A. Enterobacteria - group 1

83333.1.peg.1645
457401.3.peg.399
216599.12.peg.1710
1038844.18.peg.786
556266.3.peg.160
622.8.peg.966
300268.11.peg.1907
373384.11.peg.1943
208962.36.peg.1645
290338.8.peg.1409
1173691.3.peg.3874
1288347.3.peg.145

1173691.3.peg.3874
1288347.3.peg.145
500640.5.peg.1436
290338.8.peg.1409
83333.1.peg.1645
457401.3.peg.399
1038844.18.peg.786
556266.3.peg.160
216599.12.peg.1710

Escherichia coli K12

Escherichia sp. 4_1_40B

Shigella sonnei 53G

Escherichia coli 0104:H4 str. TY-2482
Shigella sp. D9

Shigella dysenteriae CDC 74-1112
Shigella boydii Sb227

Shigella flexneri 5 str. 8401
Escherichia albertii strain EC06-170
Citrobacter koseri ATCC BAA-895
Citrobacter sp. Al

Citrobacter freundii GTC 09479

500640.5.peg.1436
701347.4.peg.2203
1265617.3.peg.1260

35703.16.peg.2786
12149.1.peg.1388
575.4.peg.1602
571.108.peg.202
1286170.3.peg.1018
1134687.3.peg.2478
936565.3.peg.5502

Citrobacter youngae ATCC 29220
Enterobacter cloacae SCF1
Salmonella enterica subsp. enterica serovar Agona str.
36.H.00

Citrobacter amalonaticus strain YG6
Salmonella bongori 12149
Raoultella planticola strain CHB
Klebsiella oxytoca strain CAV1335
Raoultella ornithinolytica B6
Klebsiella michiganensis strain SA2
Klebsiella sp. OBRC7

373384.11.peg.1943
622.8.peg.966
300268.11.peg.1907
208962.36.peg.1645
1265617.3.peg.1260
12149.1.peg.1388
35703.16.peg.2786
575.4.peg.1602
1286170.3.peg.1018
1134687.3.peg.2478
936565.3.peg.5502
571.108.peg.202
701347.4.peg.2203

ydhC <-
GGCCCGCCAGCCAGACTAAAAACCCTTTCCCAGGTTGCATcatcatttctetttttttagcagtaga-———--- acaatGececgcet
GGCCCGCCAGCCAGACTAAAAACCCTTTCCCAGGTTGCATcatcatttctectttttttagcagtaga-———-—-- acaatgccgcet
GACCCGCCAACCAGACTAAAAACCCTTTCCCAGGTTGCATcatcatttctetttt---agctataga-———-—-- acaatgccgcect
GACCCGCCAGCCAGACTAAAAAACCTTTTCCGGGTTGCATaattgtttctecttttcc-agaagtaag-———-—- acattgccgcet
AACCCGCCAGCCAGACTAAAAATCTTTTCCCAGGTTGCATgtatatt-ctctaaatctctcaattaa————-—-- acaccgccgca
AACCCGCCAGCCAGACTAAAAATCTTTTCCCAGGTTGCATgtatatt—-ctctaaatctctcaattaa—-——---- acaccgccgca
AACCCGCCAGCCAGACTAAAAATCTTTTCCCAGGTTGCATgtatatt-ctctaaatctctcaattaa———-—-—-- acaccgccgca
AACCCGCCAGCCAGACTAAAAATCTTTTCCCAGGTTGCATgtatatt—-ctctaaatctctcaattaa—-——---- acaccgccgca
AACCCGCCAGCCAGACTAAAAATCTTTTCCCAGGTTGCATgtatatt-ctctaaatctctcaattaa————--- acaccgccgca
AACCCGCCAGCCAGACTAAAAATCTTTTCCCAGGTTGCATgtatatt—-ctctaaatctctcaattaa———---- acaccgccgca
AACCCGCCAGCCAGACTAAAAATCCTTTCCCAGGTTGCATgtatatt-ctctaaatctctcaattaa————-—-- acaccgccgca
AACCCGCCAGCCAGACTAAAAATCTTTTCCCAGGTTGCATgtatatt—-ctctaaatctctcaattaa—-——--—-- acaccgccgca
AACCCGCCAGCCAGACTAAAAATCTTTTCCCAGGTTGCATgtatatt-ctctaaattcctcaattaa—————- acaccgccgca
GACCGGCTAACCAGACTAAAAAACCTTTTCCAGGTTGCATatttgtt-tctctttcttatcagacag————-—-- acattgtcgca
GACCGGCCAGCCAGACTAAAAAACCTTTTCCAGGTTGCATatttgtt-tctctttattatcaaacag-———-—-- acactgccgca
GCCCTGCCAGCCAGACTAAAAACCCTTTTCCTGGTTGCATagttgttctctaattttgattaate——-—-——--—- acactggcgca
GTCCCGCCAGCCACACTAAAAATCCTTTCCCGGGTTGTTGCATaacattctctt-—-—atagatgcag-—-—-—-gtatgatgccgceca
GTCCCGCCAGCCACACTAAAAATCCTTTCCCGGGTTGTTGCATaacattctectt-—-—ataggtgcag-—-—-—-gtatgatgccgceca
GGCCAGCCAGCCAGACTAAAAATCCTTTCCCAGGTTGTTGCATaacattctctttttattgt-gcag-—-—--gtacgatggcgca
GTCCAGCCAGCCAGACTAAAAATCCTTTCCCAGGTTGTTGCATcatcttctectttttattgttgcag----gtacgatggcgca
GTCCGGCCAGCCAGACTAAAAATCCTTTCCCAGGTTGTTGCATatcattctctttttagtgatgcag-—-—-—-gtacgatggcgca

