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Feces

B Tissue
| Generation of Precursor Metabolites and Energy

B Degradation/Utilization/Assimilation

m Sputum
B Biosynthesis

NAD Eomx:ﬁ:mm_m Il (from tryptophan)
L-tryptophan degradation to 2—amino—-3—-carboxymuconate semialdehyde
superpathway of (Kdo)2-lipid A biosynthesis
biotin biosynthesis |l
UDP-2,3—-diacetamido—-2,3—dideoxy—&alpha;—D—-mannuronate biosynthesis
superpathway of polyamine biosynthesis |l
4-aminobutanoate degradation V
adenosylcobalamin biosynthesis | (early cobalt insertion)
mycothiol biosynthesis
methyl ketone biosynthesis
mono-trans, poly—cis decaprenyl phosphate biosynthesis
L-tyrosine degradation |
reductive TCA cycle |
protein N—glycosylation (bacterial)
nitrate reduction | (denitrification)
superpathway of mmqmsvx_@mqm:ﬁa_bsomc:mﬁm biosynthesis | (via mevalonate)
mevalonate pathway |
lactose and galactose degradation |
superpathway of (R,R)-butanediol biosynthesis
methanol oxidation to carbon dioxide
catechol degradation to 2—oxopent-4-enoate |l
superpathway of L—alanine biosynthesis
peptidoglycan biosynthesis V (&beta;-lactam resistance)
msoﬁoﬂmmb_qmﬁ_o:
—leucine degradation |
ectoine biosynthesis
2—-methylcitrate cycle Il
m|3m5«_o_:m6 cycle |
peptidoglycan biosynthesis Il (staphylococci)
octane oxidation
formaldehyde oxidation |
formaldehyde assimilation || (RuMP Cycle)
superpathway of Clostridium acetobutylicum acidogenic fermentation
pyruvate fermentation to butanoate
superpathway of glycol metabolism and degradation
pyrimidine deoxyribonucleotides de novo biosynthesis |V
pyrimidine deoxyribonucleotides biosynthesis from CTP
mc%mqnmﬁsémvx of menaquinol-8 biosynthesis I
1,4-dihydroxy—6—naphthoate biosynthesis Il
1,4—-dihydroxy—6—naphthoate biosynthesis |
reductive acetyl coenzyme A pathway
pyrimidine deoxyribonucleotides de novo biosynthesis Il
glycerol degradation to butanol
toluene degradation Il (aerobic) (via 4—-methylcatechol)
toluene degradation | (aerobic) (via o—cresol)
catechol Qmmﬂmamzo: | (meta—cleavage pathway)
4-hydroxyphenylacetate degradation
mcwmqumﬁss\mv\ of methylglyoxal degradation
chlorophyllide a biosynthesis Ill (aerobic, light independent)
chlorophyllide a biosynthesis Il (anaerobic)
chlorophyllide a biosynthesis | (aerobic, light-dependent)
catechol amwﬁmamzo: to &beta;—ketoadipate
factor 420 biosynthesis
superpathway of 2,3—butanediol biosynthesis
catechol degradation Il Ao:30|o_mm<mmmw pathway)
aromatic compounds degradation via &beta;—ketoadipate
superpathway of salicylate degradation
co :_w\::m,ﬁ a,c—diamide biosynthesis Il (late cobalt incorporation)
superpathway of menaquinol-6 biosynthesis |
superpathway of menaquinol-10 biosynthesis
superpathway of demethylmenaquinol-6 biosynthesis |
superpathway of menaquinol-9 biosynthesis
su m_ﬁmﬁ:ém« of demethylmenaquinol-9 biosynthesis
TCA cycle VIl (acetate—producers)
norspermidine biosynthesis
aromatic biogenic amine degradation (bacteria)
teichoic acid (poly—glycerol) biosynthesis
purine nucleobases degradation | (anaerobic)
Isopropanol biosynthesis
wﬁ:m:ﬁcﬂocm:omﬁm qmwﬂmamzo:
L-histidine degradation Il
L—arginine degradation Il (AST pathway)
allantoin degradation IV (anaerobic)
chondroitin sulfate degradation | (bacterial)
superpathway of hexuronide and hexuronate degradation
superpathway of glycerol degradation to 1,3—propanediol
L-rhamnose degradation |
CMP-legionaminate biosynthesis |
superpathway of D—glucarate and D—galactarate degradation
D—-galactarate degradation |
D-glucarate degradation |
polymyxin resistance
enterobacterial common antigen biosynthesis
sulfoglycolysis
m%mamﬁ:émw of chorismate metabolism
enterobactin biosynthesis
superpathway of lipopolysaccharide biosynthesis
ketogluconate metabolism
cinnamate and 3—hydroxycinnamate degradation to 2—oxopent-4—-enoate
3—-phenylpropanoate an
3—phenylpropanoate and 3— w%é.dxxc:m:ﬁ
superpathway of L—tryptophan biosynthesis
superpathway of L—arginine, putrescine, and 4—aminobutanoate degradation
superpathway of L—arginine and L—ornithine degradation
superpathway of ornithine degradation

Metacyc Pathway

propanoate degradation

quw%E8x<v:m:<_wvﬂovmsom6 degradation to 2—oxopent—-4—enoate



