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Fig.S1 Multiple sequence alignment and phylogenetic analysis of AhNsRV1 L protein. (A)AhNsRV1 L protein contains nine conservative motifs (motif I-IX); "*" indicates that amino acids are the same; ":" indicates that amino acids are conservative; the red star indicates that AhNsRV1. 
Table S1 Primers for terminal cloning and full-length verification

	
	Primer
	Primer sequences (5'-3')
	Length (bp)

	Terminal clone primer
	AhNsRV-3 RACE2
	CCTCTCGGATGACCATACCTT
	441

	
	AhNsRV-3 RACE3
	TCTGAAGCCGCATAACACCT
	253

	
	AhNsRV-5 RACE2
	GGCTATGAATGCCCTTGTTC
	565

	
	AhNsRV-5 RACE3
	CTGCTGATCCTCCGACGTTT
	207

	Detection primer
	AhNsRVF1-DW
	CTCATACGCAGCCCCTCGTG
	854

	
	AhNsRVR1-DW
	TCCACCGAGTGCGCGAATTT
	

	
	AhNsRVF2-DW
	GATCTCTTCGGCTCGGACTG
	743

	
	AhNsRVR2-DW
	GAGTATCTTCAGCGGCCCTC
	

	Validation sequence primer
	YZ-AhNsRV-F1
	GGAATTTTGGTCTCCGGTAA
	3,188

	
	YZ-AhNsRV-R1
	GACCTAGTCCGTCGAACACC
	

	
	YZ-AhNsRV-F2
	AGATGTCGCGCCACTATGA
	3,107

	
	YZ-AhNsRV-R2
	CTCGAGTTTCCGCGCCTT
	

	
	YZ-AhNsRV-F3
	GATGGACCTCCTCGGCAAG
	3,204

	
	YZ-AhNsRV-R3
	TCAGACCACATCCCCTCGAC
	