AGCCTGCCAGCCAGCATAAAAATCCTTTACCAGGTTGCATcgtcatttctcattctecgttgcaggtgttcagttcagtgececgea
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1173691.3.peg.3874
1288347.3.peg.145
500640.5.peg.1436
290338.8.peg.1409
83333.1.peg.1645
457401.3.peg.399
1038844.18.peg.786
556266.3.peg.160
216599.12.peg.1710
373384.11.peg.1943
622.8.peg.966
300268.11.peg.1907
208962.36.peg.1645
1265617.3.peg.1260
12149.1.peg.1388
35703.16.peg.2786
575.4.peg.1602
1286170.3.peg.1018
1134687.3.peg.2478
936565.3.peg.5502
571.108.peg.202
701347.4.peg.2203

-10 -35 YdhB binding site -> ydhB
gagtgtagtgagtgtaattctcgctgtgaaacgctaatatttgcttactgatttcaaaatttttgcaggcagagaatATGTGGTC
gagtgtagtgagtgtaattctcgctgtgaaacgctaatatttgcttactgatttcaaaatttttgcaggcagagaatATGTGGTC
gagtgtagtgagtgtaattcacgctgtgaaacgctaatatttgcttactgatttcaaaatttttgcaggcagagaatATGTGGTC
gagtgtagggagtgaaattctgcttgtgaaacgctaatatttggctactggattcaaaatttttgcaggcagagaatATGTGGTC
aagtgtagggagtgaaattagtgttgtgaaacggtaatatttgatgactggtttcaaaaattttgcaggcagagactATGTGGTC
aagtgtagggagtgaaattagtgttgtgaaacggtaatatttgatgactggtttcaaaaattttgcaggcagagactATGTGGTC
aagtgtagggagtgaaattagtgttgtgaaacggtaatatttgatgactggtttcaaaaattttgcaggcagagactATGTGGTC
aagtgtagggagtgaaattagtgttgtgaaacggtaatatttgatgactggtttcaaaaattttgcaggcagagactATGTGGTC
aagtgtagggagtgaaattagtgttgtgaaacggtaatatttgatgattggtttcaaaaattttgcaggcagagactATGTGGTC
aagtgtagggagtgaaattagtgttgtgaaacggtaatatttgatgactggtttcaaaaattttgcaggcagagactATGTGGTC
aagtgtagggagtgaaattagtgttgtgaaacggtaatatttgatgactgatttcaaaaattttgcaggcagagactATGTGGTC
aagtgtagggagtgaaattagtgttgtgaaacggtaatatttgatgactgatttcaaaaattttgcaggcagagactATGTGGTC
aagtgtagggagtgaaattcctgttgtgaaacggtaatatttgatgactggtttcaaaaattttgcaggcaaaaactATGTGGTC
gagtgtagggagtgaaattacggttgtgaaacgttaatatttgtccagtgaattcaaaatttttgtaggcaaaaattATGTGGTC
gagtgtagggagtgaaattaacgttgtgaaacgttaatatttgtccattgggttcaaaatttttgcaggcatatataATGTGGTC
gagtgtagggagtgaatttgggcttgtgaaacggtaatatttgtttattgcattcaaaaattttgtaggcagagattATGTGGTC
gagtgtagggagtgcattctggcttgtgaaacgctaatatttgctacatgcgttcaaaatttttgcaggcagagaatATGTGGTC
gagtgtagggagtgcattctggcttgtgaaacgctaatatttgctacatgcattcaaaatttttgcaggcagagaatATGTGGTC
gagtgtagggagtgcattaaggcttgtgaaacgctaatatttgtcagatgagttcaaaaattttgcaggcagagaaaATGTGGTC
gagtgtagggagtgcattaaggcttgtgaaacgctaatatttgtcaggtgaattcaaaaattttgcaggcagagaaa”ATGTGGTC
gagtgtagggagtgcattcaggcttgtgaaacgctaatatttgtcaggtgaattcaaaaattttgcaggcagagaaaATGTGGTC
gagtgtagggagtgcatcctggcttgtgaaacgttaatatttgtcgaatgggttcaaaaattttgcaggcagagattATGTGGTC
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B. Enterobacteriaceae - group 2

