Table S1. The gene list of Venn diagrams from comparisions among different groups RNA-seq data

|logfc|23 up |logfc|23 down
Names __ total __ elements gene name _ GeneDescription 1062FC-WTT vs WTO _ 10g2FC-HmO vs WTO _ I0g2FC-HmT vs WTT _ log2FC-HmT vs HmO Names total __elements gene nan GeneDescription 1062FC-WTT vs WTO _ 062FC-HmO vs WTO _ Ioa2FC-HmT vs WTT _ log2FC-HmT vs HmO
WTT VS WTO
HmO VS WTO FK506 binding protein 7 [Source:ZFIN;Acc:ZDB-GENE- WTT VSWTO
B e o 1{ENSORLG00000015126 |fkbp? Conte 1o 3801173182 3202270782 3073096615 3673385009 Lm0 Ve e 16ENSORLGO0000014G0 NTRKS || oo ocine kinase 3 [Source HONG
HmT VS WTT 80331 -3.376681232 -3.216840924 0.305374514 0.146019859
WIT VS WTO zinc finger C4H2-type containing [Source:NCBI
HmO VS WTO 4|ENSORLG00000008272 |zc4h2 nger G2 o 9 4670202689 3001939255 2030345612 360900304 ENSORLG00000016104
HmT VS HmO geneAce ! - -7.128524: -16.0040411 -8.875534352 0
Tollice stumulating hormone receptor troponin | fast skeletal muscle [Source:NCBI
ENSORLGO0000010178 | fshr o e -1 483179842 3143341681 1542511536 3231453498 ENSORLGO0000000570 [TNNI2 (1 (10PORIn | fast sketeta 1910621 6 apaceass 071804 sromeast
Il [Source:ZFIN;Acc:ZDB-GENE-090601-
R ORL
ENSORLG00000021212 |mir202 11.17601082 9.160693879 2.129554969 4.145339213 EN syt3 7 3604557606 7158526943 120138983 £ 353063576
7 [Source ZFINACCZDB-
ENSORL 67 4000033622 3053130745 2106671676 3.144059506 ENSORL 45 [plppa | BosPhelld phos o 775132087 178265 129234068 o054
WIT VS WTO sperm associated antigen 6 [Source:NCBI
HmT VS HMO 30{ENSORLG00000007203 |spagé e o 3401705543 0612725443 3952205055 7.967121187 ENSORLG00000012562
HmT VS WTT geneAce ! - -15631313 -3.586601224 1245774253 041351886
dynein, axonemal, assembly factor 1 activated cyclic nucleotid d
ENSORLG00000011873 |dnaafl N . 3118367531 0.619486311 5.380838146 7.880205233 ENSORLG00000013180 |hcn4 potassium channel 4 [Source:ZFIN;Acc:ZDB-GENE-
[Source:ZFIN;Acc:ZDB- GENE-031114-4] 504 1 55 4 -3.60991705 225450279 0344393304
enkurin, TRPC channel interacting protein [Source NGBl y N
ENSORLG00000013051 |enkur cene 1011699861 5.14700118 0.300681573 4602585889 10.05075366 ENSORLG00000012434 . _6.153054236 7004404599 _0.98542019 _0.043584266
HORMA domain containing 1 [Source ZFINACC ZDB- i
ENSORLG00000015746 |normad1  [OFMA Sormar o 5361636592 2275749753 3641445334 6.727817892 ENSORLGO0000008586 3 (SouceNCE! aeneAce 1011649561 - 012644640 05021208 141330306
tryptophan hydroxylase 1 (tryptophan 5-
ENSORLG00000021628 |miRNA - 304521362 2620853084 3227303539 4552885377 ENSORLG00000005962 tphla  |monooxygenase) a [Source:ZFIN;ACG:ZDB-GENE-
0317-11 -5.318721649 -5.266341765 -100095381 -10528489
kinesin family member 17 [Source:ZFIN;Acc:ZDB-GENE- 4 _qo| dispatched RND transporter family member 3
ENSORLGO0000016947 |Kif17 oo 3062848579 0805654694 3083023322 520160389 ENSORLG00000011151 |sidkey-32] uePatched RND transporter farmly e 030521536  sasa8 00152419 1126900498
ENSORLGO0000014547 |dnasfa - 1724992933 1153403533 4710483148 1043584441 ENSORLGO0000016101 |- - 752690042 4203537088 8675534352 ~12.20090473
brotein 184C [Source NCEBI N
ENSORL TEm14C (1| UanSmEmbrane prote 3005338236 0703607745 3113399769 5415615663 ENSORLG00000018234 . s aremos0rs . Loa131601 .
Oryzias latipes synaptonemal complex protein 3 (scp3). Cell adhesion molecule 2b [Source ZFINAcC ZDB- GENE-
ENSORLGO0000009617 |sycp3 Onyzta A 3490019201 2077707477 5051444209 6.464240648 ENSORLG00000003268 |cadmzp | o2 20hest — s arssels 1 203830541 0862149
armadillo repeat containing 3 [Source ZFIN.ACC:ZDB- N
ENSORLG00000000198 |armc3 amadilo repeat 5918481962 137406716 4187003687 8731904075 ENSORLG00000004627 . 420760506 1226964 B 010517
N B} P _ Cartilage Intermediate layer protein 2 [SourceNCEI
ENSORLGO0000005527 5181814499 1785199432 3857019304 7254121033 ENSORLG00000012851 cartlage termeciate 1789338305 3419011901 12 79851028 L eplar0732
- bhydrolase domain containing 86 WITVS WO insuln like growth factor 2 MRNA binding protein 3
s a0hd8b ISource ZFIN:Acc.ZDB- GENE-130530-8051 4648400339 0320613244 4243100618 8571367198 HmT VS HmO 319|ENSORLGO0000004712 [i020P3 | 161rceNCBI cenerAce: 1011565001 _334735%611 -0.13916510; -0.584014501 -3.791717068
N N heme-binding protein souls [Source ZFIN;ACE.ZDB-
ENSORLG00000013075 5356439968 1725369874 4084621771 7666177172 ENSORL souls | neme-bindng o 101978636 1066340 & 157078100
Tatty a0id-binding protein, brain [SourceNCBl N
ENSORLGO0000013475 |fabpTa fatty acid Dndng pre 3384558086 2317149102 3747485373 4815379449 ENSORLGO0000005780 . 03850457 . s rsiasess o 8726060
Gryzias latipes uncharactenized LOCL00049341
ENSORLG00000014719 |- - 1655982607 1053028485 3390583379 9.411567133 ENSORLG00000014006 |- (LOC100049341), mRNA. [Source:RefSeq
mRNAACCNM 0011047551 -9.950317565 -0.506678364 -0.240205179 -9.602330028
ENSORLGO0000012933 |- 5 3028221534 0178837866 3777448009 6627316723 ENSORLGO0000004761 |- - 5758764739 -0.85705846 0016102156 4885110024
‘domain containing 2 nucleolar protein 12 [Source:ZFIN;ACC.ZDB-GENE-
ENSORL( 19 [MCMDC2 [Source:NCBI gene:Acc:1011719541 4038103343 0.802118521 3.974242565 7.210711371 ENSORLG00000014684 [nol12 04042610351 . 2384954716 4305279512 .
N N » acyl-CoA synthetase long chain family member 5
ENSORLGO0000017955 1560101174 1116026853 4837521021 9.368730495 ENSORLG00000011808 [acsls | 3Y-COP synthetase long chaln amly mer 033193084 0263845300 , R 979547150
NME/NMZ3 nucleoside diphosphate kinase 3 N
ENSORLG00000011728 |nme3 e e o oehna! 5750428695 1769207293 3.987446076 7969060009 ENSORLG00000000414 . - I o 0447560073
radial spoke head 9 homolog [Source:ZFIN/AGCZDB- Serine protease Inhibitor AN [Source: NCEI
ENSORLGO0000016898 |rspho e e 4.045387346 1670019497 5686046682 8061902014 ENSORLG00000012623 serpina7 | €M@ protease nhib o 87303655 0083659972 L as0116748 L ai90a6
Cila and flagella associated protein 206 N
ENSORLGO0000016753 |cfap206 e s e et 3601 4142848029 1.090518303 40337407 7.086556188 ENSORLG00000012026 . N L sa0873351 - .
RNA component of mitochondrial RNA processing
ENSORLG00000021492 |RFO0030 |endoribonuclease [SourceHGNC 472022248 3411176536 3743701416 5053234551 ENSORLG00000002190 |hsd3b7 |3 beta-hydroxysteroid dehydrogenase type 7
SvmboliAcc HGNC.100811 ISource:NCBI dene:Acc:1011728161 -3.004746749 0703167331 -4
LOC101158864 [Source:NCBI
R 47 i - A 704 4264 )4 7 ! NSORL -
ENSORLGO000000G14T |cp ©.496837043 2942645058 319460553 O751261561 “ qene:Acc 1011588641 -9.931564158 0112429239 0280815154 -1000946518
ENSORLGO0000006357 |- - 3791110015 0001803353 3182606388 5482408425 ENSORLGO0000002207 |5t dkey-91[si dkey-01115.8 [SourceZFIN:ACCZDB-GENE- 120214~ ~3472181829 0203748421 0447101972 “4122547119
ENSORLGOD00000126Z |- - 4215771634 0030126762 3758571546 794470127 ENSORLGO0000017622 |- - 4758214627 ~2.279200516 ~1.334354436 3812793357
Tekiin 2 (testiculan) [Source:ZFINACC ZDB- GENE- general Tactor 1A, b [Source ZFIN;ACC:ZDB-
ENSORLGO0000009043 |tekt2 s e 1560916683 0 345752318 19.15718159 ENSORL gzab | genere tanseription . 0628113366 872800461 L osg170082
‘ATPase Na+/K+ transporting subunit alpha 3 Tatty acid-binding protein, adipocyte [Source:NCBI
ENSORLGO0000013101 |atplaBh ;1758 2 (e tansporting Subuiy o 3083073646 1707872154 3008363566 4304050234 ENSORLG00000008282 [fabpiib | ding pro I ousu67277 | 100458601 I
N N , dynein, axonemal, heavy polypeptide 9 fike
ENSORLG00000012392 3895012308 0028241434 3746739058 7671377194 ENSORLG00000014526 [dnahol | (hnein, axenemal heawy polypepice ¢ | 6 16509001 0046502175 5 166047475 s oasera10n
Oryzias latipes uncharacterized LOC100049340
ENSORLGO00000009736 |sich211-10a2 ;‘15“2“'10523 2 [Source:ZFIN;Acc:ZDB-GENE-090313- 3146303838 -1.252440945 5059324895 9.458551284 ENSORLG00000014764 |- (LOC100049340), mRNA. [Source:RefSeq
M 0011047541 956078114 0249123792 413127293 7306616
B Sperm associated antigen B [Source NCBI "
ENSORLGO0000013668 e oot 3414812202 0.040824723 4809652536 9.255774646 ENSORLGO0000007674 . 621708500 0163770915 ) B
Hmo VS WTO urinergic receptor P2X, ligand-gated ion channel, 1
HmT VS HmO 6{ENSORLG00000011773 | p2ixd e ety g 310262546 3797133995 4.908527298 421450558 ENSORLGO0000010471 |pousf3  [POU domain, class 5, transcription factor 3
HmT VS WIT - [Source:ZFIN:Acc.ZDB- GENE-980526 -485] -0.056931741 0254230554 0127474048 -9.18321196
Complex protein 1 [Source:ZFINACCZDB- " [ibosyldihydronicotinamide dehydrogenase [quinone]
ENSORL sycpl B 3480840562 4308072185 1192527876 4127856045 ENSORLG00000017876 [ngo1  [POS/ditydronicotnamide dehydr . 0249174350 o 540530954
Charged multivesicular body protein 6a , N
ENSORLGO0000007440 [chmpea | chargec muitvesicular bod preten e 5250784553 3537651066 1182570073 3037743296 ENSORLGO0000007929 . 0 20E L0840 ) , ) e
semaphorin 7A [Source:ZFINGAcc:ZDB- GENE-030131- acid phosphatase 52, tartrate resstant
ENSORLGO0000007240 [sema7a B 1177530426 3116252503 5514952305 3576714422 ENSORLGO0000014660 [acpsa | 3¢1d Phosphatase Ba. tartate rassant & 4164001 800507924 ) s0a1ad 641063340
Oryzias latipes uncharacterized LOC100169838
ENSORLG00000010797 |- - 2322035831 3288275621 5428895759 4464040894 ENSORLGO0000013975 |- (LOC100169838), mRNA. [Source:RefSeq
NM 0011285111 -9.702561103 -0.23831485 -1.2256004 -10.68936201
B [OC111047378 [Source:NCBI 3y oL
ENSORLG00000001409 aeneAcc:1110473761 0798799623 4039036248 6427469203 3596114735 N e 1 [Source:NCBI aene:Ace:1011670071 E -0.256455224 0043725867 -3.603844704
WIT VS WTO B B B Ny ysophosphatidic acid receptor 2a [Source:ZFIN:ACCZDB-
A 53| ENSORLG00000009233 4580801179 3081195483 1946640064 0446548491 ENSORLG00000006496 [Iparza | YSoBhosphatidic a ) 0148944795 L J0sanal ot195085
B ) kinesin family member 165D [Source ZFIN:ACc.ZDB-
ENSORLG00000004518 5158711987 4673083955 1395570247 1881684417 ENSORLG00000012033 ifisbb | Spesin famly mem: P 075539297 054536440 365819079
GUIS family zinc finger 25 [Source ZFIN; Acc.ZDB-GENE-
7! I 4, A 7¢ - - 714
ENSORLGO0000008275 | is20 0912041201 554374498 340222675 1955989538 08035671 ENSORLGO0000007816 |20 16259), 4162592 ISource ZFIN:Ace:ZDB- GENE-030131-54001 -9.224100033 0041985224 121814679 -8.047450732
ENSORLGOUU0000 7164 [cianT5a |claudin 16 [SourceNCBI qeneAcc 1011683241 367797168 3030056057 277770765 3390375485 ENSORLGO0000016747 |- - ~11.7178397 1272922771 2731154838 ~1025011776
nuclear receptor subfamily 5 group A member 1 R R
ENSORLGO0000016486 |nrSal e e e oasen 5535095217 3.109616507 0.793208992 1632754445 ENSORLG00000014710 . 069500461 0006834620 845254126 L 3684048
transmembrane protein 45A [Source:NCEI B} N
ENSORLGO0000016145 |tmemdsa | "ensmeniare prote 6.109702883 3430346209 1751838184 0.928003373 ENSORLG00000012527 . 0 5400065 10860 0488171376 o 153556
ENSORLG00000009249 |- prosaposin [Source:NCBI gene;Acc:101171262] 4765464582 3.081077362 -1.792262926 -0.10739068 ENSORL - é'e"nce o nas-4 [Source:NCBI 4 se50a 028571430 0031131381 4s1017718
ENSORLGO0000005438 |2gc:194189 | 2qc:194189 [Source:ZFIN:Acc:ZDB-GENE-081022-71] 3430019852 3115729604 0.940567127 1255342151 ENSORLG00000014910 |vidlr |1 Jow derlty Iipoprotein receptor [SourceNCE! y— . s asa140
CXXC finger protein 5a [Source ZFINACC ZDB-GENE- 3y N oL Slement binding protein 1
ENSORLGO0000006108 |cxxc5a X anger e 3.366420691 3170021278 0.976654125 0779769456 EN cpento | yioPIasTIc polyadenyiation eemen bi 180743 0238915 063164 A B1653655
Cysteine and glycine-rich protein 1b B N
ENSORLGO0000007008 |csrplb e R o 0. 2521 4580562905 3037426078 0223655733 1319966217 ENSORLG00000017591 . -, 0189764766 s e arson




- Collagen beta(1-O)galactosyltranserase 1 N Uncharacterized LOCI01174542 [Source:NCBI
ENSORLG00000006626 |colgaltl |LSOUYC& ZFIN-Acc ZDB-GENE-070720-61 3745018625 3.262852646 0663240725 1.145892766 ENSORLG00000013640 gene: 1 281 0.8404004 0 00 47568084
. Serpin family F member 1 [Source:NCBI ’ B N ooon cell death-inducing p53-target protein 1 [Source:NCBI
ENSORLGO0000013447 |serpinfl serb o 912306731 3796536828 118090841 0.064653555 ENSORLG00000009100 cell death Indueno P 239807400 009610095 458462335 776988707
angiopoetin-like 1a [Source ZFIN; Acc ZDB- GENE- 3y ~ N
ENSORLG00000014624 |angptlla 040724-2691 3560295457 3.024937164 0.850921516 0.315078264 ENSORLG00000000170 N 41404893 0.345512436 01 19624 _4.643413631
discoidin domain receptor family, member 2. Tike N
ENSORLGO0000017193 |ddr2l e e ey 4344868418 3054914442 1139668763 0.150770164 ENSORLGO0000016838 ) — 0621853955 467765405 743310335
- ber 9 Solute carrier family 7 (amino acid transporter ight chain,
ENSORLG00000012192 |igsfb SourcegFNACe ZuDsr;g‘V‘Ey gé%gl;'za] 6.382557233 3.989783141 -0.410483294 1.982774881 ENSORLG00000015343 [slc7a6  |y+L system), member 6 [Source:ZFIN;Acc:ZDB-GENE-
000607-211 -7.976256403 -0.735475826 -0.0666539 -7.306949207
- 4 [Source:NCBI aene:Acc:1011572191 4.309331461 3.449827947 -1.214868269 -0.354879143 ENSORLG00000016451 |- - -19.95760283 1.07547097 17.8696786 -3162905109
un-named saB21 [Source:ZFIN;Acc:ZDB-GENE-120727- 4 ~ 4
unmsag2l |4 39631043 3800150471 0.147461252 0.00698000 ENSORLG00000011707 ) 1804123926 oot 1267865046 034684136
- 4457615538 TIAT305187 0356965889 0045173012 ENSORLGO0000016394 - =5 326444655 -004369923 1306802726 ~3.975451802
macrophage expressed 1, tandem duplicate 2 3y —|idkeyp-77n1.4 [Source:ZFIN:Acc.ZDB- GENE-050208-
M2 |iSource:ZFINiAce ZDB- GENE-050522-3051 3675401599 3133134863 0486262693 0054486691 ENSORLG00000012996 [sickeyp-1] ) -5116160922 0150826531 0963226758 6220728524
- 419254494 4.174137923 -0.10941416 -0.090521211 ENSORLG00000000479 |- - -3674165341 -0.635473602 -2.295757238 -5.333964076
| T beta [Source:ZFIN; Acc.ZDB- GENE- " B 02624054 ! neral Tactor 1A, 1-like
ENSORL dnase2d  |ooospa-21 3624018491 323121662 085669195 026240545 ENSORL ot2al | e 7 AGe 7B GENE-060329-281 -4.045258778 -1.007846365 ~0.718606576 3755533056
S100 calium inding protein AT BourceNCal -
ENSORLG00000015694 [s100a1 cene 1011 4105175152 3.703422815 0.044587711 0.44682556 ENSORLG00000009822 |gpc3 u\vml:arv 3 lSuurl:E ZFIN:AceZDB-GENE-031212-11 318261946 _0.296363514 0793020037 3678791
- prrS— P fascin dling protein 1a [Source ZFIN;Acc.ZDB-
ENSORLG00000007058 |anxa6 annexin A6 [Source:NCBI gene:Acc: 101156586] 390067193 3637971359 1175589209 1438773478 ENSORL 4 Jrsenta  |fascn actin. burd 500779226 0295431017 T 930142631
N venetie ororem recentor e 18 Oryzias latipes prepro-gonadotropin-releasing hormone
ENSORLG00000005565 |bmprlba [S‘;”j;:‘;jgé“’gzxz ::ETDTF‘/TL;;GQ] o type 3.223283729 3.204637127 0.953575787 0.972707489 ENSORLG00000005824 |gnrh3  |(gnrh3), MRNA. [SourceRefSeq
genex 046721 -16.42658696 3.298120449 10.25296104 -9.471256466
ENSORLG00000008324 |- - 3712113041 3.218810188 0.052097993 0.545886094 ENSORLGO0000006614 |- - -10.73578175 -0.39239789 2157105336 -8185792571
nck-associated protein 1-like [Source NCBI 2257 B 0705454
ENSORLG00000005002 |zgei172352 | 2°F ¢ o 3004530137 3.144574051 0565896916 0705454963 ENSORLGO0000008830 ) 033768879 0455950359 0170718952 T
atypical chemokine receptor 4b [Source ZFIN.ACC ZDB- B} N
ENSORLG00000010254 |ackrdb GENE-051107-101 4.285884495 3.031618328 1.170240815 0.084510185 ENSORLG00000013324 N _9.91431088 0549933347 0444550114 _9.808453368
ENSORLG00000002043 |- - 3.746706433 3.151766933 -1.016293398 -0.420869299 ENSORLG00000006290 |- oerilinin-2 [Source:NCBI aene:Acc:1011626611 -6.550395139 0.207557616 1.064900547 -569256737
ENSORLG00000011703 |- - 5.500289208 6.118063842 2.456587776 1839301238 ENSORLG00000001973 |- - -7.035948093 -0.503678923 181226858 -4 719515466
potassium channel tetramerization domain containing 4 " B .
