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Supplementary Fig. 1 Structure and sequence of the in-house TruSeq Compatible Universal adapter

1. Adapter Ligation
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ACACTCTTTCCCTACACGACGCTCTTCCGATCT @ AGATCGGAAGAGCACACGTCTGAACTCCAGTCAC *T*T
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cGP‘P’C
: 1 GM
2. Indexing PCR ° N
P—CGGC
e
% oS
TGTGCAGACTTGAGGTCAGTG
ACACTCTTTCCCTACACGACGCTCTTCCGATCT AGATCGGAAGAGCACACGTCTGAACTCCAGTCAC
Target
TGTGAGAAAGGGATGTGCTGCGAGGAGGCTAGA TCTAGCCTTCTCGTGTGCAGACTTGAGGTCAGTG
ACACTCTTTCCCTACACGAC
C er
P g\
C o
P
e o
@Ce ?
T
3. Amplified Library
i7 Index P7
AATGATACGGCGACCACCGAGATCTACAC NNNNNNNNACACTCTTTCCCTACACGACGCTCTTCCGATCT AGATCGGAAGAGCACACGTCTGAACTCCAGTCACNNNNNNNN ATCTCGTATGCCGTCTTCTGCTTG
Target
TTACTATGCCGCTGGTGGCTCTAGATGTG NNNNNNNN TGTGAGAAAGGGATGTGCTGCGAGGAGGCTAGA g TCTAGCCTTCTCGTGTGCAGACTTGAGGTCAGTGNNNNNNNN TAGAGCATACGGCAGAAGACGAAC
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