1028307.3.peg.3552
548.115.peg.1014
883121.3.peg.2572
1286170.3.peg.1018
575.4.peg.1602
640131.3.peg.2253
1134687.3.peg.2478

Citrobacter koseri ATCC BAA-895

Citrobacter freundii strain FDAARGOS_61

Citrobacter youngae ATCC 29220

Citrobacter murliniae strain PO80C CL

Salmonella enterica subsp. enterica serovar Paratyphi A str.

Enterobacter aerogenes KCTC 2190
Enterobacter aerogenes strain CAV1320
Klebsiella oxytoca 10-5246

Raoultella ornithinolytica B6

Raoultella planticola strain CHB
Klebsiella variicola At-22

Klebsiella michiganensis strain SA2
Enterobacter cloacae SCF1

290338.8.peg.1409
546.84.peg.3727
500640.5.peg.1436
67829.4.peg.3727
295319.15.peg.1525
ATCC 9150

12149.1.peg.1388 Salmonella bongori 12149

701347.4.peg.2203
1697388.3.peg.3561

701347.4.peg.2203
1697388.3.peg.3561
1028307.3.peg.3552
548.115.peg.1014
883121.3.peg.2572
1286170.3.peg.1018
575.4.peg.1602
640131.3.peg.2253
1134687.3.peg.2478
546.84.peg.3727
500640.5.peg.1436
67829.4.peg.3727
290338.8.peg.1409
295319.15.peg.1525
12149.1.peg.1388
1095768.3.peg.1306

701347.4.peg.2203
1697388.3.peg.3561
1028307.3.peg.3552
548.115.peg.1014
883121.3.peg.2572
1286170.3.peg.1018
575.4.peg.1602
640131.3.peg.2253
1134687.3.peg.2478
546.84.peg.3727
500640.5.peg.1436
67829.4.peg.3727
290338.8.peg.1409
295319.15.peg.1525
12149.1.peg.1388
1095768.3.peg.1306