ENSORLGO0000015490 | ketd4 [Source:NCBI ene:Acc: 1011646011 5599917505 3456299644 0165210056 1981891522 ENSORLGO0000017272 |ocnb | ocetudin b ISource ZFIN:Ace ZDB-GENE-041212-431 -3.248767566 -0.685503354 -1.450212479 -4.021992¢
immediate early response 5-like [Source ZFIN.ACC ZDB- , o V-box binding protein 2 [Source:NCBI
ENSORLG00000013481 |ier5| GENE-030131-51341 5.001963571 3.065833103 1.300395401 0.636219833 EN YBX2 sene 1 _4.19800! 1 0136937094 0,680 24 4741472072
. si:dkey-178e17.3 [Source:ZFIN;Acc:ZDB-GENE-081104-
ENSORLG00000002270 |sickey-178e1 | 324 5560741954 4557050691 0.108013835 1121192114 ENSORLG00000011305 . — sg1as7077 063744349 .
ENSORLGO0000002674 |- - 4.079306030 3230174931 0181735387 1881442437 ENSORLGO0000002186 - 5610047101 2719927241 5424886210 ~3104604506
ENSORLGO0000013448 [crin ornifelin [Source ZFINAcc Z0B-GENE-040912-1101 5580662363 3.260663/12 ~0.395482736 1916001479 ENSORLG00000005299 - ~9.730075001 ~1185624324 2862376441 ~11.40634566
‘tumor protein p63 regulated 1 like [Source:NCBI N N annexin AL3, like [Source:ZFIN;Acc.ZDB-GENE-050522-
ENSORLG00000004473 [tprgll GeneAcc:1011557671 4362784547 3.800078539 0.930139638 0.366946933 ENSORLG00000009392 [anxal3l 3101 501365133 0,664169809 1111267259 7688603922
ENSORLG00000016844 |- - 7.460092527 5.006886361 -1.134324869 1.31936687 ENSORLG00000005293 |- - -9.460224762 -0.970301521 -0.924015959 -9.413454292
a releasing hormone binding protein " B 4554
ENSO crhbp [Source:NCBI ene:Acc: 1011748461 5485636957 433656461 0140310077 1009245542 ENSORLE00000000667 - -1023834015 -0186345280 0789347857 -9.26216187
ENSORLGO0000013041 |- - 5572424885 303447117 493567560 2307436318 ENSORLGO0000014466 - -1004270217 0057219837 ~0507516415 ~10607013%4
solute carrier family 24 (sodium/potassium/calcium
ENSORLG00000002668 |crabp2b Cg”“‘a' noe ECZ‘”D‘;"(‘;”['LQE ‘g;;‘gszvsg 6505387739 4201659903 -1.409248361 0894962352 ENSORLG00000011649 |slc24adb  |exchanger), member 4b [Source:ZFINAc:ZDB- GENE-
[Source: Acc: - - -52] 081031-751 -6.465759017 -0.573747351 -0.0040213: -5.89554763
N Ny - forkhead box O6 b [Source ZFIN;ACC ZDB- GENE-
ENSORLGO0000015826 - 4225036965 3308211321 0916178276 0.017966824 ENSORLG00000008208 fowop | ferkfiead box B 01209163 I 4 793608237
Chionde intracellular channel 1 [Source ZFINACCZDB- gy
ENSORLG00000002139 |clicl GENE-030131-32021 5.991976868 4615823048 0.887364126 0.489274302 ENSORLG00000013123 [apodb (1 D ISource:NCBI aene: 101170; ) _3.643905641 0703713594 0. 1261 .
solute carrier organic anion transporter family, member
ENSORLGO0000013415 [sico2b1 e o L sPorte Jor) 4633354668 4901017706 0501445658 0234267601 ENSORLGO0000007054 . 019895954 0996862464 64668 .
emopamil binding protein (sterol isomerase) N
ENSORLG00000008139 |ebp [Source:NCBI aene:Acc: 1011554301 3.232291343 3.082946568 0.049948792 0.199779177 ENSORLG00000005787 N _6.97490696° _0.2601 6 0.93241 1 5772083875
5100 calcium binding protein W [Source:ZFIN;Acc:ZDB- 4
ENSORLGO0000009908 |s100w S 3102811449 372868243 1046018681 0511533985 ENSORLG00000007232 . 123985136 o505l 0920313 & 45408389
ENSORLGO0000001534 |- - 3378600006 3131018331 1074791763 1300650656 ENSORLGO0000011847 - 1036466735 15072360 1836213921 ~1012520247
Sarine incorporator 5 [Source ZFINACC ZDB-GENE- Gelta-Tike 2 homolog (Drosophila)
ENSORLGO000000BIOS | serinc5 ot ot 3163302576 324047036 1085841148 1009157824 ENSORLG00000003193 |diz | deta-ike 2 homolog (Drecentle) ; R — 790595011 so57314748
CKLF-like MARVEL transmembrane domain-containing R
ENSORLG00000005483 |cmim3 e et 4076351308 3306896208 0.157003943 0502035781 ENSORLG00000007540 010524116 506501510 L gr9385138 0487550026
, B gy N Uncharacterized LCCIOIIE3525 BourseNCHl
ENSORLG00000017221 5350426031 4162842957 0.318622097 0878445799 ENSORLG00000002406 e o 038701843 0251730853 057381073 070426020
e " neurexophilin 1 [Sourcc ZFIN; Acc.ZDB- GENE-040718-
ENSORLGO0000016332 |rpz5 rapunzel 5 [Source:ZFIN;Acc:ZDB- GENE-030131-4678] 4.487087377 3553206232 0478041659 1412317982 ENSORLG00000010287 [nxph1 o4 122309958 0372314868 1647231029 146909592
ENSORLGO0000012432 |- - 3758580022 3005471535 0072409573 0308806701 ENSORLGO0000008939 - ~3572650683 ~0520338165 0563257317 3615314962
, Sperm aCrosome membrane-associated protein 4 3} ~ N
ENSORLGO0000002102 e e vt 6.233755506 6.470037049 0.233378454 0460183417 ENSORLG00000007517 . 4 75aas1as F—— 0031615251 ;
N N , integral membranc protein 2Cb [Source ZFIN.ACE:ZDB-
ENSORLGO0000013987 3071497261 4323353518 0597602449 0653769062 ENSORLG00000016630 itmzeb | 101 merbrane p e | 0083850 872401178 6 326850143
b
ORL - B proteolipid protein 1a [Source:ZFIN;Acc:ZDB-GENE-
EN 10 [Source:NCBI qeneAce: 1011576231 7726486009 3826130661 1815920914 2086919601 ENSORLGO0000006441 [PIP12 |0109-11 -7.861118663 -0.175495905 082600718 6850130714
WTT VSWTO
s 382|ENSORLG00000002103 | cfi1 cofilin 1 [Source:NCBI gene:Ace:101173715] 4.105638742 0.934616169 0.750848152 401185559 ENSORLG00000000430 . 55209754 03410504 055180403 e
ENSORLGO0000000235 [cenda. uclin D3 [Source ZFIN Acc ZDB-GENE-041010-1101 3290076829 T 156680513 1289776812 3473657784 ENSORLGO0000017712 - ~10.42040473 1573002857 1442616777 6566749024
elch Tike family member 24 (Source:NCBI
ENSORLG00000015B10 |Kihi2da Leeh 4822878581 1665182985 0333252751 3491433659 ENSORLG00000004844 |scan SourceNCEl aeneAce 1011574821 410526740 0243636504 750551806 098971046
Solute carrier family 7 (amino acid transporter Tght
ENSORLGO0000007494 [slc7a8a chain, L system), member 8a [Source:ZFIN:Acc:ZDB- 4656047 1243791271 -0219053697 3193687702 ENSORLG00000007474 [bircSb [ baculoviral IAP repeat containing 5b
(GENE-121120-21 [Source:ZFIN:Acc:ZDB- GENE-030826.-21, -9.010054909 1388108877 -13.14018501 2354745105
LOC101172640 [Source:NCEl
ORL - B R
EN: e ol 5731809044 0.1418744 1315140363 4275279989 ENSORLGO0000006822 . o aanienae I T— 144796791
dynein cytoplasmic 1 intermediate chain 1
ENSORLGO0000004516 [PYNCIL | iSource HGNC SvmbolAccHGNC:29631 5416735571 09943656264 0215795223 4638609112 ENSORLGO0000004278 |93 | g familv GTpase 3 ISource:NCBI aene:Acc:1011676871 -3731044833 -0.570568349 -1.057705502 4217607285
PRELI domain containing 3A [Source: ZFIN;ACC.ZDB- dynein light chain 2, cytoplasmic [Source:NCBI
ENSORLGO0000005707 prelidda | PRC! SOTal come 4758728158 1821237526 0951363412 3880336418 ENSORLG00000005302 [DYNLLz | /mein Toht chan 2 ¢ e anionee 0590539915 — —
alanyl (membrane) aminopeptidase b 3 N
ENSORLG00000014593 |anpepb e 12531 4805610066 4168778223 558233721 3302536533 ENSORLG00000016591 . ¢ 185381057 201553642 L 165518495 180409
ENSORLGO0000012691 |- - A7A651I71L 1756607348 03368006 3327101163 ENSORLGO0000014378 |- - 6244967732 ~0.209626794 2546047053 3666600334
ENSORLG00000017054 |xgb neuroglobin [Source:NCBI gene;Acc:101172860] 299533571 2417644998 0919002264 3497173627 ENSORLG00000001059 |ksr2 g‘;gf‘;ffé’sj{ﬁswm as 2 [Source: ZFIN;Acc:ZDB-GENE- 6738206490 0816044350 0571210738 »
NK3 homeobox 3 [Source ZFIN; Ace. ZDB- GENE-050306- ) LOCIOTEGHE31 [Source NCEl
ENSORLGO0000007716 | nko3.3 " 7801880415 3700995376 1211568895 5303937369 ENSORL 10 uncharecterized | 479753016 0254790028 L 076831297 I
ENSORLGO0000004820 [20c:92162 [ 2ac92162 ISource ZFIN-Acc.ZDB- GENE-040718-411 1703811554 261517301 2582887165 7006292357 ENSORLGO0000004746 | 4851516457 0652638843 0100876786 4007215685
uncharac(enzed LOCTIIOAEE00 [SourceNCel
ENSORLGO0000013055 |cryl1 crystallin lambda 1 [Source:NCBI geneAcc:101167739] 300753812 190359093 2200716254 3305148652 ENSORLG00000013310 |- uncharacterze 0171354178 o 103816 0664613443 —
nGsitol polyphosphate-4-phosphatase type | Aa - allalin p\acema\ [Source HGNC
ENSORLG00000012384 |inppdaa I@UTCE ZFIN:AccZDB-GENE-060312-51 4.294789863 0.306711782 0510113714 4.498675752 EN! ALPP Svmhol AccHGNC:4391 421555279 0.11684530: 0717870047
B DELTA-stich “Herda [Source:NCBI N B N
ENSORLGO0000014023 e 5543341965 0540047394 2487810539 3506064188 ENSORLG00000002819 . 066985556 0000539058 2370183 & 790783846
ENSORLGO0000016616 [etvi ets veriont 1 [Source ZFINACCZDB-GENE-070104 11 T539148576 0554058555 0486351559 3498322729 ENSORLGO0000015041 |- - ~16.95129075 103104744 1253673214 5443115796
RABI5, member RAS oncogene family [Source:NCBI ) Serpin family A member 10 [Source: NCEI
ENSORLGO0000010846 |rab15 e 346962808 0.178627175 1671586096 4963070207 ENSORLG00000016020 serpin farmly / 019733292 0533488801 oir73rs7 051260151
kinase non-catalytic C-lobe domain containing 1
NI 77 )4 A 7 -
ENSORLGO0000000629 |KNDC1 e e e 3464233771 123059426 1189676058 3423801719 ENSORLGO0000006604 . — —— — 092290376
sonic hedgehog a [Source: ZFIN;Acc:ZDB- GENE-980526.- ) B ~2¢|S:cN73-36410.1 [Source ZFIN;Acc.ZDB- GENE-031010-
ENSORLG00000010463 |shha o 6.109684052 0357304146 2184601511 4372860241 ENSORLG00000012251 sch73-3¢] 550 1370455 06153603 0366009246 4551597
SLAIN motif family, member 1a [Source ZFIN:ACC.ZDB- nydroxysteroid (17-beta) dehydrogenase 1
4 sl -0.7990407( - 7¢ 71
ENSORLGO0000011524 |slainia GENE-030131-77511 3771621928 0799040702 0391779784 421956955 ENSORLG00000004159 [RA1T0 | 611 roeizFiN:Acc:Z0B-GENE-040301-51 18 08951926 1333385639 1420367353 6028740068
ENSORLGUO0000T1173 | FBLNI (1 of mfibulin 1 [Source HGNC Svmbol:Acc HGNC:36001 6316783627 703824576 1075010287 3253006553 ENSORLGO000000370Z |~ - ~9.63380735 20217805443 0840621705 ~10.25613847
small nucleolar RNA SNORD15 [Source:NCBI
ENSORLG00000021105 |RFO0067 |Smal pucieoar VA3 6.705224189 4508042221 1145527335 3253201269 ENSORLG00000010007 |- . s ousea o eo61504 L 105480406 036130




Tegulatory Tactor X, 2 (influences HLA class Tl expression) )
ENSORLG00000009257 |rfx2 [Source ZFIN-Acc.ZDB- GENE-050227-41 3.413115127 0.657091616 2150464135 4.906971602 ENSORLG00000001008 N 4780789981 0071737934 141764234 612621276
ENSORLGO0000002935 claudin-4-like [Source NCBI ene-Acc- 1011673881 2560714049 2111161768 510617441 TB51761887 ENSORLGO0000005677 | meoln? | mucolioin 2 fSource7FIN Ace ZDB- GENE-040476-6921 ~5.567866055 0500330727 1515585626 2552126418
neurobeachin-like 1 [Source:ZFIN:Acc:ZDB-GENE-
ENSORLG00000004184 | nbeall [iSecEar 4472222338 1080626743 0064442123 3.456524471 ENSORLGOOD00000251 [zar1 [, 0 o NCB aeneAce 1011756331 51074767 . 0157888557 —
eb kinesin-like protein KIF20A [Source:NCBI
ORI -
£ pthinb Femten S i 98- CENE 108512061 S9r041TAT 9663967195 0486625564 16121718 ENSORLGO0000005341 |20¢:56231] 04741 -11.05043303 -0,047930206 94023 -7.107920798
B fokiead boxHi [Soutce ZFIV Aco 208 GENE-CO0o16-
ENSORLG00000002595 4364194358 0.470667191 049102291 4385082009 ENSORLG00000007331 |foxn1 034045708 0391980485 s0e189502 sasTI0170
Cion73a_|claudin 23a [Source ZFINACC ZDB-GENE 001204261 5726625279 ~1176318065 2543207484 Z360126736 ENSORLG00000000989 1621776804 6.333207458 1013616805 “12.41432435
structural maintenance of chromosomes 16 oolymerase (RNA) T ONA drected) Ppepice G
smetb [Source: ZFIN:Acc:ZDB-GENE-091217-11 6.006449491 1848646629 2439564261 6597851998 ENSORLGO0000010513 |poliS9 |16, co 7N AccZDB-GENE-081104-312 -5.779754047 1525190813 1538666397 -5765793238
- - 4458064819 2.450091418 1.760995654 3.769453019 ENSORLG00000002846 |zac:66455|zac:66455 [Source:ZFIN:Acc:ZDB-GENE - U4D425 16421 -8930810291 -0.632908266 -1907882553 -10.20529397
Collagen type XVIl alpha 1 chain a Ny
ENSORG00000014422[eottats |5 087 DRE, S ook G e 4729891899 0531094404 0354219699 3845063788 ENSORLGO0000009867 . 009067689 013529606 0352481705 00704998
2 ankyrin repeat domain 34Bb [Source ZFIN:AcCZDB-
ORL
£ g2pdhs |§ouvce N cene e nOr 57750 4106604945 1449390978 0515220027 3173118836 ENSORLG00000017255 |ankid34b) Genie-50526-101 -4.840070273 -0.936507271 -107463431 -5.877712850
protein tyrosine phosphatase, receptor type. T
ENSORLG00000001644 |ppfia3 polypeptide (PTPRF), interacting protein (liprin), alpha 3 4572778421 138379045 0505213535 3694683843 ENSORLG00000011280 |-
Source:ZFIN:Acc:ZDB- GENE-100311-3] - 760472679 -063520316 -1037210831
ankyrin repeat and sterile alpha motif domain containing y " Colled-coll domain containing 59 [Source:NCBI
ENSORLG00000008704 |anksdb 4B [Source:ZFIN:Acc ZDB-GENE-040704-291 3.895238948 0.068839162 -0.084096836 3.880466358 ENSORLG00000014848 [ccdc59 Gene: 1678361 1654662863 3555423959 16.59110578 3510456422
ENSORLG00000005618 |- - 3.996680976 1084004156 1.207444008 4.120607094 ENSORLGO0000003758 |- - -6.885525201 0.240929367 2272061014 -4.853911337
ENSORLG00000013495 |- - 4789529209 0.596273652 -1.136699746 3.057040832 ENSORLG00000018174 |- - -8429628755 -0.561068368 -1730846567 -9.598921487
a Keratin, type | cytoskeletal 20 [Source:NCBI B N
ENSORLG00000000227 | oytoske 4654698718 1637043786 2931008482 3361218806 ENSORLGO0D00009820 [eloal [\ o N Ace DB GENE. 131029.21 420914156 081100301 . .
