Figure S1: Leukocyte DNA methylation in BIN1, SORL1, and ABCA?7 in relation to dementia and
Alzheimer’s disease
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Volcano plots of beta values and significance level from logistic regression models of leukocyte DNA
methylation M-values at in a) BIN1, b) SORL1, and c) ABCA7 in relation to dementia and Alzheimer’s
disease (AD). Each point represent one individual CpG site. Models using the total sample were adjusted
for age at blood sample, sex, and relatedness among twins. Co-twin control models were adjusted for
age at blood sample.