1095768.3.peg.1306 Enterobacter sp. JC163

Enterobacter tabaci strain CCUG 72520

ydhC <- -10
ATCCTTTACCAGGTTGCATcgtcatttctcatt-ctcgttgcaggtgttcagttcagtgccgcagagtgtag
ATCCTTTCCTGGGTTGCATtgttttattctecct-gaggaggcaggtgtacgt—-——-—-—-- tggcgcagagtgtag
ATCCTTTCCCAGGTTGTTGCATaacgttctctttctactgatgcaggtatga—-—-—-—-- tgccgcagagtgtag
ATCCTTTCCCAGGTTGTTGCATaacgttctctttctactgatgcaggtacga—--—-—-- tgccgcagagtgtag
ATCCTTTCCCGGGTTGTTGCATaacattctctt--—-ataggtgcaggtatga-—---- tgccgcagagtgtag
ATCCTTTCCCGGGTTGTTGCATaacattctctt--—-ataggtgcaggtatga----- tgccgcagagtgtag
ATCCTTTCCCGGGTTGTTGCATaacattctctt--—-atagatgcaggtatga----- tgccgcagagtgtag
ATCCTTTCCCAGGTTGTGACATaacgttctcatttttggagtacaggtacga—----- tgccgcagagtgtag
ATCCTTTCCCAGGTTGTTGCATaacattctc-tttttattgtgcaggtacga-—---- tggcgcagagtgtag
ACCCTTTCCCAGGTTGCATCATcatttctcttttt--ttagcaatagaacaa----- tgccgctgagtgtag
ACCCTTTCCCAGGTTGCATCATcatttctctt—-——---- ttagctatagaacaa----- tgccgctgagtgtag
ACCCTTTTCCAGGTTGCATCATcatttctctttt---taagcagtaaaacag----- tgtcgcagagtgtag
AACCTTTTCCGGGTTGCATaattgtttctctttt---ccagaagtaagacat----- tgccgctgagtgtag
AACCTTTTCCAGGTTGCATatttgtttctctttec---ttatcagacagacat----- tgtcgcagagtgtag
AACCTTTTCCAGGTTGCATatttgtttctcttta---ttatcaaacagacac—-—---- tgccgcagagtgtag
ACCCTTTTCCAGGTTGCATggt—-aaatctctttt---taatgctgataacag----- ggctccagagtctaa
* kkkkk K * Kk ok kK * * * * kkkk kK

-35 YdhB binding site -> ydhB
ggagtgcatcctggcttgtgaaacgttaatatttgtcgaatgggttcaaaaattttgcaggcagattATGTGGTCAGA
ggagtgcaaagcggcttgtgaaacgctaatatttgctgagtgcattcaaattttttgcaggcagaacATGTGGTCAGA
ggagtgtaatccgccttgtgaaacgctattatttgtcacatgcattcaaaaattttgcaggcagaatATGTGGTCTGA
ggagtgtaatccgccttgtgaaacgctattatttgtcacatgcattcaaaaattttgcaggcagaatATGTGGTCTGA
ggagtgcattctggcttgtgaaacgctaatatttgctacatgcattcaaaatttttgcaggcagaatATGTGGTCCGA
ggagtgcattctggcttgtgaaacgctaatatttgctacatgcattcaaaatttttgcaggcagaatATGTGGTCCGA
ggagtgcattctggcttgtgaaacgctaatatttgctacatgecgttcaaaatttttgcaggcagaatATGTGGTCCGA
ggagtgcattgtggcttgtgaaacgctaatatttgtcacatgcattcaaaaattttgcaggcagaaaATGTGGTCTGA
ggagtgcattaaggcttgtgaaacgctaatatttgtcagatgagttcaaaaattttgcaggcagaaaATGTGGTCTGA
tgagtgtaattctcgctgtgaaacgctaatatttgcttactgatttcaaattttttgcaggcagaatATGTGGTCGGA
tgagtgtaattcacgctgtgaaacgctaatatttgcttactgatttcaaaatttttgcaggcagaatATGTGGTCGGA
tgagtgaaattctcgctgtgaaacgctaatatttgtttactgatttcaaaatttttgtaggcagactATGTGGTCGGA
ggagtgaaattctgcttgtgaaacgctaatatttggctactggattcaaaatttttgcaggcagaatATGTGGTCAGA
ggagtgaaattacggttgtgaaacgttaatatttgtccagtgaattcaaaatttttgtaggcaaattATGTGGTCGGA
ggagtgaaattaacgttgtgaaacgttaatatttgtccattgggttcaaaatttttgcaggcatataATGTGGTCCGA
ggagtgcatccttgattgtgaaacgctaatatttggcggttgatttcaaaatttttgcaggcagattATGTGGTCAGA
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C. Enterobacteriaceae - group 3

