	Identity (%)　
	GausACLB-1 
	GausACLB-2 
	GbACLB-1A 
	GbACLB-1D 
	GbACLB-2A 
	GbACLB-2D 
	GhACLB-1A 
	GhACLB-1D 
	GhACLB-2A 
	GhACLB-2D 

	GausACLB-1 
	608 (100%)
	95%
	52%
	97%
	95%
	95%
	97%
	97%
	95%
	95%

	GausACLB-2 
	578
	608 (100%)
	50%
	96%
	99%
	99%
	96%
	95%
	99%
	99%

	GbACLB-1A 
	322
	310
	327
(100%)
	52%
	50%
	51%
	52%
	53%
	50%
	51%

	GbACLB-1D 
	594
	589
	321
	608
(100%)
	97%
	96%
	100%
	98%
	97%
	96%

	GbACLB-2A 
	578
	605
	309
	590
	608
(100%)
	99%
	97%
	95%
	100%
	99%

	GbACLB-2D 
	579
	605
	312
	587
	603
	608
(100%)
	96%
	96%
	99%
	99%

	GhACLB-1A 
	594
	589
	321
	608
	590
	587
	608
(100%)
	98%
	97%
	96%

	GhACLB-1D 
	595
	583
	326
	598
	583
	584
	598
	608
(100%)
	95%
	96%

	GhACLB-2A 
	578
	605
	309
	590
	583
	608
	590
	583
	608
(100%)
	99%

	GhACLB-2D 
	580
	606
	312
	588
	604
	607
	588
	585
	604
	608
(100%)
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MEGA software was used to compare homology between protein sequences.
