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[image: ] Supplementary Figure S1. MALDI-TOF MS reference spectrum of (a) Anaerococcus ihuae sp. nov., strain Marseille-Q5893 and (b) Mediannikovicoccus vaginalis gen. nov., sp. nov., strain Marseille-Q5883. The reference spectrum was generated by comparison of spectra from 6 individual colonies using the Biotyper 3.0 software. 
[image: ]Figure S2. Heat map generated with OrthoANI values calculated by OAT software between (a) Anaerococcus ihuae sp. nov., strain Marseille-Q5893 (Q5893) and other closely related species with standing in the nomenclature; (b) Mediannikovicoccus vaginalis gen. nov., sp. nov., strain Marseille-Q5883 and other closely related species with standing in the nomenclature.














Table S1. Different phenotypic criteria of strains Marseille-Q5893 and Marseille-Q5883.
	Properties
	Strain Marseille-Q5893
	Strain Marseille-Q5883

	Genus name
	Anaerococcus
	Mediannikovicoccus

	Species name
	Anaerococcus ihuae
	Mediannikovicoccus vaginalis

	Status
	sp. nov.
	gen. nov., sp. nov.

	Designation of the type strain
	CSUR Q5893
	CSUR Q5883

	Strain collection numbers
	CECT 30496
	CECT 30497

	16S rRNA gene accession number
	OM728648
	OM728652

	Genome accession number
	CAKMRU010000001
	CAKMRI010000001

	Genome size
	1,831,371 bp
	1,997,945 bp

	G + C (mol %)
	29.4
	33.6

	Origin
	Marseille, France
	Marseille, France

	Date of isolation
	May 2021
	June 2021

	Source of isolation
	Human vaginal sample
	Human vaginal sample

	Conditions used for standard cultivation
	Columbia agar + with 5% sheep blood for 48 h of incubation 
	Columbia agar + with 5% sheep blood for 48 h of incubation 

	Gram stain
	Positive
	Positive

	Cell shape
	Cocci
	Cocci

	Cell size (diameter)
	0.75 μm
	0.63 μm

	Motility
	Non-motile
	Non-motile

	Sporulation
	Non-sporulate
	Non-sporulate

	Colony morphology
	Circular white opaque
	Circular white translucent

	Temperature optimum
	37°C
	37°C

	pH range
	6-7.5
	6-7.5

	O2 requirement
	Strictly anaerobe
	Facultative anaerobe

	Oxidase
	Negative
	Negative

	Catalase
	Negative
	Negative

	Salinity range
	0-20%
	0-20%
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