630.33.peg.1425 Yersinia enterocolitica strain ATCC 9610 29486.45.peg.499 Yersinia ruckeri strain Big Creek 74
393305.7.peg.2324 Yersinia enterocolitica subsp. enterocolitica 8081 291112.3.peg.2119 Photorhabdus asymbiotica
349966.5.peg.542 Yersinia frederiksenii ATCC 33641 615.109.peg.2214 Serratia marcescens strain UCI88
28152.3.peg.1198 Yersinia kristensenii strain ATCC 33639 768490.3.peg.2144 Serratia sp. AS12
349965.6.peg.1196 Yersinia intermedia ATCC 29909 614.9.peg.259 Serratia liquefaciens strain FDAARGOS_125
349967.4.peg.1011 Yersinia mollaretii ATCC 43969 667129.3.peg.3101 Serratia odorifera DSM 4582
527004.3.peg.123 Yersinia rohdei ATCC 43380 399741.7.peg.2234 Serratia proteamaculans 568
349968.5.peg.69 Yersinia bercovieri ATCC 43970 82996.16.peg.4145 Serratia plymuthica strain A153
502800.6.peg.2008 Yersinia pseudotuberculosis YPIII 47917.12.peg.3337 Serratia fonticola strain GS2
1084234.3.peg.4018 Yersinia pestis biovar Orientalis str. AS200901509
ydhC <-
630.33.peg.1425 GAACATgaagctcgatgttgttttcatt-gttgtttctcattatatcct--tcgtccttg-aaaccgcaggggt-gttagctcatcacttattgatataagctcatcggga

393305.7.peg.2324 GAACATgaagctcgatgttgttttcatt-gttgtttctcattatttcct--tcgtccttg-aaaccgcaggggt-gttagctcatcacttattgatataagctcatcggga
502800.6.peg.2008 GAACATgaaactggatgacgttttcatt-ctttatttctcttttatcataattgtgcaggtaaattatttgtgtagtaaaagggtta-ttgtcgttactgatt-attgttg
1084234.3.peg.4018 GAACATgaaactggatgacgttttcatt-ctttatttctcttttatcataattgtgcaggtaaattatttgtgtagtaaaagggtta-ttgtcgttactgatt-attgttg

29486.45.peg.499 GAACATaaaactggcagatgttttcatttgtttatatctatctcgttat--ttacccttec---attttgcgegt-—----——- cggtcg-ccgccgaaatagatcggatg--a
349965.6.peg.1196 GAACATaaaaccagacgacgttttcattctttatttctctttatatcct--tcgtccttg-gaaccgcagaggt-—-—--—-—--—-—- gcta--——————————————————————
349967.4.peg.1011 GAACATgaagctaggtgtcgttttcattctttattattctctatttgaaaat-————------ gt-gcaggcge—————————=——————————
349968.5.peg.69 GAACATgaagctagaggtggttttcattctttatt---ctcaatgtgaaaat---————---- gttgcaggcgt--—-—--—-———""-"-"""-"—"————--
349966.5.peg.542 GAACATgaaacttgcagacgtcttcatactttatt--tctctttatcataatt--—-—------—- ttgcaggcaa-——————-""—"""""""—"—"""""""———

28152.3.peg.1198 GAACATgaaactagaagtcgttttcattttttgtgtctcattataattt----------------- - - - - - - - - - - - - - - - - -----—-\-\—~\—-\—~—\—~—\—\—\—\—~\—"—~—~—~—\—~—~\—~————
768490.3.peg.2144 GAACATaaaaccaaaggaatttcgcatg-g-tatttctcatta------------ - - - - - - - - - - - -~ - - - - -~ - -~ ———(— (-
82996.16.peg.4145 GAACATaaaaccaaaggaatttcgcatg-g-tatttctcatta------------------- - - - - - - - - - - - - - - - -~ -~ -~ -~ -~ -~~~ —~\—~—~\—~—~—\—~\—~\—~—~\—~—~\—(—~\—~\—~—~\—~—~—(—~—(————
614.9.peg.259 GAACATaaaaccaaaggaatttcgcatg-g-tatttctcgtta-------------- - - - - - - - - - - - - - - - - - - -~ - -~ -~ -~ -~ —~\—\ "\~~~ —~—~\—«\ "\~~~ —(—(—(——
399741.7.peg.2234 GAACATaaaaccaaaggaatttcgcatg-g-tatttctcatta------------ - - - - - - - - - - - - - - - - -~ - -~ - - -~ -~ -~~~ —~—~—( "\~
615.109.peg.2214 GAACATaaagccaaaggaatttcgcatg-g-tatttctcegtta----------------- - - - - - - - - - - - - - - - - - - - -~ -\ -~ —\—~—~\—~—~—~—~—~\—~—~\—~—~\—~—~\—(—~—~\—~—~\—~—~—(—~—~—————
47917.12.peg.3337 GAACATaaatccaaa---atttcgcatt-gctatttctegtta-------------—-------------—--- -
667129.3.peg.3101 AAACATgaatccaaa---gtttcgcatg-g-tatttctcgttg----------- - - - - - - - - - - - - - ----- -\ - - -~ -~ -~ —~—\—\—~\—"—~—~—~—~\—\ "\~~~ —~\—(—(—(—(——
291112.3.peg.2119 GAACATgaactgacttgagtttttcatttgattactctctttaggtgtca-------------- - - - - - - - - - - - - - - - - - - -~ -~ -~ -~ -~ -~~~ -\~~~ —~—~\—~—(—~\—(———————————
527004.3.peg.123 GAACATgaaacttgctgacgtcttcattctttatttctcetttat-cataa-----------—---—-—------—-----—"—-"—\——\—"———————
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630.33.peg.1425
393305.7.peg.2324
502800.6.peg.2008
1084234.3.peg.4018
29486.45.peg.499
349965.6.peg.
349967.4.peg.
349968.5.peg.
349966.5.peg.542
28152.3.peg.1198
768490.3.peg.2144
82996.16.peg.4145
614.9.peg.259
399741.7.peg.2234
615.109.peg.2214
47917.12.peg.3337
667129.3.peg.3101
291112.3.peg.2119
527004.3.peg.123