_ bone protein 15 [Source:ZFIN;Acc:ZDB-
ENSORLG00000011785 - 5.25450014 1.496436242 1.666433973 5.424982479 ENSORL bmpl15 GENE-030131-61151 781986813 _0.491621741 01 111 7144209989
Poly(A) binding protein, cytoplasmic 4 (inducible form) )
ENSORLG00000017479 |pabpcs g P oo et 6.161232848 1628489243 14894979 3043728774 ENSORLG00000005278 . 1 3u0855 Y 12 24195032 o aa4570378
spinster homolog 3 (Drosophila) [Source ZFINACCZDB- " N
ENSORLG00000011554 [spns3 GENE-060531-71 5.195504197 1.336677772 0504045406 3.35526502 ENSORLG00000015055 N 5250049266 1136849438 1144730308 7530045824
ENSORLGOD000000554 | - - 360531754 1160176352 075543534 3381061014 ENSORLGO00000T5660 |- - ~1001882074 -0.53186484 0526812087 ~1001320322
Oryzias latipes ZPA domain containing protein
ENSORLG00000014773 |dnmt3ba '[Jsgjé‘eyé‘;meA;i‘Z)‘D';?‘thh‘jE’(‘)Sgg?ffj]be‘a- duplicate a 484038215 1619332824 0467512866 3689046549 ENSORLG00000012471 |sidkeyp-£{(LOC100049331), mRNA. [Source:RefSeq
mRNAACGNM 0011047461 1025056109 -0,633413036 -0.212560974 -9 9
reductase large subunit maternal 59,10 protein [Source:NCET
ENSORL rrml [Source:NCBI aene:Ace:1011561881 4257526199 1.821643175 1525784142 3.962152122 ENSORLG00000015491 (btg4 gene: 61 1076101894 _0.080: 69 0142916556 10, 19334
Oryzias latipes transcription factor 3 (tcf3), mRNA. "
ENSORLG00000015259 |tcf3 B e 4978650412 2348394123 0520751792 3151502352 ENSORLG00000002209 . 756103895 A reo0usss ) Jsasisar0 03130876
a6z |Sidkey-38p12.3 [Source ZFIN;Acc:ZDB- GENE-060810- N N
ENSORLGO0000006596 [sichey-38p12 Sk 6.465020091 1880745953 0819526599 3765232652 ENSORLG00000017820 . . 1 205558042 o000 & marors
ENSORLGOD000008572 [chrdl2 chordin-Tike 2 [Source ZFIN Acc 7DB-GENE -0B1104- 019085600 0527074076 432560765 7927063622 ENSORLGO0000001672 |- - 9574171083 ~0.358810801 0697105289 5912061885
ENSORLGO0000004265 |- - 3985114675 0430285126 0542055713 3015250151 ENSORLGO0000007171 [nin? | netrin 2 [Source ZFINAcc 7DB-GENE-050310-21 ~3.188858202 008466339 2756995383 ~6.030031565
ENSORLGOD000001451 |- . 5965325724 0737917132 0.084455825 5685186741 ENSORLGO0000D14505 | - - 0444173414 1713166209 5132185508 ~6.024669691
Teucine rich adaptor protein 1 Tike [Source HGNC
ENSORLGO0000004300 [LURAPIL  [[Sucine fch adaptor prote 3.195543954 020630291 0337766854 3327493142 ENSORLG00000011315 . 10151319 137086780 44819591 29383013
ENSORLGOD0000361E |- - 6003897432 689915623 0462541342 4777007758 ENSORLG00000007464 - 1024469652 ~0.150790844 0303614215 ~0.780805908
ENSORLGO0000015534 |- - 6.055150587 1710016656 02717280774 4622899499 ENSORLG00000013617 - “16.22177477 1660536855 0 ~1788231610
- inverted formin, FH2 and WH2 domain containing
ENSORLGO0000011961 - 6234856338 1441300909 0123020267 4917058777 ENSORLG00000016975 [INF2  [nverted formi V2 domain o 5 017965963 o To849614 . -
ATP-binding cassette, sub-family A (ABC1), member 12 ONA damage-nducible ranscript &-Tke proren
ENSORLG00000016083 [abcal2 ATP binding cessette, sub iy AtABCD. 5272504071 1987706211 0530419601 386579514 ENSORLG00000009764 RN damage-inducible trans ) ., I L 33090190 .
type-4 ice-structuring protein LS-12 [Source:NCBI N
ENSORLG00000016252 |afpd ype-d lce-structuring 5321170818 1834770229 1376936375 4863825713 ENSORLG00000002720 . o erenan L os0904196 os0as7ast
Kinesin family member SC [Source HONC Flomeobox 1
ENSORLGO0000000106 | IFSC Sumbol:Acc:HGNC:63251 3379564699 0141126051 017615624 3417096361 ENSORL 8 |OMBX! | i5ource HGNC Svmbol:Acc HGNC:190261 -6.470456873 -0.747584043 -1.083743008 -6.806130373
ENSORLGO000000L73L |- - 4.884957988 ~12.75022451 2606410025 2044110158 ENSORLGO0000013694 [70c'92287]20c:92287 [Source ZFIN: Acc.ZDB- GENE -040718-3501 7823155989 0811493647 4699003797 ~3.0350710769
ENSORLGO0000011459 [cldntTa |claudin-11 fSource NCBI aene Acc TOTT661731 3918250861 1175069322 0335325343 3078992007 ENSORLGO0000017881 | - - 9665611776 ~1011054357 2454548729 ~11.12902983
dynein, axonemal, heavy chain 2 (Source:ZFINACCZDB- N
ENSORLGO0000003766 |dnah2 dymein, axonermal. 3990244664 1461317781 2272335461 4801747523 ENSORLGO0000003574 . ossreras 740954 11629050 o srseis
ENSORLG00000009335 | nanos2 jones homolog 2 [Source:ZFIN:Acc:ZDB-GENE-130321- 17.00129075 0 0312310676 17.31409293 ENSORLG00000013868 . 1 0691565 0077383325 133840 . .
TTaTT domain family, member 6a
R 7¢ 14; - 7 4, 7 NSORI [t
ENSORLG00000001876 |gdpdda containing 4 [Source:ZFIN ACE ZDB- GENE 091204 6005890012 1109936805 058026179 316178333 ENSORL arpsa |12 rbonucieoprotein domai famly. memee I I L 159020749 s rasisane
ENSORLGOD000007157 [Cidnk claudin4-Tike [Source NCBI GeneAcc 1011653951 6605029758 0422086643 7030317619 7100089079 ENSORLG00000008834 |- ~10.42901612 0257815864 0641335367 ~11.3276623
fatty acid-binding protein, ver [Source:NCBI , B p\(mlary Fomecboc3 ource NCel
ENSORLGO0000014794 [fabp10a |21 acid-binding prc 4085694224 1852225138 1505454559 4442940477 ENSORLGO0000001148 [pincg [ PIultery homeobox ot 006360085 ] 330358570
N uncharacterized LOCI01162703 [SourceNCBY " N
ENSORLG00000007598 e o] 5353462884 0253138558 0125634578 4.974976042 ENSORLGO0000007814 e 0745001 1500016 0726505226 5 3980046
62na|Sich73-26223.4 [Source ZFIN; Acc.ZDB- GENE-081081 - delta e non-canonical Notch igand 1 [Source HGNG
ENSORLGO0000001689 [sich73-262n2] 3553542058 1205393302 0945548263 3294182085 ENSORLG00000014546 (DKt |delta ke non. canonical 667714377 ousTs01158 ) isa3s678 s
SK/DACH domain containing 1 [Source:HGNG " N
ENSORLG00000007246 |SKIDA e o 6000598384 2412124008 001070189 358725632 ENSORLGO0000009535 T 0684817012 R —
botassium voltage-gated channel, subfamily H (eag-
ENSORLG00000012041 |KCNQ4 gﬁéf)sj‘vg'e“;g:\“f’cgggah‘sfﬂ‘fggﬂ é“ggg"y Q member 4548630459 0.333640857 017085754 438633313 ENSORLGO0000004060 |kenhia 1e\a(ed) member 1a [Source: ZFIN;Acc:ZDB- GENE-
ymbol 06122611 -4.92661314 -0.2306149 13518000 -3.343606361
Taminin subunit alpha 2 [SourceHGNC " ~|Ge/mitotic-specific oyciin-B2 [SourceNCBI
ENSORLG00000011141 |LAMAZ e b 3542399876 0303039234 0193904583 3045941888 ENSORLG00000014140 [sich211-1) 2™ pecifc oy — 0292747753 0174068701 s spar7a70
ENSORLGOD000002471 |- - 3674231604 TI71406710 0575803412 347515343 ENSORLG00000008837 |- - 1032363256 042311511 0089629017 ~10,64663376
Signal peptide, CUB domain, EGFTike 2
ENSORLG00000006978 |scube2 signal peptide, CUB domain, EGF ke2 3904252796 0252640704 0981747045 4643845765 ENSORLG00000000422 . 00397916 0800534501 B 1020216566
meiosis 1 associated protein [Source:ZFINACCZDB- bicaudal C homolog 2 [Source ZFIN:ACCZDB- GENE-
ENSORLG00000005907 |m1ap e ot 4308107708 0174119014 1776452112 5910922178 ENSORLG00000004346 [bice2 | Bicancel & [ 407637505 I .
117 |amidohydrolase domain containing 1 [SourceHGNC
ENSORLGO0000016609 [sich73-71d17|midohydrolase domain ¢ 6942326001 3958979003 0.115006266 3098838672 ENSORLG00000018152 . o ssoa01es . 1100 -
uridine phosphorylase 2 [Source NCBT y Speciic GHLH Tactor
ENSORLGO0000016737 |upp2 gene:Acc:1011741431 5134498624 0242385934 0583764776 ©961131648 ENSORL 1 ]fi9%® | isourceNCBI qeneAcc 1000493201 7207174617 -0158370764 043208386 -5.00511061
methionine sulfoxide reductase B2 [Source:NCEI , B
ENSORLG0000007160 | msrb2 methionine suforde 588107157 268910228 2443743961 6126916299 ENSORLG00000013983 . o assats I I .
