, 29.047]
	-1.554
	-10.5694
	7.4614
	0.99637
	 

	BESTAU vs SH0
	[33.395, 43.127]
	9.732
	0.7166
	18.7474
	0.02585
	*

	BESTAU vs SH12
	[33.395, 28.684]
	-4.711
	-13.7264
	4.3044
	0.66623
	 

	BESTAU vs SHSTAU
	[33.395, 29.047]
	-4.348
	-13.3634
	4.6674
	0.73791
	 

	SH0 vs SH12
	[43.127, 28.684]
	-14.443
	-23.4584
	-5.4276
	0.00009
	****

	SH0 vs SHSTAU
	[43.127, 29.047]
	-14.08
	-23.0954
	-5.0646
	0.00015
	***

	BE0 vs BE12
	[41.757, 30.601]
	-11.156
	-20.1714
	-2.1406
	0.00588
	**

	BE0 vs BESTAU
	[41.757, 33.395]
	-8.362
	-17.3774
	0.6534
	0.08657
	.

	BE0 vs SH0
	[41.757, 43.127]
	1.37
	-7.6454
	10.3854
	0.99801
	 

	BE0 vs SH12
	[41.757, 28.684]
	-13.073
	-22.0884
	-4.0576
	0.00058
	***

	N = 60 cells per treatment

	
	
	
annotation
	p-value
	significance level
	
	

	
	
	*****
	  0,            0.00001
	0.00001
	
	

	
	
	****
	0.00001, 0.0001
	0.0001
	
	

	
	
	***
	  0.0001,   0.001
	0.001
	
	

	
	
	**
	  0.001,     0.01
	0.01
	
	

	
	
	*
	  0.01,       0.05
	0.05
	
	

	
	
	     .        
	  0.05,       0.1         
	             0.1
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Supplementary Figure 1.- Dose response experiment to determine optimal Stau concentration for the differentiation
of BE (2)-M17 and SH-SY5Y cells.Cells were incubated for six days with medium supplemented with the Stau
concentrations shown in the figure. Medium was replaced every 2 days.
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Supplementary Figure 2.- Flow cell cytometry experiments that show
the populations that express TH or TPH in untreated and treated cells
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Supplementary Figure 3.- Western blots used for densitometrical

quantification of TH and TPH2.




