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Supplementary Table 1  

Oligonucleotides and TaqMan Probes 
                                                                                 
 

Oligonucleotides 
 
RT-PCR 
L3mbtl2 Exon5-6* forward 5’-ACTGGGGCAAGTTCCTGAAG-3’   
   reverse 5’-TGCCTGGATGACAGTGGCGAT-3’ 
L3mbtl2 Exon8-9  forward  5’-GAAGAGCTACCTCATGAAGCGG-3’ 
   reverse  5’-CACCTGAGTCTTGTCTACAACCTC-3’ 
E2F6 Exon 2-4  forward 5’-CTTCTAGCCAGGTGTGGTGG-3’  

reverse  5’-TACCAGTGACACATCAAACCGG-3’ 
Pcgf6 Exon8-9  forward 5’-CCATTGGAAAAGAAGTTTGTGCGTG-3’ 
   reverse  5’-GCTGTATCACCTATTGCACGTCG-3’ 
Mga Exon 15-16  forward 5’-GGTGACCACACCTACTTCATCACTG -3’ 
   reverse  5’-TGTCCCTGAAGCTGTGGGTT-3’ 
Mga Exon18-19  forward 5’-GAGGATGAGGAAGATGAGAAAACTGA-3’ 
   reverse  5’-TGTCCGTCGGTAATATGCAA-3’ 
 
ChIP-qPCR 
Human CCND2  forward 5’-CGCCACCAGATCGTATCTCCTGTAA-3’  
   reverse 5’-CCTCACTCGCCAGGCTTTCT -3’ 
Human CDIP  forward 5’-CAGCCTCGTGTACATTGGGCA-3’  
   reverse 5’-GAGGCGATTTGGCCTAGAGCT-3’ 
Human CNTD1  forward 5’-GTAGGACCTTCTGCCACTGGG-3’  
   reverse 5’-GAGCTGGTGACCCTCTGGATTCT-3’ 
 
qPCR 
Meiosin   forward 5’-CATTGACATGACCAAGGCCTTGC-3’   
   reverse 5’-TGGAGGGAGTGGAGTGTTGCT -3’ 
Tex12   forward 5’-GAGAAGGATTTGAGCGATATGAGCAAGG-3’  
   reverse 5’-CTGTAAACCTCTGCTTCAGGAACTCTC -3’ 
Tdrkh   forward 5’-TTCTGGTGCCCAGAGCAGTC-3’   
   reverse 5’-GGCTGCGGGAACCAATGATTTG-3’ 
Gapdh   forward 5’-CTCAATGACAACTTTGTCAAGCTCA-3’  
   reverse 5’-TTACTCCTTGGAGGCCATGTAG-3’ 
 
 



CRISPR/Cas9 
Human MGA Exon 3 forward 5’-CACCGCATCTGGAAAGGTACTCCCA-3’  
   reverse 5’-AAACTGGGAGTACCTTTCCAGATGC-3’ 
Human MGA intron 3 forward 5’-CACCG TCATACTTGAATTGTATAC-3’   
   reverse 5’-AAACGTATACAATTCAAGTATGAC-3’ 
 
Genotyping for MGA-KO HEK293FT 
Human MGA Exon3-intron3 forward 5’-GAAAGAGCCTCAGTGGAAATATCCTG-3’  
   reverse 5’-ATGAAAATTCCAGTAAGACCCGAAGAC-3’ 
 

TaqMan probes used for qPCR 
 
Gene Symbol  Probe ID 
 
Sycp1    Mm01298009_m1 
Sycp3   Mm00488519_m1 
Hormad1  Mm00471448_m1 
Dazl   Mm03053726_s1 
Rec8   Mm00490939_m1 
Gapdh   Mm99999915_g1 
 
canonical Mga  Custom-made 

forward 5’-GAAGACCACAGCAACTCACACAC-3’  
 reverse 5’-TTTTTCATCTGCAGAGATATGGCTA-3’ 

probe 5’-TCCTTCAAACAGCAGTGTC-3’ 
 

variant Mga  Custom-made 
forward 5’-GATTCCTGAGACAGTTTCCTAAGTGA -3’  

 reverse 5’-TTTTTCATCTGCAGAGATATGGCTA-3’ 
probe 5’-TTCAGTTACCTATTAAGGTGTC-3’ 

 
                                                                                 
*Gene symbols represent mouse genes if not indicated otherwise. 
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