- Tamily with sequence similarity 160 mermber A
ENSORLG00000001483 3170231115 1133800349 1579375703 3616281967 ENSORLG00000016087 |FAM180A |1 Wih seq iy 180 memt 2200275 05387606 01372185 N
Oryaes ofpes ST KD olycoprter (RS0 mRA
RL - -] -
ENSOI hso 50 KD glycopratein (the0) 4440713565 0087417029 1335970805 3142644864 ENSORLG00000015945 . A orei03054 . o ssaiiis s oor006302
Do [Source:ZFIN;Acc:ZDB-GENE- N
ENSORLGO0000014066 |ust e 4996462513 1257503115 2101702885 5841240889 ENSORLGO0000014921 . 3747703681 0 8073496 0790307302 .
| fic 8, tandem duplicate 1
ENSORLG00000001931 |placs.1 ILSWCE ® Speciic 8 tandem duplcate 4 6082570968 -0.725781507 2887977071 3930859919 ENSORLGO0000009G60 |- . 1020304 I L o060 & 08380
homolog b (Gallus gallus)
ORL -
EN prigh | e e e 4727588307 115648294 0565056034 4136649549 ENSORLGO0000002124 . 17 50076 I o saarataet
Taminin subunit alpha 3 [SourceHGNC " N
ENSORLGO0000016886 |LAMAS {aminin suburit alpha 3| 4528328991 1130506472 0123545379 3274761897 ENSORLG00000015938 . o118 10676157 J 655197661 s eee1toL
ENSORLGO0000006684 sc16a13 |acid transporter 13) [Source ZFINAccZDB-GENE- 5.900066754 1174653365 0725312041 4100486166 ENSORLG00000015758 |cdhia | cadfiern s, H-cadherin (heart) [Source ZFINiAce 2DB- » [y — [ T— 45988005
£6F d fic O-Tinked N
ENSORLG00000007980 |eogt (G transfsrase Bounce ot pecron-CEE. 5721130012 3272142289 1887717367 4337187896 ENSORLGO0000017454 |-
120813 - -4.2684266: -0.48245931 -1.033831071 -4.81931340:
ENSOR! I sulfate N 6311285152 3449105 0682596128 3545259923 ENSORLGO0000003622 [nhsb Nance-Horan syndrome b (congenital cataracts and
L csgalnactla etylgalac " 112851 44910511 1 4 NSORL nhsb | dental anomalies) [Source:ZFINiAce:ZDB-GENE-090617-
1a [Source:ZFIN;Acc:ZDB- GENE-121129-1] 21 7606050323 0,029000642 2337701086 -5.386888048
- - 7038051361 331147434 050027019 5527656016 ENSORLGO0000007151 |- - 3060472605 ~0.101039363 0426174331 3350873679
7564 |SCh211-256321.4 [Source ZFINAcc ZDB- GENE- B N
sich211-256a SiCh211-256 5786518539 0933308512 1305078307 3548616335 ENSORLG00000011823 . 4230075006 761335175 & 355117036 S easorin
B - 3731857346 0616740315 1073458637 189100016 ENSORLGO0000010580 |- - ~10.4841466 0671552304 “11.0317147 21735717612
T@mbL-Tike 13 (Drosophia) [Source: ZFINACC ZDB- N [GCI01171024 [Source NCEI
ENSORLGO0000003513 [i3mbrita | 10P the fa (DFo 3011538774 0577656303 1776620069 4210988703 ENSORL uncharactenzed 10C! o 570876308 I o asa01o8L B




cyclin-dependent kinase inhibitor 2C (p18, inhibits

ENSORLG00000017144 |cdkn2c CDK4) [Source:ZFIN:Ace 7DB- GENE-081104-1451 16.78885875 1361802524 2175288347 5.346589436 ENSORLG00000011283 |- N 9.411495336 _0.608705242 0.419944695 _8.38235989
ENSORLG00000007279 |- - 16.31224713 1381647671 2640552061 5.136789938 ENSORLG00000000073 |- - -3354521546 -0.576558144 -0.233308567 -3010787013
coagulation factor X [Source:ZFIN;Acc:ZDB-GENE-
ENSORLGO0000001205 |f10 e 4608270659 249730447 1611704892 3723065727 ENSORLGO0000010587 ) 047330352 03580127 140117863 22509393
olfactory marker protein a [Source ZFIN; Acc ZDB- GENE- insulin like growth factor 1 [SourceNCBI
ENSORLG00000002094 |ompa 050626.1181 391927582 1.869719268 2057911325 4.107953816 ENSORLG00000016443 |igfl geneAcc:1011681671 _7.078973626 0.082654: 0. _7.997475871
o 2| sidkeyp-0d4 3 [Source ZFIN:ACC ZDB-GENE-110914- ~aq[sikey-202617 3 [Source ZAN Ao ZDB-GENE-T31127-
ENSORLGO0000008740 [sickeyp-9d4.2[3's 4211474052 1609933139 0622589191 3134617257 ENSORLG00000006854 |sidkey-20] o u7238937 0255510136 120096921 B
agmatine ureohydrolase (agmatinase) activated cyclic
ENSORLGO0000016013 |agmat e et se) 6061 5322016072 1210188821 -1.017446946 3.004866307 ENSORLG00000004318 |hcn2b [ potassium channel 2 [Source:ZFIN;Acc:ZDB-GENE-
030131-82281 -4.59619071 -0.357139637 -1.54! 3374 -5.784349643
penta-EF-hand domain containing 1
ENSORLGO0000005514 |pefl e e ot 2501 4217235548 1087070447 0514710327 3645360094 ENSORLG00000005918 ) 792054685 —— 000076633 614513601
ENSORLGO0000008980 |- - 5895270016 0750553634 0568398662 T 567803489 ENSORLGO0000005696 |Tbx032 | F-box protein 32 [Source NCBI gene ACc 1011646721 3254503534 0878457469 0535023101 ~3547542822
STE20-related Kinase adaptor beta [Source HGNC N
ENSORLG00000004118 |STRADB Svmbol Acc HGNC: 132051 5.493472527 1.598834018 1.336802875 5.231924979 ENSORLG00000001013 N B 0.290106691 0.813096: _6.852077386
Onyzas aties ransfertn ([OCTO0TA362), TR Uncharacterized LOCI01163484 [Source:NCBI
ENSORLGO0000016512 tfa e oL1osaat 4.958837946 1308252138 0124325319 3685395528 ENSORLG00000011605 et e ot 116753462 009950422 0462821409 75304156
myosin binding protein Hb [Saurce ZFN ACCZDB- ~ N
ENSORLG00000007135 [mybphb GENE-030131-97941 3.289160893 0.594059504 0.710440667 4.594147251 ENSORLG00000011815 N _6.01874; 1175775811 3486534759
- T Ny bone morphogenetic protein 7 [Source HGNC
ENSORLGO0000017709 |c1qi3b [Sace i oo G st s 3310690759 0.167831726 0.109096676 3034245587 ENSORLG00000013484 [BMP7 | 207 morbhagenetic pro E— 06511951 709109388 830318304
£2F transcription factor 7 [Source ZFIN;ACC.ZDB- GENE- LSM family member 14B [Source ZFIN; ACc: ZDB-GENE-
ENSORLG00000012301 [e2f7 030131-35271 6.018114024 2.770710646 0.574208973 3.822088756 ENSORLG00000013525 [Ism14b 040426-7791 6451438334 0.4 034 0.24139034" 6698423006
Oryzis latipes uncharacterized LOCL00125455
ENSORLG00000006037 |rgs12a Eggﬁ‘;‘:égLiz;oz‘ggfé%’;jgf'gaéﬁ172514] 3.828309023 0.503764407 0.968624789 4.29365389 ENSORLG00000014017 |- (LOC100125455), MRNA. [Source:RefSeq
RN Ace N 0011045021 -9.877742807 -0.370517707 0171160583 -9.335621
Oryzias latipes cytochrome P450, family 26, subfamily A,
ENSORLGO0000004874 |- - 3787584312 1671704521 0961841522 3078206439 ENSORLGO0000014516 [cyp26a1 | polypeptice 1 (eyn2Gal), mRNA. [SourceRefSeq
012788431 -4.201490796 0.214582353 -1.13176791 -5.547356176
ENSORLG00000005289 |- - 5.161060679 0.815466837 -1.042806722 3.303271641 ENSORLG00000004976 |- - -4 548175207 -0.182033022 0.002946849 -4 362710446
tripartite motif containing 69 [Source:ZFIN;ACC.ZDB- . glutamate receptor interacting protein 2a
ENSORLG00000009000 | trim69 (GENE-030131-8571 4754391766 160775608 1160101926 4307182368 ENSORLGO0000010075 |911P22 | isource ZFin:Acc:ZDB- GENE-081104-1321 -4.962500448 -0132073536 -0.340332356 5160466178
myelin associated glycoprotein [Source NCBI B forkhead box F2a [Source:ZFIN;Acc:ZDB-GENE-110407-
ENSORLG00000015286 |mag ene:Acc: 1011594651 4827218726 1.011577996 0.205644451 6.04492383 ENSORLG00000017250 [foxf2a 5 . 151031 0287876451 1 489601684 &0 "
prostate transmembrane protein, androgen nduced 1 Ny SH3 domain containing 21 [Source. ZFINACC ZDB- GENE-
ENSORLG00000012800 |pmepal [ e ) 483816248 0564163733 092705202 3260957088 ENSORLG00000014532 [shact. |33 comann 10811529 0210892505 e 4 a9671161
transmembrane proten 110, like [Source. ZFINACCZDB- . quanylyl cyclase-activating protein 3 [SourceNCBI
ENSORLG00000016913 |tmem1101 GENE-040426-9121 5.632683019 2.326396554 1.061655138 4368426042 ENSORL gucalc Hene 1 171 1 0: 9 142639963 12500911 B 4784
‘adenylate cyclase activating polypeptide 1a N
ENSORLG00000011205 |adcyapla |3STYete sycase acthvating popepice 3550077534 0297244871 0822211651 4670018235 ENSORLGO0000006621 . o 750431499 01078532 0530520021 477248040
neuroblastoma 1, DAN family BMP antagonist gy
ENSORLGO0000000147 | NBLY [Source:NCBI ene/Acc: 1011670281 5801706583 0763175508 0788942707 4050075145 ENSORLGO0000013036 |€alb22 | caetinin Source:NCBI aene-Ac: 1011749931 -3.050956794 -05119 -1507361148 -4.045676273
N carbonic anhydrase 1 SourceNCB! - N FI30, lysosomal thiol reductase [Source:NCBI
ENSORLGO0000012745 qene 0 6.469646621 0382185167 1387467012 5464848512 ENSORLG00000008333 e oo e & 060696794 0608219055 95668515 s04312
B2 ebes FAS oncogenevamn , N
ENSORLG00000014099 [rab42b ISource:ZFIN:Acc ZDB-GENE-050417-1721 5.700016794 0.327261887 2.292539217 3.080702603 ENSORLG00000004312 N _19.0187951 0189076043 1279141322
tromal interaction molecule 2a [Source.ZFINACC.ZDB~ MARVEL domain containing 2b [Source ZFIN.ACE:ZDB-
ENSORLGO0000004897 [stim2a e o] 1702757916 1221522052 0.898549463 5711375393 ENSORLG00000017278 |manveldzt] MARYE- domain ¢ 06513074 0879991485 L 156205007 34086881
ENSORLGO000001B142 [ezra ez21in 5 [Source ZFIN Acc ZDB-GENE-050522-181 6210809147 0263080433 3115003153 3350081424 ENSORLGO0000004348 - 1637573601 ~0522145812 1069875675 5154346359
7-dehydrocholesterol reductase (Source:ZFIN. Acc ZDB- N
ENSORLG00000015429 |dher7 GENE-030912-91 4.448970568 1655821741 0.860186146 3653819438 ENSORLG00000015051 N 490757431 0.503193556 _1.30058944° ~ 087306
solute carrier family 25 (aspartate/glutamate carrier), ~
ENSORLG00000017346 [slc2satz |S0lte calre farml 75 (aspartate/guiamarc carien)| 4401282152 0.020569605 121178841 3160408819 ENSORLG00000015942 . 5915656 0789532918 0327080673 4098538279
Junction mediating and regulatory protein, p53 cofactor N
ENSORLG00000009070 [JMY (1 of man ISource:HGNC Svmbol:Acc HGNC.289161 3.816227968 0.896412534 1.210482684 4130781341 ENSORLG00000009106 N 1121830717 0023370647 1 887667133 9353548201
ENSORLGO0000006351 |7gc123217 [ 7ac: 123217 [Source:ZFIN: Acc: ZDB-GENE-051113-1881 T654050516 057337977 006054713 517344677 ENSORLGO0000017484 |~ S 1000479893 ~0695153993 1021930716 ~1033109101
Tecithin-cholesterol » erb-bZ receptor tyrosine kinase 4b
ENSORLGO0000012541 | cat [Source:ZFIN:Acc:ZDB-GENE-010716-3] 412748652 1921496988 1276149326 3476622767 ENSORLGO0000016023 [erbb40 | 1601 rceizFiN: Acc. Z0B-GENE-030918-51 -4.748226389 -0.455790084 1.207175859 -3.064774909
[sich211-117c8 5 [Source ZFIN;Acc.ZDB- GENE- 110406~ N
ENSORLG00000009110 [si:ch211-117¢' Bl 3.589986301 0.055155951 3691655472 ENSORLG00000015464 N 3042111024 0.800712194. _0.99429744 483663564
baculoviral IAP repeat containing 2 L 1-3-phosphat 9, like
ENSORLGO0000005556 bire2 [Source:ZFIN:Acc:ZDB- GENE-030825 -61 3573155044 093531802 1076726611 3715048905 ENSO 8 aopasl e 203 GENE 06081 161 -3.507677421 -0.66569181 -0.230264663 -3.071765243
ENSORLG00000010023 |- - 3450562145 0292415172 0001016623 3157614402 ENSORLGO0000014830 ~6.11060435 ~0.574474048 ~0.00331165 5547957171
ENSORLGO0000012085 |enppl S S PR NS 3700257996 1305580288 1086317445 3481482462 ENSORLG00000014796 |- . 0600396731 L 284551 076106708 Lgsi7737
Gryzias latipes RNA binding protein 425p43
ENSORLGO0000009198 |osbp2 g?ﬁ‘;’ggﬂ";;‘“f ]P”"c‘“ 2 [Source:ZFIN:Acc:ZDB- 4008002116 0141112931 2.150184736 6.017558494 ENSORLG00000003503 | si:dkey-20{ (LOC100049510), mRNA. [Source:RefSeq
mRNAACcNM 0011048631 -6.615366077 0255834009 1224710283 5646004941
serum/glucocorticoid regulated kinase 1 R synaptotagmin Va [Source:ZFIN;Acc:ZDB-GENE-040718-
ENSORLGO0000D16520 |sgkl e e i 28601 497222678 0426744688 0526733425 4019233378 ENSORLG00000016779 |sytsa |2 — 0817540176 0840750885 I
ENSORLGU00000T3627 |- - 6375272815 7220388024 0222517363 3932452421 ENSORLGO0000017067 |~ - ~3.892330750 0073637879 0644684051 3173532668
phosphoglycerate dehydrogenase [Source:NCBI
ENSORLGO0000017192 |phgdh Cenene 01156150 5001161834 2780491264 0778615223 3089772023 ENSORLG00000001667 . 651073977 02893316 082803910 0 450695232
) on channel 16 acid type A receptor alphaz
ORL B
e asic1b [Souvce ZFINAcc:ZDB-GENE-040513-11 5462648022 1815796043 0095500177 3611840262 ENSORL GABRAZ_ | Subunit (SourceHGNC SvmbolAcc HGNC:40761 -6.635557605 -1.356436661 453995 482464201
dystrobrevin, alpha [Source:ZFIN;Acc:ZDB-GENE-
ENSORLG00000017435 |dtna yenores 6.797435781 2047023019 0315050161 5066864234 ENSORLGO0000015608 |2gc:66449| SourceNCEl aene Ace 1011734631 4 182492306 002595558 0832205052 34720708
ENSORLGO0000015256 [tbx T-box 1 [Source ZFIN:AccZDB- GENE-030805-51 1824612727 1297330891 203335012 3289976731 ENSORLGO0000002832 - ~4.070326399 ~1.093953502 ~0.451620489 3427708386
y 7:ch73-61d6.3 [Source ZFINAcc.ZDB- GENE-09120 - N
ENSORLGO0000008937 |si:ch73-616.15 1 4.264459025 0866865476 0,098811052 3496890107 ENSORLG00000015383 — 045007074 L os7i31a03 e crmBaTan
putative hexokinase HKDC1 [Source:NCBI st homclog MRVA decracaton sssocatod
ENSORLG00000010258 |hkdcl D e 5064043105 1414161716 0.255149485 3.905516568 ENSORLG00000012642 |1sm1 M homolog, RN degradat or — L 005387662 & 297553475 1561717824
scd acvl-CoA desaturase [SourceNCBI gene:Acc: 1011605001 7619966739 7311741019 088971795 3307632035 ENSORLGO0000004123 7622532302 ~0.620250756 139335358 5 608442562
- - BCUNH‘ alpha 2b [Source:ZFIN;Acc:ZDB-GENE-051127-
ENSORLGO0000007849 |cxcl19 interleukin-8 [Source:NCBI gene;Acc:101155802] 5554361816 0128911126 0953023621 4472911703 ENSORLG00000005187 |actn2b | 3¢1 o 727756846 T— L 436240815 .
