Biological Process

Gene Number

system development
biological adhesion
cell adhesion
anatomical structure development
developmental process
multicellular organismal development
cellular component organization
cellular component organization at cellular level
translational elongation
cellular component organization
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immune system process

defense response

immune response

regulation of immune system process
response to wounding

response to stress

positive regulation of immune system process
regulation of immune response

innate immune response

response to stimulus

Cellular Component

Gene Number

extracellular matrix 87, 39 lysosome
proteinaceous extracellular matrix 75, 39 lytic vacuole
extracellular matrix part 47 41 vacuole
extracellular region part 128156 cell periphery
cytosolic ribosome 311154 plasma membrane
cytoplasm 5311230 membrane

ribosome
cytosol

plasma membrane part
integral to plasma membrane
large ribosomal subunit intrinsic to plasma membrane
actin cytoskeleton membrane part
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Molecular Function

Gene Number

protein binding

structural molecule activity
structural constituent of ribosome
actin binding

calcium ion binding

cytoskeletal protein binding

growth factor binding

binding

integrin binding

extracellular matrix structural constituent

receptor activity
enzyme regulator activity
sugar binding
cytokine binding
protein complex binding
protein binding
1gG binding
superoxide-generating NADPH oxidase activity
chemokine binding
enzyme activator activity
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KEGG Pathway

Gene Number

ECM-receptor interaction 26{ 27 Osteoclast differentiation
Hippo signaling pathway 26[ 25 Lysosome
Regulation of actin cytoskeleton 35| 24 Phagosome
Proteoglycans in cancer 38| 24 Tuberculosis
Ribosome 39 17 Staphylococcus aureus infection
Pathways in cancer 44! 18 Chemokine signaling pathway
Focal adhesion a7l 15 Leukocyte transendothelial migration
PI3K-Akt signaling pathway 48[ 15 Natural killer cell mediated cytotoxicity
MAPK signaling pathway 24) 15 Cytokine-cytokine receptor interaction
Metabolic pathways 57| 26| Metabolic pathways
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