
Supplementary Information
Molecular Biology Reports

Investigation of SNPs in the Precision ID Identity Panel using next-generation sequencing in a Myanmar population

Su Min Joo1,2, Ye-Lim Kwon1,2, Mi Hyeon Moon1,2, and Kyoung-Jin Shin1,2,*

1Department of Forensic Medicine, Yonsei University College of Medicine, 50-1 Yonsei-ro, Seodaemun-gu, Seoul 03722, Republic of Korea

2Graduate School of Medical Science,Brain Korea 21 Project, Yonsei University, 50-1 Yonsei-ro, Seodaemun-gu, Seoul 03722, Republic of Korea

*Corresponding author at:

Department of Forensic Medicine, Yonsei University College of Medicine, 50-1 Yonsei-ro, Seodaemun-gu, Seoul 03722, Republic of Korea

E-mail address: kjshin@yuhs.ac



*: Phosphorothioate bond 

TruSeq read sequence

P

T*T*

*T*T
Target

1. Adapter Ligation

2. Indexing PCR

3. Amplified Library

P

TGTGCAGACTTGAGGTCAGTG

Target

ACACTCTTTCCCTACACGAC

ATCTCGTATGCCGTCTTCTGCTTGAGATCGGAAGAGCACACGTCTGAACTCCAGTCAC

TGTGAGAAAGGGATGTGCTGCGAGGAGGCTAGA

ACACTCTTTCCCTACACGACGCTCTTCCGATCT

Target
TTACTATGCCGCTGGTGGCTCTAGATGTG TCTAGCCTTCTCGTGTGCAGACTTGAGGTCAGTG

NNNNNNNN

i7 Index P7

NNNNNNNN

i5 IndexP5

AATGATACGGCGACCACCGAGATCTACAC

NNNNNNNN NNNNNNNNTAGAGCATACGGCAGAAGACGAAC

TCTAGCCTTCTCGTGTGCAGACTTGAGGTCAGTG

AGATCGGAAGAGCACACGTCTGAACTCCAGTCACACACTCTTTCCCTACACGACGCTCTTCCGATCT

TGTGAGAAAGGGATGTGCTGCGAGGAGGCTAGA

TruSeq read sequence

Supplementary Fig. 1 Structure and sequence of the in-house TruSeq Compatible Universal adapter

ACACTCTTTCCCTACACGACGCTCTTCCGATCT

TGTGAGAAAGGGATGTGCTGCGAGGAGGCTAGA TCTAGCCTTCTCGTGTGCAGACTTGAGGTCAGTG

AGATCGGAAGAGCACACGTCTGAACTCCAGTCAC