630.33.peg.1425
393305.7.peg.2324
502800.6.peg.2008
1084234.3.peg.4018
29486.45.peg.499
349965.6.peg.1196
349967.4.peg.1011
349968.5.peg.69
349966.5.peg.542
28152.3.peg.1198
768490.3.peg.2144
82996.16.peg.4145
614.9.peg.259
399741.7.peg.2234
615.109.peg.2214
47917.12.peg.3337
667129.3.peg.3101
291112.3.peg.2119
527004.3.peg.123

-10
tgtgttcgtttgctgcctgecctgtggttccaatgactttggctaaattatagtttttgcaggtaaaacttttgttatcgaaaatta-——attgcggggg-cattcta
tgtgttcgtttgctgectgtctgtagttccaatgactttggctaaattatagtttttgcaggtaaaacttttgttatcgaaaatta-—-attgcggggggcattcta
caaaggttattgttgcaaaggt-tactgttaaaattggttattat-cagcagttttagctatcaaaaatg--atcgtagggaaatc---gttgcggggcgcattcta
caaatgttattgttacaaaggt-tactgttaaagatggttattat-cagcagttttagctatcaaaaatg--atcgtagggaaatc---gttgcggggcgcattcta

ccgttgtattttctgcacacte—-—-——-—-—--- acgggtttgctgcgacgcgaaa-—-tcttgtgggtagg-—-ttattttgcaggagaatt-—-—attgcggggagcattcta
———————— gttgccgcgec---------—--caatgacgttggctaaattataatttttgcaggcaaaacttctgttactgaaaatta--—-attgcggtgggcattcta
—————————— tgctg----------——---—-----—---ttgt-----------------aaataga----ttgttgcaggcaattt---gtggcggagggcattcta
—————————— tgctg---------- - - --————------——-ttgtcaatatgttgttattgtaaatgta----ttattacaggcaatttt--attgcgg-gggcattcta
———————— tttactg---------------- - - - - - - ---—-————---—-——————tctttagacagc---tttataattaggggatt---gtagcgg-gggcattcta

———————————————————————————————————————————————————————— tgcaggcaaaactcttatcat-ggaaattcc--attgcggggggcattcta
————————————————————————————————————————————————————————————— atatt-ttattgtcgcaggttttta---gcgccggca---agtgta
————————————————————————————————————————————————————————————— atatt-ttattgtcgcaggttttta---gcgccggca---agtgta
————————————————————————————————————————————————————————————— atatt-ttattgtcgcaggttttta---gcgccggca---agtgta
————————————————————————————————————————————————————————————— atatt-ttattgtcgcaggttttta---gcgccggca---agtgta
————————————————————————————————————————————————————————————— atatt-ttaatgtcgcaggttttta---gcgccggce---agtgta
————————————————————————————————————————————————————————————— aaatt-atgttgtcgcaggttttgaa--gcgccggca---agtgta
————————————————————————————————————————————————————————————— atgct-gttgtgcaggtttttttta---gcgtcg-ca---agtgta
————————————————————————————————————————————————————— tgatagaaataac-ttgctgtgataggtagataaaaacacttgtacctattcta
————————————————————————————————————————————————————— tgttgcaggcaat-ttgctgttgttaggaaattattgcgggggge--—-attcta