N N Ny growth Tactor 8 [Source ZFIN:ACCZDB-
ENSORLG00000013799 5323098088 1645890322 0.08782299 3580871385 ENSORL gato | gouth Siferent: T 0333296592 L 054669829 e
ENSORLGO0000006713 |- - 3208648488 0858541730 1246547995 3507130505 ENSORLGO000000101L - 4666049541 ~0.026325107 1356167329 5994400844
Small nucleolar RNA SNORAS5 [Source NCEI N
ENSORLGO0000021522 |RF00ses | @) huchorr B> 4349602419 2493161145 1180427041 3037356074 ENSORLG00000010532 . 66030605 041540 5 6428620 -
R R ‘neural retina leucine zipper [Source:ZFIN;ACCZDB-
ENSORLG00000003449 43220328 1115620717 1116257637 4324054433 ENSORLG00000002003 |nrl neural 1etng eue e dreroean 0504009747 10885105 10001
“synthase [Source-ZFIN:ACCZDB- N N
ENSORL adss e 6.046817585 1613430227 0.205420304 422845255 ENSORLG00000013456 . 029107604 — E— 021360435
ubiquitin specific peptidase 2a [S0uTce ZFINACC ZDB- B
ENSORLG00000009912 |usp2a D e 377409566 1136069353 2717160368 5355680459 ENSORLGO0000000673 . 0182254 0402500685 052231286 03015120
tiboflavin-binding protein [Source NCBI B} , Caprin family member 2 [Source: ZFIN.ACe ZDB-GENE -
ENSORLGO0000015528 |zgc:109049 |7 dno pre 5586458086 3528851672 2082485921 7.033209821 ENSORLG00000012576 |caprin2 | S2P00 N - — ;
-l sine-uridine preferting nuCleoside hydrolase N DEP domain containing 7 [Source HGNC,
ENSORLE00000005935 Source:NCBI aene:Acc: 1011570391 0829029026 1014066171 279101453 3024433517 ENSORLGO0000012357 | DEPDCT (|5 mpoy:accHGNC:208991 -4.45881325) -0.306935024 0922576578 320881541
ENSORLGO0000011133 |- - 4004662871 028534172 1045625608 4855431063 ENSORLGO000001184Z |- - 6462316715 0605361741 1569639789 5497553110
pentraxin 3, long b [Source ZFIN.Acc.ZDB-GENE- N B N
ENSORLGO0000012461 |ptx3b el 6.136730059 0011381781 2555195837 3503410484 ENSORLG00000014835 . — 0405676236 0 08518001 T
Tike 2 [Source HGNC brotein snall homolog Sna [Source:NCEl
ENSORLG00000012162 [DPYSL2 Svmbol:Acc HGNC.30141 5.430049876 194215413 1527491221 5.01587293 ENSORLG00000009246 [snailb gen 1011602361 3011156743 0.366048983 1058641945 3703264823
ENSORLGO0000002064 |- - 4337956013 1754651276 0700350087 3203152038 ENSORLGO0000013630 |- - ~6.99406607 0.723679222 0419271164 111366320
ENSORLGO0000013976 |- - 5714088692 1236642056 3710245734 324006055 ENSORLGO0000003185 |- B 5.947960126 ~0044145179 1111082057 1701464417
ENSORLG00000009909 [CLRNG clarin 3 TSource:NCBI aeneAcc- 1011660901 3500507489 ~0.825967736 ~1.014908064 3312052324 ENSORLG00000002786 | B ~3.04423663 0558949313 2323162754 4607965327
n S\ dkay 91i10.3 [Source:ZFIN;Acc:ZDB-GENE-081105- .
ENSORLGO0000010014 |sickey-91i10.] 5109134691 1788426746 0.198685116 3519877999 ENSORLG00000017236 . 6204010401 0400876626 Ry 31805374
R family, C glycoprotein b [Source ZFIN.ACe ZDB- N B FERM domain containing 3 [Source:ZFIN; Acc. ZDB-GENE-
ENSORLG00000011733 |rhegb EENE Dogaeonte 5856858762 1375052779 2715001924 4517303862 ENSORLG00000005087 [fimas | FERM dom o a71066024 e 0203010014 ; o861
fer-1-1ike family member 6 [Source ZFIN:ACC:ZDB- GRB2 associated, regulator of MAPKITike
ENSORLGO0000018220 | ferll6 i ooes 4 5412851522 117921807 1254521329 5488636372 ENSORLG00000017705 |garemi | 3RB2 associated. reaulator of MAPKI e sa1017834 020926206 — 414491386




. olony stimulating factor 1 receptor, a N d LOCI01159113 [Source:NCBI
ENSORLG00000004849 |csf1ra }Eomce PN A CENE 081505 11 5035280899 15683925 0012339906 3.479709373 ENSORL unen B R 0572513503 149375036 1098433575
cytoplasmic polyadenylation element binding protein 4b
ENSORLG00000001711 |cpebdb o s B GENE 170601167 3666201114 0878587993 1495306232 4283404172 ENSORLG00000004579 . 6736815446 0440464914 1783202038 1007906781
solute carrier family 25 member 24 [Source HGNC -
ENSORLGO0000015576 |SLC25A24 (1 ¢ }mvbo\ O oaey 5.182110709 1839843362 0260042641 3602797487 ENSORLG00000010476 . 1021731668 0436620299 0696600179 10476811
OTU deubiquitinase 7A [SourceHGNC. Oryzias latipes cathepsin S (ctss), MRNA. [Source RefSeq
i - 4
ENSORLGO0000007552 |sickey-37118:| 011 S B AUIIEeS 72 B 6086657471 1895637599 108193676 3109565421 ENSORLG00000003145 |ctss A Ace M 0011046871 1001124136 0384580303 1127056126 1075323324
platelet a [Source ZFIN,ACCZDB-~ -
ENSORL( pfkpa |GENE oy 4364249117 1361932027 0121389616 3124191754 ENSORLG00000012216 . 100130093 0085805354 0642722346 1059025648
ENSORLGO0D00001885 [dnm3a dvnamin 3a [Source ZFIN:Acc.ZDB-GENE-040724-761 3939781007 1967745937 1496684062 3469201824 ENSORLGO0000000429 |- - ~9.747200472 2.264353771 2739538125 0271540148
REST corepressor 3 [Source:ZFIN; ACc:ZDB-GENE-
ENSORLG00000001117 |rcor3 so%06. 901 4592445438 174767479 1.020977351 3866232478 ENSORLG00000005798 . 6766715944 0219692534 1266008215 1965550384
sphingomyelin phosphodiesterase 5 [Source NCBI N
ENSORLG00000007890 |smpds Iﬂ sty 5021137496 1919576651 1.256566851 4.358611607 ENSORLG00000010694 . e 784744004 1 1008584 10825590 476884152
N PTB domain-containing engulfment adapter protein 1 " 7
ENSORLG00000001527 oo e aeme et 01 Se06ae] 4767992996 0002835829 1603549942 3167763564 ENSORLG00000012029 . 0.207263498 0918827617 0609178577 2678772329
- N N Teline leukemia virus subgroup C cellular receptor family
ENSORLG00000001052 4836939554 100772568 041794247 4.247640036 ENSORLGO0000016522 [fiver2a |1 0e Suermid v O o e 1) 8205072842 0127080099 0915361434 16
fatty acid binding protein 7 [SoUrce:NCBI , B reticulon 4 receptor-like 1b [Source ZFIN:Acc.ZDB-
ENSORLG00000010773 | fabp? e A 1001453001 4736362355 0736513441 006056578 541279317 ENSORLG00000004859 |rtnari1b |StCIOn 7 scehy 5 757653948 1323031014 102156299 6354820004
ENSORLGO00D0007984 |- - 5691986205 ~0.048254718 ~0.481079684 5250654202 ENSORLGO0000017802 - -9.414775246 0184762519 -0.375611193 -9.974659865
121b1| St dkey-121b107 [Source ZFIN;Ace:ZDB- GENE-090312- -
ENSORLGO0000003124 |skckey-121b11 7/ 16.27244153 11.36663367 0007508532 4913786136 ENSORLG00000014180 . r— 058345807 o aseEERA%0 401727126
palmitoyl-protein thioesterase 1 [Source:NCBI
ENSORLG00000009676 | pptl A o1 16670t 3848608693 0142131495 0180698876 3.887661006 ENSORLG00000017882 0653075064 0009050728 0607076008 1016150507
solute carrier family 7 member 7 [Source:NCBI N potassium channel, subfamily K, member 6
ENSORLG00000007249 |slc7a7 aoren 4821142219 0.662043947 1.328947042 5488532178 ENSORLG00000001728 [kenkG  |Rrasels Bhonne Y . ee o131 330016789 030569294 L eai710401 aos7oraa
N very long-chain acyl-CoA synthetase [Source:NCBI
ENSORLG00000003164 oA o1 16E0e] 3871253351 1429712351 0882143658 3324167721 ENSORLG00000002694 . 6453807328 1029073474 0731864524 615521
- connective tissue growth factor a [Source: ZFIN;ACCZDB- N -
ENSORLG00000018064 | ctafa e oo 6007414093 1.399951987 0690786687 3917160504 ENSORLG00000007062 . P 07435810 | 5435050 "
B B elongation of very long chain fatty acids protein 1
ENSORLG00000017075 guanylin [Source:NCBI gene;Acc: 101159096 6555523005 0649071976 2.158009152 3.748926911 ENSORLG00000016420 |elovila  [F1ON92TIOR STvery 1ong ian Faity 4355785079 0264621374 481065226 7100088473
N bifunctional protein GImU [Source:NCBI -
ENSORLG00000017225 O 16aa76] 1653737039 13.22988379 0900915513 4208869584 ENSORLG00000013287 . 10saassst 0999915029 0724820202 1036787486
myosin, light chain 12, genome duplicate 2
ENSORLG00000017848 |myl12.2 e T N Ao 70n. CniE 30151 s0pe1 3014185625 1238442833 1.969490518 3745718212 ENSORLG00000002880 . 0109172583 1571454538 1 244536208 638761255
ubiquitin specific peptidase 54b [Source ZFIN;AcC.ZDB- nanos homolog 3 [Source ZFINACC:ZDB-GENE-011221-
ENSORLG00000010490 |usp54b AoNE 08060641 4728614751 1.498505811 0390115892 3620711882 ENSORLG00000012018 |nanos3 |77 31030088 0019646676 1 439303084 645451266
collagen, type XI, alpha 1a [Source ZFINACC:ZDB-GENE- 7 cation/H+ exchanger protein 1 [Source: ZFIN; ACCZDB-
ENSORLGO0000005664 [colllala  [£025M: WP 4036550747 0314141222 0589643252 3133251685 ENSORLG00000014382 |caxl CENE 00181 30041 6498489327 0241456723 1 oa5305449 4011221976
integrin subunit beta 8 [Source HGNC -
ENSORLG00000003989 |ITGBS o e HONG 61681 645124683 1.991168809 0163526815 462409138 ENSORLG00000002983 . 1012678423 058462800 08011521 1038175666
meprin A, alpha (PABA peptide hydrolase), tandem 7 R cytochrome P450, family 21, subfamily A, polypeptide 2
ENSORLGO0000015562 | mepla2 duplicate 2 [Source:ZFIN;Acc:ZDB-GENE-041001-2081 4677476231 0839620227 1642520013 3675252598 ENSORLG00000006896 [e¥p2122 | 1601 rce:zFiN: Acc:Z0B-GENE-070103-61 -5.405517682 086438065 -11.66508271 -17.93499217
ENSORLGO00D0013358 |- 3802545072 0508045579 0075667322 3370651430 ENSORLGO0000007938 - ~359334377 -0.113197889 ~1.151067578 -4.496718914
ducible kinase 1 [Source ZFIN;Ace:ZDB- GENE-
ENSORL sikl Iﬁom a1 6841748531 1.139088931 -1.245051349 4.458092054 ENSORLG00000014808 |- . 10160073 0476655006 R 87460513
GTP-binding protein Rhes [Source:NCBI ,
ENSORLGO0000000216 |rasd4 s D oal 3519557614 0.772585682 0305874084 4598501159 ENSORLG00000006627 . 0630479511 046200637 0032977085 0143021366
solute carier family 12 (sodium/chloride transporter), R B -
ENSORLG00000000412 |slc12a3 e 3 oo TFIN Ase 7 GENE- 0301 2166051 623948583 0935960482 3830559484 3345371567 ENSORLG00000012954 . Ty— 0138136996 L 776800045 e Aaa01914
secretogranin V [Source ZFINACC-ZDB-GENE-040426-
ENSORLG00000017879 |scg5 e 3847117884 1114942308 0458624954 3191286372 ENSORLG00000012735 . 666033405 0179240146 5 88888907 4956800276,
opioid growth factor receptor [Source ZFIN/Ace:ZDB- -
ENSORLG00000011877 |ogfr ooNE o131 2 4442631092 1631698565 1.867426789 4678842721 ENSORLG00000002928 1053748333 0007380336 0022103031 11 6648130
tetratricopeptide repeat domain 39C [SourceHGNC Oryz\as Tatipes alpha3- mcosyuransierase Tike (fut9c),
ENSORLGO0000016907 |TTC39C (1 of rf & 4T EOPEDICE 1030 O 4392818829 1931468271 0644758307 3106593194 ENSORLG00000013390 |futde h A e 011640801 414551310 1057085001 0135960951 6338074371
B cappmg protein regulator and myosin 1 linker 3
ENSORLG00000011505 |CPLX2 complexin 2 [Source:NCBI gene;Acc:101172505] 16.85093715 11.81900949 0571331659 4461063619 ENSORLG00000012421 |carmil3  |(2PPRG PO EN Tegaict S TN Lo 4595607581 0072077982 1 440035491 »
Tike 2b [SourceZFIN:ACCZDB-GENE-,
ENSORLGO0000013351 [angpi2b  |F28 0P 4962646462 0961011538 0613494873 4615614747 ENSORLG00000005246 . 1500495843 121150135 o 1712612437
ENSORLGO00D0016238 |- - 3470870715 ~0.884296236 0957179053 330847298 ENSORLG00000011138 N ~16.21481731 1.941710227 12.38021753 ~5775818714
ENSORLGO00D0009546 |- - 6157750181 2661324568 0505470551 40023776 ENSORLG00000011637 N 164276777 ~0.260543185 0 ~16.16714115
LOC101161180 [Source:NCBI
B R ORL -
ENSORLG00000003679 4025913947 1102163487 2156111069 5080345398 EN: e 011011201 6673106108 0549749749 0951161851 526120011
ENSORLGO0000011962 |- F-box onlv brotein 2 [SourceNCBI aeneAce 1011720711 7914621663 2048488017 0775348514 364106786 ENSORLGO0000008074 [amph [Source ZFIN;Acc:ZDB-GENE-040426- ~4.770070386 1396101552 1127557641 ~5.038130167
glycine cleavage system H protein, mitochondrial
ENSORLG00000007634 |geshb AT P 4814052954 1.895960264 0386425581 3305004417 ENSORLG00000013643 . N 5 6850290 0227855015 1230477866
Tik factor 2b B _|zona pellucida sperm-binding protein 3 [Source:NCBI
ENSORL 9rhizo [Source: ZFIN;Acc: ZDB-GENE-060503-719] 4929950541 0025025599 0840976663 4064434596 ENSORLGO0000012273 |eh211 1) e Acc:1000493341 -10.00210061 0316759235 -0.058655441 -10.37703033
ENSORLGO0000005594 |- [Source:NCBI qene:Acc 1011653241 5320813665 0470508629 2612252260 404146663 ENSORLGO0000014785 |- -9.77060939 0.379112811 0528716131 -9.621830716
kinesin family member 5B [Source:NCBI DEAR (Asp-Glu-Ala-Hs) box po\ypepmde 32a
ENSORLGO0000004344 |KIFSS (1 of mal STe TN METOS 3216432176 0.560460594 0865654787 3522111539 ENSORLG00000009790 |dhx32a !Smm e i P SE] 4500057637 0373677114 o 4755288141
carbonic anhydrase [Source:ZFIN;Acc:ZDB- GENE- fic 2 like 3 [Source:ZFIN:ACC:ZDB-
ENSORLGO00000008342 |cahz 80506301 577667168 0303701295 0470334041 5943789481 ENSORL gas2l3 GENLoamauzsam [— 0034564846 054604100, .
