Fecal Top 15 Contribution Genera

d_Bacteria.p__Actinobacteriota.c___Coriobacteriia.o __Coriobacteriales.f Eggerthellaceae.unknown -

A d_ Bacteria.p__ Proteobacteria.c__Gammaproteobacteria.o__Burkholderiales.f _Sutterellaceae.g_ Parasutterella 1
d_ Bacteria.p__Firmicutes.c__Negativicutes.unknown 1
d_Bacteria.p__Firmicutes.c__ Clostridia.o__ Oscillospirales.f _Butyricicoccaceae.g__ Butyricicoccus -
d__Bacteria.p__Firmicutes.c__Bacilli.o__Erysipelotrichales.f _Erysipelotrichaceae.unknown 1
d_Bacteria.p___Firmicutes.c__Bacilli.o___Erysipelotrichales.f _Erysipelatoclostridiaceae.g__Erysipelatoclostridium 1
d Bacteria.p__ Firmicutes.c _ Clostridia.o__ Oscillospirales.f Ruminococcaceae.unknown H

d_ Bacteria.p__ Proteobacteria.c _Gammaproteobacteria.o_ Burkholderiales.unknown
d_Bacteria.p__Firmicutes.c___Negativicutes.o Acidaminococcales.f Acidaminococcaceae.unknown -

d_ Bacteria.p__Firmicutes.c__ Bacilli.o__Lactobacillales.unknown 1

d_Bacteria.p__ Firmicutes.c__ Bacilli.o__Lactobacillales.f _Streptococcaceae.unknown 1

d_Bacteria.p__ Firmicutes.c__Negativicutes.o _ Veillonellales.Selenomonadales.f _ Veillonellaceae.g__ Veillonella -
d__ Bacteria.p__ Proteobacteria.c _Gammaproteobacteria.o_ Burkholderiales.f Comamonadaceae.unknown 1

d_ Bacteria.p__Desulfobacterota.c_ Desulfovibrionia.o  Desulfovibrionales.f Desulfovibrionaceae.unknown
d_Bacteria.p__Firmicutes.c__ Clostridia.o__ Oscillospirales.f Ruminococcaceae.g__Faecalibacterium 1
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Tissue Top 15 Contribution Genera

d__ Bacteria.p__ Proteobacteria.c _Gammaproteobacteria.o  Burkholderiales.f Burkholderiaceae.unknown -

B d__Bacteria.p__Actinobacteriota.c__Actinobacteria.o__ Propionibacteriales.f _Propionibacteriaceae.unknown
d_ Bacteria.p___Firmicutes.c__ Clostridia.o___Lachnospirales.f _Lachnospiraceae.unknown -

d_ Bacteria.p__ Proteobacteria.c__Alphaproteobacteria.o  Acetobacterales.f Acetobacteraceae.unknown

d__ Bacteria.p__ Actinobacteriota.c__Actinobacteria.unknown

d_ Bacteria.p__ Proteobacteria.c__Alphaproteobacteria.o Rhizobiales.unknown -
d_Bacteria.p__Firmicutes.c__ Clostridia.o __Lachnospirales.f Lachnospiraceae.g__ Blautia -

d_ Bacteria.p__Firmicutes.c___Negativicutes.o _ Veillonellales.Selenomonadales.f _Veillonellaceae.g  Veillonella |

d_ Bacteria.p__Firmicutes.c__ Bacilli.o__Staphylococcales.f Staphylococcaceae.g_ Staphylococcus

d_Bacteria.p__ Proteobacteria.c__Alphaproteobacteria.o  Rhizobiales.f Rhizobiaceae.unknown -

d_ Bacteria.p__ Proteobacteria.c __Gammaproteobacteria.o  Pseudomonadales.f Moraxellaceae.unknown -
d_Bacteria.p__ Proteobacteria.c _Gammaproteobacteria.o Pseudomonadales.f Pseudomonadaceae.g Pseudomonas -
d_Bacteria.p__Firmicutes.c__Bacilli.o__Lactobacillales.f _Streptococcaceae.g_ Streptococcus -
d_Bacteria.p__Bacteroidota.c__ Bacteroidia.o __Bacteroidales.f Prevotellaceae.g_ Prevotella |

d_ Bacteria.p__Firmicutes.c__Bacilli.o__Lactobacillales.f _Lactobacillaceae.g Lactobacillus
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Sputum Top 15 Contribution Genera

C d_Bacteria.p__Firmicutes.c__ Bacilli.o __Mycoplasmatales.f Mycoplasmataceae.g Mycoplasma 1
d__ Bacteria.p__ Bacteroidota.c__Bacteroidia.o___Sphingobacteriales.f _Lentimicrobiaceae.g__Lentimicrobium -

d_ Bacteria.p__ Bacteroidota.c_ Bacteroidia.o  Flavobacteriales.unknown 1

d_ Bacteria.p__ Firmicutes.c _ Clostridia.o__ Peptostreptococcales.Tissierellales.f Anaerovoracaceae.g .Eubacterium. _saphenum_group -
d_ Bacteria.p__ Proteobacteria.c __Gammaproteobacteria.o _ Pasteurellales.f Pasteurellaceae.unknown 1

d_ Bacteria.p__Firmicutes.c__ Bacilli.o  RF39.f RF39.g RF39

d_ Bacteria.p_Bacteroidota.c__Bacteroidia.o _ Flavobacteriales.f Weeksellaceae.unknown 1

d_ Bacteria.p__Bacteroidota.c __Bacteroidia.o __Bacteroidales.f _Rikenellaceae.g__ Rikenellaceae RC9 gut group 1

d_ Bacteria.p_ Fusobacteriota.c Fusobacteriia.o  Fusobacteriales.f Leptotrichiaceae.unknown

d__ Bacteria.p__Spirochaetota.c__Spirochaetia.o _Spirochaetales.f Spirochaetaceae.g Treponema 1

d_ Bacteria.p__Spirochaetota.c __Spirochaetia.o Spirochaetales.f Spirochaetaceae.unknown

d_Bacteria.p__ Firmicutes.c__ Bacilli.o __Lactobacillales.f Streptococcaceae.g_ Streptococcus -

d__ Bacteria.p__ Proteobacteria.c _Gammaproteobacteria.o_ Burkholderiales.unknown

d_Bacteria.p__ Patescibacteria.c__Gracilibacteria.o __Absconditabacteriales .SR1..f Absconditabacteriales .SR1..g Absconditabacteriales .SR1. 1
d_Bacteria.p___Synergistota.c__Synergistia.o__ Synergistales.f _Synergistaceae.g__ Fretibacterium
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