-35 YdhB binding site -> ydhB
ac—gacgcgatattctgttgtgaaacggtaatatttgcgccatgctatcaaaaaaattgatgtcaaaa-attccgtttaaaggaagcgcaaaaccATGTGGTCAGAA
ac—-gacgcgatattctgttgtgaaacggtaatatttgcgccatgctatcaaaaaaattgatgtcaaaa-attccgtttaaaggaagcgcaaaaccATGTGGTCAGAA
tccaatggcatcttctgttgtgaaacggtaatatttgcaaggtgctgttaaaaattttgatggcaagatgagcaggctaaaaggtaggcagta-—-ATGTGGTCAGAA
tccaatggcatcttctgttgtgaaacggtaatatttgcaaggtgctgttaaaaattttgatggcaagatgagcaggctaaaaggtaggcagta-—-ATGTGGTCAGAA
tccggctagcectattcececgttgtgaaacggtaatatttgcatactggtgtgaaaaaaattgaaggcaa—-—-——-—-—---- gttt----——————-----—- ATGTGGTCTGAA
tc-gatgagaaattcggttgtgaaacgctaatatttgcgccatgctgttaaaaattttgatagcaaat---ttgtgatggaaaaggtgaaaaacaATGTGGTCTGAA
tccggtgagtgattctgttgtgaaacggtaatatttgcgccatgctgtcaaaatatttgatagctaagtgattaagectgaaggg-gcagaaaataATGTGGTCCGAA
tccggcgagtgattcgattgtgaaacggtaatatttgcgccatgctatcaaaatatttgatgtctgaataaatgagcaacagga-gcagaagataATGTGGTCTGAA
tccgctgcgatattcagttgtgaaacgttaatatttgagacaagctatcaaaaaaattgatatcaaat-aattgagtaaaaagaggcaaagaataATGTGGTCTGAA
gc-ggcgaggtattctgttgtgaaacggtaatatttgcgccatgctatcaaaaaaattgatagtaaat-attcagtctaagggaagtgcataatcATGTGGTCAGAA

tctggctggatctctgcttgtgaaacggtaatatttgcgaagtgctgttaaaaaaattgaaggcaaaaa---——————-—-—-—-—-—-——————--—-———-— CCcATGTGGTCTGAA
tccggctggatctctgecttgtgaaacggtaatatttgcgaagtgetgttaaaaaaattgaaggcaaaaa————-———-——-—-—-"—-—-=-"—"=-=-—"——-—-———-— tcATGTGGTCTGAA
tccggctggatctctgettgtgaaacgctaatatttgcgaggtgectgttaaaaaaattgaaggcaaag---—-——————-—-—-—-———————-—-—-———— CctATGTGGTCTGAA
tccggctggatctctgecttgtgaaacggtaatatttgcgaggtgetgttaaaaaaattgaaggcaggg-————-——--———-—-=——=-———-————-———-— ttATGTGGTCTGAA
tccggctggatctctgettgtgaaacggtaatatttgcaaagtgectgttaaaaaaattgaaggcaagg---—-——————-—-—-—-———————-—--———— CgATGTGGTCTGAA
tacggctggatctctgcttgtgaaacggtaatatttgcaaggtgctgttaaaaaatttgaaggcaaac--———-—-——--—-—---"---"---—-"——--——- atATGTGGTCAGAA
tctggctggatctctgcttgtgaaacggtaatatttgcaagctgctgttaaaaaaattgaaggcaaag-—-——————-———-—-—-—-=-"———-————-———-— cgATGTGGTCTGAA
tatgccgtgatttttacttgtgaaacggtaatatttgcataatgctgtgaaaaaaattgaaaggtaaaa----————----—-—-—-=------—-——- ttATGTGGTCAGAA

tccgccgagctgttcggttgtgaaatggtaatatttgcgtcatgctatcaaaataattgatggcaagtatttgtatgagaatgg gcgaaatataATGTGGTCTGAA
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D. Pseudomonas spp.