solute carrier family 25, member 48 B B
ENSORLG00000011483 |slc25a48 o N A 2n, CENE 0718501 5685994281 1684674119 2762477874 4.60867481 ENSORLG00000000739 . 6 702356383 106272067 | 2066526 3342489187
cellular retinoic acid binding protein 1a -
ENSORLG00000001467 |crabpla oourenrFIN Ape 0B GENR 0320320, 31 5862821026 1641403541 0965956168 5187857101 ENSORLG00000007665 . 4129512080 o o 090354969 4279054236
melanotransferrin [Source:ZFIN;Acc:ZDB-GENE-050309- B 7
ENSORLG00000011217 |mehtf o 6693760305 417597292 6.793669737 4.076545946 ENSORLG00000011176 4314309491 0960327649 0083076342 3270510951
. - uncharacterized LOCTOTT6ATS7 [SourceNCEl
ENSORLGO00000015960 |vsnila visinin-like protein 1 [Source:NCBI geneiAcc:101164199] 3256156419 1814276657 0748063848 581898533 ENSORLG00000010472 e 01 041991 1065172039 1077519007 o 101425005,
N N-acyl phosphatidylethanolamine phospholipase D cytochrome P450, family 19, subfamnyA polypeptide 1a
ENSORLG00000013859 [Source:NCBI gene:Acc: 1011629681 6170540679 1951846385 1143887033 5363064595 ENSORLGO0000002949 [e¥P19212 | 1601 rce ZFIN: Acc:Z0B- GENE-990415-4 -7.28398313 1.794524658 0273742248 -8.804274702
Oryzias latipes ZPB domain containing pro(em
ENSORLG00000012988 |pnp6 Reaure ”Z“é“i(’j‘“ez%”;fg?ﬁ?"SZ%AZS 1800 5893273942 -2.235520329 -3.118210652 5011069251 ENSORLG00000016580 (LOC100049332), mRNA. [Source:RefSeq
[Source: cc: I M 0011047471 -10.153999¢ 01619414 -0.333163003 -106486201
Collectin subfamily member 12 [Source:HGNC 7 cytochrome P450, family 27, subfamily B, polypeptide 1
ENSORLGO0000011026 |COLECI2 |00 SUBIETHY o 5145254586 0172775976 0111073487 4861891628 ENSORLG00000015170 |eyp27b1 |0 P, o e 1005 21 3744913249 0969081265 0452093392 6 166502772
ENSORLGO0D00014194 [2gc92275 |20c:92275 [Source:ZFIN:Acc:ZDB-GENE-040718-3561 2140913154 1968802591 2290719622 8400916995 ENSORLGO0000008307 |- - ~9.937665307 ~0.837955584 20080110742 ~9579334932
ENSORLG00000008766 KIAA0895 [Source: HGNC Svmbol:Acc:HGNC:222061 5.102737269 2.436655107 2.437284394 5.103851871 ENSORLG00000007158 |- - -5.433948616 1780134528 1.896220555 -5317379
microtubule associated monooxygenase, calponin and
ENSORLG00000007462 | mical2a LIM domain containing 2a [Source:ZFIN:Acc:ZDB-GENE- 398539871 2072058268 150489769 3418722505 ENSORLG00000004890 |-
110110-2] - -4508045232 -0.006032443 0738056935 -3853471399
ENSORLGO0000011107 [wnt7ba brotein Wni-7b [Source NCEI aene Acc 1011707231 6316805159 2094127506 0985685481 3209051379 ENSORLGO0000016586 |- N 6862888234 1.057044607 ~0546545058 -8.665992614
eukaryotic translation initiation factor 5A [Source:HGNC R - LOC101172613 [Source:NCBI
ENSORLGO000000G247 | EIFSA Svmbol:Acc: HGNC:33001 4112535656 2160620949 2195184043 4138563934 N ene/Acc1011726131 -10.02180789 0512375357 -1.037427589 -116711272
ENSORLGO0D00008709 [bgnb bialvean [Source:NCBI cene:Acc 1011590121 5016164794 1912353541 0828767953 3933063101 ENSORLGO0000001801 |- - 8257110178 1118514434 3150173443 ~6.20496736
ENSORLGO00D0015371 |- - 1805564695 1066970004 1085172554 6301230471 ENSORLG00000010206 |- - ~5.752813793 0,099940276 1.30044795 ~4.551821303
and cell motility 2 [Source:ZFIN:ACc.ZDB- Tatty acid-binding protein, heart [Source:NCBI
ENSORLGO00000015666 |elmo2 CENE L4010 541 377614046 2290384391 2746188118 4232430196 ENSORLG00000010830 |fabpita | °ET PO Bes 677652000 0354950598 1633090656 4055208153
ENSORLGO0000000705 |- - 5046964392 1113066096 ~0.891400137 3043011923 ENSORLGO0000013570 [anxalc |annexin Al [Source:NCBI ene:Acc 1011614951 ~3437123136 -0.198610643 ~0.397023436 ~3635051011
N 7 7 - YEATS d protein 2-like [Source:NCBI
ENSORLG00000003091 - 4321099323 0.636207489 0772926052 4.184866612 ENSORL e et 0503377462 053386326 045125841 1048504004
Zinc finger and BTB domain containing 226 se\enopro(eln Ulb [Source ZFIN:Acc:ZDB-GENE-060929-
ENSORLGO0000006852 |zbtb22b eouron N A 708 CENE 010110 41 5.972249607 2955873112 1.196705745 4213570493 ENSORLG00000011569 |selenouib| N 00275556, o 350310041
potassium voltage-gated channel subfanily ] member 7 B - zpc ‘domain containing proien 4 [Source:NCEI
ENSORLG00000014220 |KCNJ15 D e NG Aett 5879836368 2586677298 324687767 5220118351 ENSORLG00000016064 e oot 6675479208 0600738575 001 005618410
FBJ murine osteosarcoma viral oncogene homolog B B rmdl interacting protem T-fike [Source:NCBI
ENSORLGO0000006665 |fosb ISourebE N e 7bb. GENE 041119 1611 6625596931 1.093952589 0597685369 4934442431 ENSORLG00000001348 | mid1ip1l e 310124904 0723327849 5 0803650 A ae7a0T e
G protein-coupled receptor 37 like 1a -
ENSORLG00000002758 |gpra7ila e Tbn BN 110411201 3.924694414 08088525 03042056 3.420532991 ENSORLG00000006398 . & 007887918 0271766476 157753541
RAB guanine nucleotide exchange factor (GEF) 1 -
ENSORLG00000014114 |rabgefl ISoureaZFINACGZDB. CENE. 040426, 1436] 3574857207 0772409632 0805453935 3608386476 ENSORLG00000000749 R . 0576295061 002708767 7234704379




ENSORLGO0000014725 |- - 1635600047 09425237 2039740285 5353765011 ENSORLGO0000007533 |- - 0504415625 1413278467 1225730645 040638314
ENSORLGO0000005162 |- - 5108081381 1986908608 ~0,055116583 3066541118 ENSORLG00000006629 |- - ~10.01665088 ~0.10795933 1247836586 8570370422
Solute carrier family 9, subfamily A (NHEZ, cation proton
ENSORLG00000006396 |- - 4899620832 -2.302573098 -3.13001121 416266636 ENSORLG00000012399 slc9a2 |antiporter 2), member 2 [Source:ZFIN;Acc ZDB-GENE-
070912-5411 -3.23403206: -0.2268684: -0430460279 -3.447038799
ENSORLG00000017031 [noxb1za | [omecbex B3 [SourceZFIN;Acc:ZDB- GENE-050812- 6145051628 -0.069145045 -3197172769 3017508598 ENSORLG00000009853 . 02611422 0627980141 0125265011 049384
N TOCI0T156580 [Source NCEl " N
ENSORL dene:Acc:1011565891 5.701632988 1.6455657 0.475120645 3581431525 ENSORLG00000008845 N 101 4564 05611341 0. 1057730799
BAIL-associated protein 2-ike 16 [Source ZFINACC ZDB-
- - 4 4 )44 {
ENSORLG00000001994 5381263782 2134789537 0787215791 40341730, ENSORLG00000003497 [ baiapi1b | BATL-2ss0cated pro I 065442306 05900091 -
lipase G, endothelial type [SourceHGNC
B B ORI
ENSORLG00000013624 3610882787 0.14856181 0517486214 3.980292064 EN! LPG HGNC:66231 6126308361 0792738871 1 1469423 3779615238
Oryzias latipes uncharacterized LOC100049343
ENSORLG00000007825 |dok gg]Ck‘”g protein 6 [Source:ZFIN;Acc:ZDB-GENE-070410- 3711027075 -1.54028837 02782158 5530017685 ENSORLGO0000000419 |- (LOC100049343), mRNA. [Source:RefSeq
-10.08567163 -1121726874 -1.288004144 -10.25166424
aIpha-2.3-sialyliransierase ST3Gal V [Source NCBI B bridging integrator 1b [Source ZFIN; Acc.ZDB- GENE-
ENSORLG00000007799 [st3gal7 dene Acc1000493791 6.111822008 1.149900339 1.429856157 353254526 ENSORLG00000001680 [binlb 03042511 6965044644 073347877 0739447147 5271427119
e _ glutamate metabolropiC receptor 8 [SoUTce HGNC
ENSORLG00000015637 |bcan brevican [Source:ZFIN;Acc:ZDB- GENE-030131-6045] 7523525009 1828851844 0065057211 5760216242 ENSORLGO0000013236 |GRME (1 ol 108560902 L eassras L ia0s11e e
Oryzias latipes ZPC domain containing protein 1
ENSORLGO00000006996 |hnfdg FSZD;‘C";%‘FEIA;’:ﬂ:i’;gfg&?&%’&7 1000 4545062589 -1.12973449 1755285257 3.919998659 ENSORLG00000012249 |si:ch211-1|(LOC100049333), mRNA. [Source:RefSeq
0011047481 - -0176059084 -0.366206796 -1028247020
ENSORLG00000004930 | MAL2 E;L;:i“méeéevx';gf:cg’:ﬁ'\frz‘ e, 5.62525639 0.048516637 -1629732153 3947492209 ENSORLG00000008437 |- . 402870504 0451056506 N 540714891
ENSORLG00000015578 | osbpls g’;ﬁ;ﬁ'ggé’i‘g‘i‘fgg;’;‘]"e‘”"‘ke 5 [Source:ZFIN;Acc:ZDB- 4160125382 1110324773 0543766721 3504052245 ENSORLGO0000011634 |- . - 0606993296 ) ot oasorass
ENSORLG00000006324 |- - 6.338283913 -0.855607904 -2.273185047 4.921192357 ENSORLGO0000018175 |- -845545938 -0.84221788 -1178131082 -8790887881
ENSORLG00000015065 |EVPL (1 of & ? 3503] 4.062228207 -1.157241349 -2.088080786 3.131873577 ENSORLG00000017570 |vrtn y;’gfr‘é:;gﬁve'c’”’“e"‘ associated 2000 3 553020881 11758080 1062337235 3 639974.
ENSORL meis3 I_'"‘/E‘D“’ S e h 4679158737 0815296743 -0077086691 3787263928 ENSORLGO0000013331 |- T 0157140015 0612950792 104034930
B ransmemorane protain 216 [Source NCBT - uncharac(enzed TOCTOTIE125 ourceNCal
ENSORLG00000011578 ransmembrane prots 3200712703 1324080539 2100178227 407629555 ENSORLG00000007271 uncharacterzed 019068879 L s601364 L as1719800 oeiei
ENSORLGO0000003439 |- - 5121077613 0228241913 2186516169 3163288468 ENSORLG00000015701. [fras | TR femiy e [Source:ZFIN;Acc:ZDB-GENE- - — — 462697900
desert hedgehog [Source:ZFIN;Acc:ZDB-GENE-990714- .
ENSORLG00000007595 [dhh B 1821155321 1124558836 0.946570524 6019862096 ENSORLG00000010910 . 052880675 10863438 81720293 -
ENSORLGO0000006516 |- - 3233647886 1330863728 110953766 3023262308 ENSORLG00000005414 |- - ~0.430113835 0082323742 ~0.785128261 ~10.13243338
ENSORLGOUU0000E298 {e6ro1ehfeoron-IC TSource NCE oene e TOLIEGo/G1 4552440641 1402394562 0819690782 3970221684 ENSORLG000000L7482 |- - ~0.07538608 ~0.175497568 2206552433 ~12.00595651
(11-beta) L-lke y B N
ENSORL hsd11bla (1 ‘|r_50mce e 4214008507 0698705888 187031312 3042885758 ENSORLGO0000003742 . N 00883 o .
ENSORLGO0000001987 |- 508290194 230538029 0,933405547 3601413498 ENSORLG00000014048 [phex | BRosPhate reguiatng endopeptidase homolog, X-linked 5 500051 0722683546 047688848 6253765325
ENSORLGO0000006603 | calsh gjg’z”e‘c;;;yd'ase XVb [Source:ZFIN;Acc:ZDB-GENE- 4766152526 -0.89215619 -1617950646 4040843179 ENSORLGO0000007663 i dkeyp-7] S5 eYP~7on12:2 [Source:ZFINiACE:ZDB-GENE-030131- . o W 4035023795
ENSORLGO0000016465 |Ihx2b M hameobor 2b [Source:ZHN:AccZDB- GENE- 6.364049014 0756344353 -0.355640959 5252547301 ENSORLG00000008303 |- Source NGBl aene Acc 1011739851 4281017514 L 184218529 120047205 4333972
ENSORLG00000012151 peyt2 e o anelerase 2 nangemine 558981542 1783703817 -0.7815844 3025012145 ENSORLGO0000013462 |- . 4 ossra0490 0057760815 [ .
ENSORLGOD000011929 |- - 5326106264 T555255621 208500102 7981844841 ENSORLGO0000016320 7ac 16301 7ac 163014 ISource ZFIN: Acc:7DB-GENE-070424-1001 ~4.989887841 ~0.252672628 1201504917 ~3.535136235
G pled receptor 21 [Source HGNC "L |odorant receptor, family H, subfamily 129, member 1
ENSORLG00000010105 | GPR2L S protein coupled recep 5183721482 2312650048 0:866274243 3737818304 ENSORLG00000004267 [or120-1 [odorent reseptor family H subfemily 126 o 139560 L sra1005 I -
. - FImO VS WTO HmT alanyl (membrane) aminopeptidase b
ENSORLGO000000B150 3987537200 1338386104 0978836111 3628472271 o 6|ENSORLG00000014593 [anpep |212nY! (membrane) aminopeptidase b R 168778223 I oeassas
Oryzias atipes ST6 N-acetylgalactosaminide alpha-26-
ENSORL st6galnacs [ mRNA 3896021644 1014437702 05586017066 3.468086045 ENSORLGO0000005260 |-
mRNA:AccNM 0012788581 -0.40013020: 3585081279 _6.676083042 49064540
T-cell acute lymphocytic leukemia 1 N N ATP-binding cassette, sub-Tamy C (CFIR/NIR,
ENSORLGO0000016044 | talt ISource:ZFIN:Acc:ZDB- GENE-980526-5011 5606613362 1077560405 0259302115 ©425347351 ENSORLGO000001498 |abecl? | member 12 fSourceZFINAcc:ZDB-GENE-050517-251 11600 -4.769157066 -4.337600061 1507807364
ENSORLG00000021060 |- - 3836309184 1990316781 2.587430769 4413771066 ENSORLG00000006472 [peskz | RIOPrOIe ;f“;i’e‘asf i“gé‘r‘]‘j‘q”/fff‘" ype2 N 3814218679 4901900435 120717667
Bp— Tegulator 1 [Source ZFIN:ACGZDB-GENE- = — a0eT n mp— !
© rereqt 13022111 3137196509 0235726481 1414067368 315061685 ENSORLGO0000012518 |e1511 | cathepsin L1 (Source:NCBI qene:ce: 1011717891 -4.87550086 -6.800271975 5
B " melanotransTerrin [Source:ZFIN;Acc:ZDB- GENE-050809-
ENSORLG00000014812 - 5975345158 0950219553 0187759243 4837851978 ENSORLG00000011217 [meltf ¢ 603760305 17597292 6 793660737 076545946
FmT VS HmO FmT.
NSORL 4 - - B 7t -2.2464( 7 -4.637( 371904¢ NSORI 7 -
E 54 |dpepl 1 [Source:ZFIN;Acc:ZDB- GENE-061013-388] 6278890883 224640282 637050303 3888719046 e 22| ENSORLG00000017368 i, clone 302- ke [Source NCBl qeneiAcc 1011560211 N 0811237474 e 3293897555
Coramide synthase 5 [Source ZFINACC ZDB- GENE-
ENSORLG00000006833 |cers5 ceramide sy 3671108697 1204421718 088263046 3349801506 ENSORLGO000007164 [cldniSa [ oo enerace 1011683241 ss1797168 3005605 702634 300375485
R = extended synaptotagmin 2 [SourceNCEl P - - NoR N
ENSORLG00000010719 |esyt2b e e 5083511432 002981352 0313528855 536771106 ENSORLGO0000015252 o s7038e74s L 266083276 057104845 E—
ENSORLG00000006708 |akl adenylate kinase 1 [Source:NCBI gene:Acc:101156342] 5010142874 2579683995 296592709 5396871621 ENSORL frem1b F’aﬂ ’e'“ed e*“i‘é&“‘ég,@é‘géné%g St 043019743 0388851121 ; o601 ;
ENSORLGOD000016368 [sicagalb  |so0te carmer famiy 16 (Beme warsporie) member 10 1696892504 1372439341 1411165141 4656164901 ENSORLGO0000017668 |- . 102056230 00612019 U P
ENSORLG00000004116 |dix3b e ooy, [SourceNCR! 6621003133 1030665757 -2.036042137 3554780638 ENSORLG00000017883 [clult | Gusterin_lke 1 (retinal) [Source:ZFIN;Acc ZDB- GENE- B 0750883686 1586218506 648047956
ENSORLG00000005311 |zic e e oty asape” COMaNING 3509555757 1722576759 1543568133 3421031928 ENSORLGO0000017982 |frk . elateg S family fyrosine inese 1 503760395 o 058651 3134002675 "
quanine deaminase [Source:ZFIN; AcC.ZDB- GENE- - B C1q and TNF related 5 [Source: ZFIN;AccZDB-GENE-
ENSORLG00000010864 |gda uanive dear 4150274197 0575120679 1455648115 3279231296 ENSORLG00000007639 [clqenfs 10 and TNE J es1374954 5 408795545 00978341 -
Dab, Romolog 2
R - - 74 4 - 74 4, )4 NSORL ot
ENSORLG00000013613 5055785522 0185482213 03513018 510488639 E 9252 | (Drosonhila) [Source ZFIN:Ace ZDB- GENE-040303-11 -2684834296 -0.65164052 -3.180348112 -5.213057168
ENSORLGOD000016129 |- B 4201673562 1529555755 T 567843807 T33084507 ENSORLGO0000005799 |- - 0132975112 1517555802 3842840396 ~5.226935458
ENSORLG00000005008 | baiap3 ?9&5‘305,5;;;‘“ protein 3 [Source:ZFIN:Acc:ZDB-GENE- 8567626895 3.802542307 1.083296176 5.848848107 ENSORLG00000000782 |- . 045028746 0210776359 - .
Sphingosine-1-phosphate receptor 3a N
ENSORLG00000016841 |s1pr3a o e e a1 5894660301 0937251905 2250556843 7217455002 ENSORLG00000001383 . 284710195 oeoane . o1
B - Secreted frizzled-related protein 13
ENSORLG00000000224 - 3435806834 0036184867 0567212789 4039689892 ENSORLGO0000016179 [sfrpra [secreted rzzled relared protein 1a | L 017630433 corsiel 4 579608 4 1324895
laminin subunit beta 3 [SourceHGNC
R 4 - - 78347 4 4207277 724 7 NSORI M
ENSORLGO0000006465 31662783 0.00686148 05642072 372410886 ENSORLGU0000010256 |LAMB3 unit beta 3 15 0389085871 02916535 . [P
leucine rich repeat containing 7585
- - - JORL
ENSORLG00000011642 6074389403 2011957275 0551240106 3511676661 En nc7spp |leucine rch repeat containing 7580 I [ 700754993 L oras0se
ENSORLGO0000012256 |- . 1650804084 1373126453 0488979054 3266222201 ENSORLG00000017942 [apoda2 ( D-like [Source:NCBI 2916736705 1395658787 7543423033 ~6.021856859
ENSORLGOD000013126 |- - 6323118966 2450820428 ~0.176028997 3696745724 ENSORLGO0000001557 |- - ~0516437726 0528945095 3851563598 469646215
ENSORLG00000009310 [rundab | R9N) domaly containing 3b [Source ZFINiAce ZD6- 3577134153 0255003663 0.002088678 3834711097 ENSORLG00000006411 [fura | QY212 latipes alphas-fucosyitransierase (1), mRNA N J— I — ;
ENSORLG00000003438 | ppplrib ;’S'gif‘c”eZ”C";‘D;‘:;ff\clc’fglul‘asgg"g;“““"“ 18 3837517642 1122826086 0618911655 333408808 ENSORLG00000012605 |dgat2 g\?:‘yggééc;gm\go acyhransferase 2 [Source:ZFIN;Ace:ZDB- L 80612014 0044356959 4161006 0551111
ENSORLGOD000003493 [sLCoA20 [t carier famly & member 20 [Source HGNG 5723087309 0334877103 1425536612 3963159682 ENSORLG00000016721 [sostdcta | €970 domain containing 1 [SourceNCBI N 0758305615 — B
CDB2 molecule b [Source:ZANACE ZDB- GENE-030131- CD248 molecule, endosialin a [SoUTCE ZFINACGZDB-
ENSORLG00000004691 |cdB2b ooz 3952132247 1858793866 096262452 3056447583 ENSORLG00000010259 [cd24ga D248 molecule enc L rep016623 [ 460736708 26963110
ENSORLGO0000007185 [sidkey 36173 |sidkev-3617.3 [Source ZFINAcc:ZDB-GENE- 131127~ 3177435789 T 16363363 2230694314 3753791158 ENSORLGO000000T315 | - 0901394276 200981501 ~3806633773 ~5.004570583
ENSORLGOD000011370 [fam10zbb |2y Wih sequerte simiaity 102, meniber B. b 4885449606 1413254871 1211330121 4684010259 WIT VS WTO 398 [ENSORLG00000003065 |- : B 0666344011 1499084077 —
beta-carotene 15, 15-dioxygenase 2. ke y
ENSORLGO0000010650 | beo2! |1Source:ZFIN:Acc:ZDB- GENE-010500- 11 4579520041 0060475705 0296906774 494618804 ENSORLGO0000008872 [29P7 | aquaporin 7 [Source ZFIN:Acc:ZDB- GENE-030131-64611 -3.007797131 0489236414 2472088533 1114450651
frizzled class receptor 5 [Source:ZFIN;AccZDB-GENE- src kinase associated phosphoprotein 2
7¢ -1.077740004 - 7417
ENSORLG00000010876 |fz5 e 6580986999 107774000 1648832792 60103741 ENSORLGO0000007660 [skap2 |1C Kinase assecited phosphoprotein 2 05619196 171012382 ) 349799826 -
ENSORLG00000006634 |cldn1Sla claudin-15 [Source:NCBI gene:Acc:101168738] 6119043155 -1.470014106 -3.901173449 3688367418 ENSORL pugl  [Pluitey tumor-transforming 1 [SourceNCE! P— 0267358835 50821430 111288266
Teticulon 4 receptor-Tie 1a [Source ZFINACCZDB- y seizure related 6 homolog a [Source ZFINACG ZDB-
ENSORLG00000003331 |rtndrl1a [ 5545097489 2173504081 0164074003 320881472 ENSORLGO0000009861 [seza | Sezure elated © o o 11550640 o508 R N




ENSORLG00000001491 |si:ch211-133j gee'a“”‘ ‘@;‘fgg"z‘;ﬁ‘am 18 [Source:NCBI 5083710674 0. 820389393| 2117504157 3.787080871 ENSORLG00000012488 |- “”C“a'“[e”ze" LOC101156019 [Source:NCBI s up1001201 | 19383560, B
e . - N Dna] hest shook proten Ty (Hs04D)mrmber C17
ENSORLG00000017347 |ctsbb cathepsin B [Source:ZFIN;Acc:ZDB- GENE-070323-1] 7245990685 1534165433 6.161384598 16.42676941 ENSORLG00000016956 [dnajo17 | DN12) heat shock protein fam g17991558 0331539898 14003628 0 168036758
ENSORLGO0000014777 |- - 5320272635 2180165368 0965035175 7105626965 ENSORLGO0000007002 |- - “1753162135 19219937 1651743395 ~0.935606988
ENSORLGO0000000922 [esca tescalcin  [Source ZFIN Acc ZDB-GENE 04042626321 5418448675 ~0593725837 ~1869802104 21427565297 ENSORLG00000013826 |- - 5462419399 0779206169 5494536695 0746611732
ENSORL 1 |RAB3A (1 of m| RAB3A. member RAS > oncogene family [SourceHGNC 4549163702 1131588665 0223796392 3641857605 ENSORLG00000002314 |- . L 560367850 oos N
even-skipped homeobox T [SourceNCBI N Doly(A) Bindng proten, nudear -The Gopasc)
ENSORLG00000005050 |evxd evenSKipped homes 5941006278 0.787427056 193791036 321615381 ENSORLG00000005534 [pabpn1l [POVA) bind! I 0660160765 e 51558807
LSMB homo\og, ue smaH nuc\ear RNA and mRNA
ENSORLG00000014025 |trhr2 E;g;“é’;’;‘r’l‘ﬂif‘z"gg’jE'E"’L"E’jg;;ﬁg‘f’{;z] 16.49967603 1148159764 0.304306433 5322856333 ENSORLG00000007402 |Ism6 degradation associated [Source:NCBI
aene 1562071 -2062584674 2613784967 961011 0
ENSORLGO0000014934 |stxbpd iyl’z;jz‘bis{”d‘”g protein 4 [Source:ZFIN:Ace:ZDB-GENE- 3770016851 -0037746052 0220375389 4028625843 ENSORLGO0000014861 |- . 4497950031 230179081 » B
5100 calcium binding protein P [SourceHGNC " Cytochrome ¢ oxdase, subunit Viic
ENSORLG00000010744 [S100P Sumbol Acc HGNC: 105041 6.059059575 1.913854099 0712197339 3.433492794 ENSORLG00000009910 |cox7c [Source:ZFIN:Acc: ZDB.-GENE -030131-80621 _3.0886¢ 4 1676752451 144233678 0.579278972
ENSORLG00000001347 |dhrs7ca protein NATD1 [Source:NCBI gene:Acc:101165146] 5503397753 2186628488 1.25806773 4575322303 ENSORLGO0000004706 [txnde 7 |(hieredoxin domain containing 17 [Source:NCB! N 37164 s 379858717 a7
g 5 ey-2966232 [Soutce ZFN AcoZDB GENE-0S0A10- N
ENSORLG00000015795 |si:dkey- ZAEQZ 3148539157 1.106303874 1.362357592 3.40507753 ENSORLG00000006329 N 507335438 0109682769 4 ” _0.679607708
3 receptor gamm,
ENSORLG00000004788 |ppargcla coactivator 1 a\pha [Source:ZFIN:Acc:ZDB-GENE- 5.857486152 -1.218823043 -3.002275632 4.07451885 ENSORLG00000010961 |cdc16 cell division cycle 16 homolog (S. cerevisiae)
080505-11 [Source ZFIN:Acc.ZDB- GENE-051113-1321 -321163921 0568607695 2513750537 -0.128795077
ENSORLGO0000001057 |ryrib gf,@‘g"g?%%?‘ff%m (skeletal) [Source ZFiN;Acc:ZDB- 3060628446 0.303810755 0911847192 366914957 ENSORLGO0000007693 |- chromosore 18 CTorts0 homolog [Source:NCB - 0 ousT6MLT o7a861 0412169220
ENSORLGO0000005076 | rasef {Rs/?:su?cldzErho:Q(?;DD;?;Ersgﬁé;ﬂggr 51 3657441249 1495200476 1872756182 4035482392 ENSORLG00000013883 [tmem1g |U/ansmembrane protein 16 [SourceiNCE! B | 10434585 1560497672 1 asea074
71| cvelin BL interacting protein 1 [SourceHGNC A 50 merss | subani K Source NCB
ENSORLG00000007222 [si:ch211-212k Sumbol Acc HGNC: 194371 4563558184 0.794161052 1.24473675 5.014619251 ENSORLG00000002783 [polr2k 4541690103 1931506944 6.088748836. 0.483964168
GIS (1 of manalutaminase [Source HGNC Svmbol AccHGNC 43311 3768283034 0989037463 0606452542 338616252 ENSORLGO0000016404 |- ~3.533667694 1049863835 5077456004 0494410868
inhibin, alpha [Source:ZFIN;Acc:ZDB-GENE-060503- KTHZ chromatin associated homolog
ENSORLG00000002184 [inha e 1666155356 1294180325 0466898503 6187116858 ENSORLG00000007998 |Ki12 ssociated homolog a1 674200407 J— 575901883 .
ENSORLG00000012622 | fabp6 o DOy prote 8,192 astretronin) 3.203933031 -1620051972 -1438934161 3475535673 ENSORLGO0000000716 |rad18 g’;gé%ﬁ%g;‘fﬂ‘; protein ligase [Source:ZFIN;Acc:ZDB- j 000ar12 29309150 7850188
ENSORLG00000015770 |upbl gz‘:e'“'e‘“:‘;“"&‘;‘g”;fe 1 [Source:NCBI 5005555895 0499344079 -1.348760174 3157932063 ENSORL 18 [tmemisz |ranemembrene prclein 192 [Source:ZFIN; Acc:ZDB- saniiazen 0428972258 07314480 0662287493
Spi-C transcription facior (Spi-L/PUL related) y N termination factor 3
ENSORLGOO00001STTT |spic 1Source:ZFIN:Acc:ZDB- GENE-040912-471 5353442983 0961017441 0925710956 5391235806 ENSORL ™S | Source ZFIN AccZDB-GENE-040718-3591 -3799622876 1168929142 3999993225 -096807345
ENSORLGO0000005676 EPS8-like 3b [Solirce ZFIN:Acc. ZDB- GENE-040476- 5300350056 0429308078 7504746453 3135406965 ENSORLGO00000T0047 | - ~4.407927009 ~0071653883 6085718245 1749920731
ENSORLGO0000006407 |- - 9.197404188 3300353479 0.984395356 6881012102 ENSORLG00000017050 [srp14 8973l recogniion particle 14 [Source:NCE| 4339800980 L 23800030 106058804
20605 | S 73-206p6.1 [Source ZFIN;Acc ZDB-GENE-030131- | chromosome 9 C120rf65 homolog [Source:NCBI
ENSORLGO0000010061 [si:ch73 zos;:slﬁmﬂ 3614404009 1138802235 2091965434 4567963006 ENSORLG00000006153 |sch211-2 1" 9 Ci2or eorsanes P 574800637 0287008498
ENSORLGOD000016617 [hest Hert 3.1 Source NCBI ene Acc 1000494371 3667564140 0358405353 2430772499 6466228302 ENSORLGO00000TI74T |- - ~5 439567857 ~0.432826254 5045233641 0038976989
ENSORLGODU00002963 |- - 3577444912 1.096928605 1563346602 4044348075 ENSORLGO0000015759 |- - ~4208477035 0318355872 2602904798 ~1943442678
ENSORLGO0000005683 | fibina 0 ud iritiation factor 8 [Saurcs ZFN;Ac2DB-GENE- 3624214602 -6.346200877 142322303 8747700962 ENSORLG00000000847 |- . 336381 30321577 B
ENSORLGO0000016500 | pah ggfgé‘;_‘;”‘“e hydroxylase [Source ZFINiAcc. ZDB- GENE- 6256677088 1709037809 0027773239 4575896009 ENSORLGO0000006566 [atp13al |02 134 [Source:ZFIN;Acc:ZDB-GENE-040426 - e 13700 — L s500345
ENSORLG00000006249 [ PP eourtt FNE SymbolAte HONC 165811 4912037744 2224567003 1910817068 4598773978 ENSORLGO0000007033 [sUf2 | feit 2 1Source:NCBI cene:Ace 1011585431 -4.106015135 1611047348 3671160086 -2.135617502
ENSORLGO0000003585 [pzklipn |POmal bules expressed gene protein [Source:NCE! 4860851627 -0.283604385 -1.320084459 3823956377 ENSORLGO0000017186 |- . I 100965550 L o0s813099 Y
ENSORLGOD0000L7877 [jagza orotein ianaed-2 [SourceNCBl geneAcc 1011630461 5000820028 2030793992 0823030319 3146596002 ENSORLG00000008844 | - 5275047263 ~0.5010205 279004306 ~1082589776
ENSORLG00000010913 |- - 3669618127 0.089089998 1228089012 4809101955 ENSORLG00000015819 [scnmi | So0ium channel modifer 1 [Source:ZFIN;Acc:ZDB-GENE- 4351193756 0199759794 1567919389 001745041
Zinc finger protein 618 [Source ZFIN; Acc ZDB- GENE- N
ENSORLGO0000006B01. |2nf618 e e oo 3813803498 0824156975 0340214131 3330345614 ENSORLGO0000003175 i aniotass T [ L otovessne
ENSORLGO0000000769 |- - 3630094008 0500173762 0.188622795 3310028605 ENSORLGO0000006754 |aagab a“‘ha e e Brien B Lo7354331 1377892201 0951778396
R E " Grysterol binding protein-Tike 6 [Source ZFIN:ACGZDB- o7 » Jo209 o NoR -
ENSORLGO0000017589  osbpl6 (GENE-070912-2061 3922207679 1251049006 0492634666 3164278612 ENSORLGO0000002911 [SFKY34) ey - 341151 Source:ZFIN:Ace:ZDB- GENE-081107-631 -3.508760803 19678244 3983271423 -1.492837875
ENSORLG00000012051 [prpdcla  [TOten t/ene Phosplietse Somian eotaining 12 3536620221 0747052865 0.986177851 3776238887 ENSORLG00000002829 |- . I 965574205 0 10290626 ) s65560
ENSORLGO0000004742 |aldob o oy 21d0lase B [SourceNCE! 5795577142 0.814688112 -1.830087514 3.151286366 ENSORLGO0000007553 |- 3301150051 0225021674 . PRSI,
Cytochrome P50, family 11, subfamily A, polypeptide 2 VRTG v SNARE Fomclog [Source NCB
ENSORLGO0000007190 [cyp1ta2 | (Y1ochrome PISO. family 11, subfemly A 4957579322 3127808106 1441421076 3271676363 ENSORLG00000002028 [ykts | ¥KTO ¥ SNARE homo . 051356955 418653816 0369763926
ENSORLGO0000001967 |- - 5206844358 2446241125 1474826714 428625337 ENSORLGO00000T1897 |- ~16.02235719 3206633531 1628443772 204406294
ENSORLG00000013056 |pappa2 pappalysin 2 [Source:ZFIN:Acc:ZDB- GENE-070912-525] 6.038522294 2676060258 1356407303 4721347502 ENSORLGO0000017396 |hauss gﬁ‘:fczé%m’;;t;gg’fgémfgffﬂflsm _3.041074253 067260091 2483068472 -2.130130855
Gyclin-dependent Kinase-Tke 1 (CDC2-related kinase) ,
ENSORLG00000009092 |ckil yclin-dependent Knase ke 1 (CDC2 1o 5384012014 1890676298 0277815756 3771634703 ENSORLG00000016304 . I 0790519657 17 8963532 6328981
ENSORLGO000001662L |- 4014070601 0203139992 2416782764 6724480881 ENSORIGUO0000OUDLZ {21175 11-22204 s Source N Ac 03 -GENE-DULI1E- 3218962085 ~0.750556946 136324416 -110467673