746360.3.peg.1750
1038924.3.peg.1593
321846.3.peg.1569
1144885.3.peg.4026
1037911.3.peg.1617
96901.3.peg.1676
216595.4.peg.1849
1125977.3.peg.5361
294.123.peg.1588
882211.3.peg.4099

1038924.3.peg.1593
1037911.3.peg.1617
96901.3.peg.1676
746360.3.peg.1750
321846.3.peg.1569
1144885.3.peg.4026
216595.4.peg.1849
1125977.3.peg.5361
294.123.peg.1588
882211.3.peg.4099

1038924.3.peg.1593
1037911.3.peg.1617
96901.3.peg.1676
746360.3.peg.1750
321846.3.peg.1569
1144885.3.peg.4026
216595.4.peg.1849
1125977.3.peg.5361
294.123.peg.1588
882211.3.peg.4099

Pseudomonas fluorescens WH6

Pseudomonas fluorescens $5101

Pseudomonas simiae strain WCS417

Pseudomonas sp. R81

Pseudomonas fluorescens A506

Pseudomonas synxantha BG33R

Pseudomonas fluorescens SBW25

Pseudomonas sp. PAMC 25886

Pseudomonas fluorescens strain UK4

Pseudomonas deceptionensis strain DSM 26521

ydhC <-

GATACCAGGTAAAACCAAAAGAATTTTTCATcgaagcctt-gtagatactgccatcaaactatttgctgactggcgecce
GATACCAGGTAAAACCAAAAGAATTTTTCATcgaagcctt—-gtagatactgccatcaaactatttgctgactggcgecce
GATACCAGGTAAAACCAAAAGAATTTTTCATcgaagcctt—-gtaaaaactgccatcaaactatttgctgactggcgecce
GGTACCCAGTGAAACCAAAAGAATTTTTCATtgaagcctttgtgaactctgccatcaaactatttgctgactggcgetce
GATACCAAGTGAAGCCAAAAGAGTTTTTCATtgaagcctt—-gttcattctgccatcaaactatttgctgactggcgecce
GATACCAAGTGAAGCCAAAAGAGTTTTTCATtgaagcctt—-gttcattctgccatcaaactatttgctgactggcgecce
GGTACCAGGTGAAACCAAAAGAATTTTTCATtgaagcctt—-gcttaacctgccatcaaactatttgctgactggcgecce
GGTACCAGGTGAATCCAAAAGAGTTTTTCATtgaagcctt—-gtataacctgccatcaaactatttgctgactggcgect
GGTACCCAGTGAAACCAAAAGAGTTTTTCATtgaagcctt—-gtgagtcctgccatcaaacaatttgctgactgacgect

GATAGCAGGTAAAACCAAAAGAGTTCTTCATgtgcaccca-—-—aaaacttgccatcaaacaatttgttgactggcgage
* k*x % Kk kk kkhkkkkkhkkk kk Kkkhkkk*k * * AKAXAKAKAKAAKAKX KAAAAk*x KA AAKA* *%

-10 -35 YdhB binding site -> ydhB
attatgaggctgacaatatctgtgtgaagcgataataattggacactctcatcaataattttgaaggcagcacctATGTGGTC

attatgaagctgacaatatctgtgtgaagcgataataattggacactctcatcaataattttgaaggcagcgctcATGTGGTC
attatgaagctgacaaaatctgtgtgaagcgataataattggacactctcatcaataattttgaaggcagecccacATGTGGTC
attatgaagctgacatattttgtgtgaagcgataataattggacaccttgttcaaaaattttgaaggcagcccctATGTGGTC
attatgaagctgacagattctctgtgaagcgataataattggacactcttatcaataaatttgaaggcagtcagcATGTGGTC
attatgaagctgacagattctctgtgaagcgataataattggacactcttatcaataaatttgaaggcagtcagcATGTGGTC
attatgaagctgacagtatgtgtgtgaagcgataataattggacactcttatcaatatttttgaaggcactcgccATGTGGTC
attatgaagctggatgattccctgtgaagcgagaataattggactctcttatcaatatttttgaaggcagecctgcATGTGGTC
attatgaagctgacagttgcgctgtgaagcgataataattggacactcttatcaatatttttgaaggcaatacccATGTGGTC
attatccatcagaggatttgcttgtgaagcgataataattgcaaactggcatcaaattttttaaaggcaa-agacATGTGGTC

* % Kk Kk % *  x kxkkhkrxhkkhkrkk khkkkxkkkx * * * K x Kk *kx  kkkk kK * Kk k k ok k ok x