Ras-related associated with diabetes EF-hand calcium binding domain 1
R Al 40474 34 7 - 7744 414 NSORL f
ENSORL 09 |rad DB-GENE-030131-56071 04741568 0096709509 0809774426 3141416699 E L |PPerl | oires DFnsace 70 GENE 0600327 -5.701948808 -2.307766472 0580060243 -2.714636827
TEEOmb\HEUuH S\gha\ binding protein for
ENSORL tbpja kappa ] region a 3558026951 0841710685 0535034121 325183515 ENSORLG00000005376 |rs124d1  |ribosomal L24 domain containing 1 [Source:NCBI
Source:ZFIN;Acc.ZDB-GENE-031117-11 aeneAcc:1011729741 -3.730786104 62893186 4504763513 1764469511
R oy mutS homolog 5 (Source:ZFIN; Acc.ZDB- GENE- 131127 v " A NoR " EF-hand calcium binding domain 2
ENSORLG0000000144 |msh B 5854546426 3988885505 2669380041 535522698 ENSORLG00000011061 [efcabz | EF-hend calcium binding doman? — L 100538001 2499299702 L 160407762
ENSORLGOD0000T47TL |- - 1672684651 1330642203 211488521 7532380358 ENSORLGO0000010454 |- - 4655840038 056485295 5942926107 0722716933
ENSORLG00000004153 [DMRTAL  |OMIT e Termiy A7 S0, ce HONC 483367102 -0.034872655 0530768072 530979605 ENSORLG00000010815 [zfand1. | 41¢ fnger AN type domain L [Source 2FINiAce:2DB- 678513428 100436 2 595257653 0407676654
LIM homeobox 8b [Source:ZFINACC ZDB-GENE- gy RNA polymerase Ill subunit K [Source:NCBI
ENSORLG00000003999 |IhxBb [ 5775389857 0911265876 0301080799 4563529034 ENSORLG00000005109 [polrdk | RNA ase ll . ) 226714005 ¢ 14648455 200512073
ENSORLG00000001833 | hnrpd oA Aczuch‘E@:rGENEra7m2Araﬂ B 31025592 0973434447 155166695 3681276801 ENSORLG00000011650 |- R 422014852 0187066028 1208104106 ) 824493407
ENSORLGO0000015677 |- - 3604149602 0705486176 0852644712 3547475724 ENSORLGO0000012028 |- - 3066691822 ~0.35473075 2140145686 ~0571329527
ENSORLGO0000017606 |- - 5288496972 0.068318362 ~2.008518617 3212144812 ENSORLG00000007041 asfipa | 107 cheperone lb-B [SourceNCHI 48171990 001823864 4970885136 0521437890
ENSORLG00000007030 |ssh1b If_gggf::;m‘:‘cz B 3150031 476843066 1873883004 0874055256 376000111 ENSORLG00000014068 |- . 730162104 0316295871 L2714 0015634
ENSORLG00000009208 | gad1b g‘e“n‘:ma'efn‘ﬁﬁaﬁ'b"xyw‘a” 1 [Source:NCBI 4922840009 0981730718 1257825166 519941949 ENSORLG00000005934 |smndcl Z‘;’r‘\’ga‘ moter neuron domain containing 1 [Source:NCEI 666861200, J—— 78046591 0300567106
ENSORLG00000002960 |arl5c e pesyiation fector-like 5C [Sourca ZFINAce 2D5- 4.420334066 2574724366 179027586 3636368648 ENSORLGO0000017057 [spe25 | SPC25, NOCBO Kinetochare complex component 60526571 - 5 05358500 050893376
proline rich 15-like b [Source ZFINACcZDB-GENE- gy
ENSORLG00000012296 |prriSib e ot 3568146582 0167051437 0030009687 3371570373 e e e —— a6 i014805 50295000 381245145
ENSORLG00000012972 |pfifb2a 9. Phosphoftucto-2 Kinase/fructose-2.6-biph 3805444613 1233000116 1360963815 3933892501 ENSORLG00000006804 |- . i 033193450 a60608521 —
lycogen phosphonjase musdeform SourceNCB Z - - gy - pr— 5 1|5dkey-210/14.3 [Source ZFINAcc ZDB-GENE-131121-
ENSORLG00000006042 |pygma e 11522700 3079098298 017170219 386489320 ENSORLG00000006641. |sidkey-21] 5.7 337788051 [ 22650708 873825008
phospholysine phosphohistidine inorganic
ENSORLG00000000300 |sich211-239% gnfgé‘;“"/ﬁn"n‘f‘gz‘é%j% site § like [SourceHGNC 3659401963 1274350137 2621664704 5007189931 ENSORL Ihpp [Source:ZFIN;Acc:ZDB-
ymbol: GENE-070615-431 -4.230718449 011887831 3374520355 -0.983082248
JENSORLGO0000003016 |- . 7367927126 3798848530 0107547414 3677132432 ENSORLG00000009629 | - 3671123267 ~0.056797435 5679539585 206569868
ENSORLG00000008889 |cdh17 f;:uhz'e‘"zik ﬂfg’;g;”ggzg’dggi‘g% 429726792 -0.500214587 -1.11286718 3685099981 ENSORLG00000008131 |zmat5 Z'e":eﬁﬂgez meitn_ type’ [SourceNCHI . I saso6011n U
ENSORLG00000016364 | CDKLS (1 of m gxfggod‘i";"gé,”\“g‘l”fjil‘re 5 [Source:HGNC 3260207672 -0.706800807 1156184901 5123678298 ENSORLGO0000017704 [fami77a1 [f2miY W:‘"r;fq“e”cers“f‘ﬂ‘fg“y L 1177703 0296850814 184140481 0770013023
ENSORLGO0000014772 |sicch211-22ds S 21122452 [Source ZFIN:Acc.ZDB- GENE-091204- 3.375675066 0736906196 1805209824 444446373 ENSORLG00000015821 |- ubiitin-conjugating enzyme E2 o [Source:NCEI B S I 0660414305
Za (merfin) [Source ZFIN; AcG.ZDB- GENE- ras-related protein Rab-15 [SourceNCBI
ENSORL nf2a neurofbro 3706971513 1392895145 1499496044 3814057232 ENSORL ragls | oten Ra A as015786 0551881050 J a08807301 o 628084




subunit 2 [Source:ZFIN;Acc:ZDB-

ENSORLG00000008062 |- - 3.487234383 -0.446998253 -0.638568148 3.296149535 ENSORL 1 |cops2 gENEVOAOGZS—lﬁ\ 6 001 66900 8973516339 0.21929869
ENSORLG00000003401 |bhihals ;’;;‘uﬁ::‘z‘il‘hf;zc%“g'é’g‘a{g‘fg‘é;’;%s 5.164595861 0851488496 0243852547 4557444215 ENSORLGO0000005638 . 564361 0078390755 B 176894614
ENSORLG00000017135 |LOX Iysyl oxidase [Source:HGNC SymbolAccHGNC:6664] 7.894489265 3038647636 -1.052100688 3804232929 ENSORL cdcao | Qryzias latipes cell division Cyc‘f)gfl(;gjgg{ MRNA - 00135460 I T
ENSORLG00000009230 |ap1s3a f;;upr‘c"e'Z;‘s‘;icpz’g‘e‘g‘é%m% 15‘9’;3 3 subunit, a 4829129191 -11.84670877 -0.910405363 15.76504389 ENSORLG00000017696 . 4121502505 0135230884 . 0343323747
ENSORL sicda7 c orter member 7 [Source ZFIN Ace ZDB- GENE - 3814537328 0521988302 0.861240799 4154274036 ENSORLG00000013659 | - R 4363864584 0396698651 1.834092795 -
ENSORLG00000009145 |abeg2b ?;TSESSSZQFT:S;E::EZS;bc’gar\rnrg‘yugu(g;‘ga member 4339088395 -1.208629308 -1.857534924 3.600667332 ENSORLG00000014689 . 3100680 FP— . B
ENSORLG00000011364 [ketd12.1 pg‘fss“‘“"“ %’ﬁg[’iifg?gf{gxg;’“a‘“ containing 6.314832092 2420725061 2.032067283 5.926656331 ENSORLGO0000012401 [fetub [\ o b fe (e oo ace 1011585071 5 1500089 2715881636 o 1 856852079
ENSORLGO0000012618 |- Keratin, type | ytoskeletal 13 [Source:NCEI 4772018178 0.009134457 -1.312798635 3:360570001 ENSORLG00000014395 . E— 0546199644 B 063997958
ENSORLG00000021780 |ND6 D eyarogenase subunit b [Source NCEI 4058187911 0252580984 -0.709006903 3097084894 ENSORLG00000013917 [roptl | DIVA topoise 1. like [Source:ZFIN;Acc:ZDB-GENE- 311026901 06345019 3004037755 0740411
ENSORL 19 |mbniz e e e 2 kel 4845858249 1302772434 0413792925 3957362823 ENSORLGO0000007720 [xeylty  [*10side ylosyitransierase 1 [Source ZFIN;Acc ZDB- 0871268 060405941 2 as2C 0330481724
ENSORLG00000001544 |- - 4262076501 1148768118 0573263411 3.687056346 ENSORLGO0000015B90 [atpGvet|Y:YPe Proton Atbase subunit £ 1 [Source:NCBI 56435834 035630050 a30 094320830
ENSORLG00000010480 |cyplicl fsyé‘zf:e’"z’pﬁ"’:ffz';g“ggﬁ{ Sg%;;‘gyﬁ polypeptide 1 196281402 1050162823 -0.897668316 8229315388 ENSORLG00000012417 402145638 0327507726 1733619621 L as075a515
ENSORLG00000011966 |- - 15.73800805 1197983958 0221908813 3.980544227 ENSORL i ey 61 POV 101157951; factor 1 [Source:NCBI p— L 655230018 667676546 Les2a31719
[ENSORLG00000013355 |- - 4713809706 1815474585 0933332189 3832151777 ENSORLG00000009466 |- 1597312378 2213178008 1557018154 -2.615629844
ENSORLG00000005667 |- R 5455333591 2542395447 0835465998 3.748890301 ENSORLG00000009410 |rabsif EABF nteracting factor [Source:ZFIN;Acc:ZDB-GENE- 737540351 L oo111544 163043841 021667583
ENSORLG00000014951 |- - 3.850894769 0439661216 2.319510658 5740228831 ENSORLG00000006071 [mybpc3 gg’ﬁé‘”o‘;‘gfl';gz%’;;‘” C. cardiac [Source:ZFIN;Ace:ZDB- - 043484356 0588716675 2 05048401
ENSORLGO0000005563 |cuzd1.1 gﬁ;;gii“%zzf;‘;‘;gi‘xﬁ g%’g‘fg‘;&éfi;‘i;’“}m 4097871618 -13.22300918 -1631468534 15.68992046 ENSORL mrpsi8a ’”‘“":h""d”a‘ ”bmma‘ %2‘%21521130’*1091 B 1089086761 5 50236054
ENSORLGO0000001933 |tex1 1 testis e;_%essed 11 [Source:ZFIN:Acc. ZDB-GENE- 5187885818 1612997714 2680077048 6.26444928 ENSORLGO0000009878 |- . 3336503804 0117975064 140350374 0377602381
ENSORLG00000001276 | foxj e e O it S o™ 165506222 1165322576 2075103676 6.972969259 ENSORLG00000011157 . 31049181 0211939050 L 086731635 0925062726
ENSORLG00000007473 [sic2alb solute cartler Tamll 2 (lac ialed Olucose Lensporter) 4699783725 1191046403 0011113144 3520335524 ENSORLG00000017105 |- . Y . © 043040867 .
[ENSORLGO0000012518 [ctsl1 cathensin L1 [Source:NCBI aene:Acc:1011717891 7.806815748 ~4.875599867 -6.800271975 5.882629206 ENSORLG00000016095 |- - -4.007715184 -0.019964941 2.396123444 -1681141851
e domain, immunoglobuln dorman g). shot Basc
ENSORLG00000009509 |semade domain, secreted, (semaphorin) 3 5835118334 2613054531 05669905018 3892451114 ENSORLGO0000017096 |-
eonren 2 e 205 CENE 0BT 76641 - -3.078541521 -0.079563387 615030731 4051814746
ENSORLGO0000015025 |- - 3485634941 -0.243376894 -0.363523073 3365074544 ENSORLGO0000003203 s:ch73-3¢|Sich73-380n15.2 [Source ZFIN;Acc:ZDB-GENE-090313- A oparraras L 106334331 097637227 L 768872546
ENSORLG00000007539 | padi2 (1 of ma| Eﬂ;ﬁ:‘;ﬁ”}l\’;ﬁ ;gg‘jgf&%‘;ﬂlsrsﬂ 3081226956 -0.941421157 -0.028534727 3.994597902 ENSORLG00000013085 |dger6 'fs‘gjr‘z’eg;;‘a“g;‘;’ggg’_‘g‘;“ggk"ug?;Tf;m 641601784 5 472087565 N o »
ENSORLGO0000012126 |Khdcga | <EIch dormeln eontaining BA [Source:ZFIN:Acc 2DB- 5292763849 1812343408 0677878948 4158782756 ENSORLGO0000000512 |- . I 04866100 16 08379801 [ —
ENSORLG00000010844 |famg3fp |12V wih sequerce smicily 85, memoer Fo 5027233335 -0.140783556 -0.343590118 4824911477 ENSORLG00000015813 . 4 208459157 187219685 6 330671587 aaaaronit
ENSORLGO0000012534 [tmrops2b | 150s! muliple fissue opsin 20 [Source:ZFIN;Acc 2DB- 7.015855067 1631236111 -0.492286901 4802819163 ENSORLGO0D00000B1S [canbz | (oo e GENE.030420.121 & 1e1086300 . 199614707 EE.
[ENSORLGO0000003219 |- - 4793938434 1866869688 | 2772614774 5700174925 ENSORLGO0000014480 [pixnad_[olexin Ad [Source:ZFIN:Acc:ZDB-GENE-030131-46631 3379050445 0452697324 0.586197866 -2.33967992
ENSORLGO00000L768S |pLL RoureaZPN A8 e osorst T 3397167434 0151349141 1108546707 4354670364 ENSORLG00000003154 [palr2al | B0 N oy -4.165346944 1506296646 6770132937 1078973943
ENSORL phyh Do o &y roviase [Source ZFINAcc 2D 4654069585 1199669879 -0.211640732 3243244013 ENSORLG00000004968 [npfy | Pstone PARylation factor 1 [Source ZFINiAceZDB- I [ o ateieiais
ENSORLGO0000003494 |sgk2a ’2‘3_:22 serine/threonine kinase 2 [Source:NCEI 3878808712 -0.206395088 -1.080887353 3004802083 ENSORLG00000013500 |mrpl42 | ritochondie) ibosomal proten 142 1 249400904 0728804817 5 830011071 o o
ENSORLG00000008194 |- homeobox protern X2 [source NCE! 6.404834445 1508127372 1607946293 3109244883 ENSORLGO0000011310 |- protein LW12 homolog A [SourceNCEI 4 5983730 0038814 2 00314891 P
ENSORLGO0000005091 | dixdcla B 5“”‘3‘”‘”9 1a [Source:ZFINAcc:Z0B- GENE- 4545628933 200085875 0932557712 3477813413 ENSORL gstm | gutathione S ransferase Mu 3 [SourcelNCEI 43106017851 08144104 088312071 515365077
ENSORLG00000013216 |tnk2a e e ecepton 2a [Source ZFINAce ZD5- 3684700369 0051452161 2090104255 5723846282 ENSORLG00000004508 [znhi2 | n€ finger, WIT-type containing 2 [Source:ZFIN:AccZDB- I | 1opm5a5a1 RS -
ENSORLGO0000005853 |dnBa ';e“nneo;‘ng%%%%g?\e Soureencs 5366647554 2073276841 ~0131377074 3162479309 ENSORLGO0000012487 |20¢:10174), 101744 ISource ZFIN:Acc:ZDB- GENE-050320-1111 -3.323739008 0662775507 5518744464 1532715012
ENSORLGOD000014356 [sichz11-160fi 52 ancription factor & [Source HGNG 4547606297 0550448472 1219550186 5208187682 ENSORL zgc:10101] 0T 9 C90ri5S homolog [Source:NCEI 6054301 01508144 < 7607305 [P
Solute carrier family 9, subfamily A (NFE, cation proton
ENSORLG00000009128 [51c9a32  |antiporter 3), member 3, tandem duplicate 2 4934440400 -1.250139378 -2.00697533 3197090373 ENSORLGO0000016649 |-
[Source:ZFIN:Acc.ZDB- GENE-060503-6401 - - -0573353482 065493068 -2.715235763
7 Source Srines Sob. G TS5 31201 5720193371 0973614362 0906632731 5662490206 ENSORLGO0000013162 | my01532 | 1 o xyAa [Source ZFIN:AGe:ZDB- GENE-080425-21 -4.086161794 -0.770500439 067841001 2636756616
- 3550643463 1500800602 756012741 3816231728| ENSORLGO0000003641 [7qe 17156]7ac.171666 [Source.ZFIN; Acc.ZDB-GENE-050300-1931 5249896963 0836716808 6326002453 0239676500
yds fsxlﬁéi"&”caé?;Zil‘i?é”%ﬁ”sé?z”if o reautrer® 5290034332 041630157 1727119756 745394054 ENSORLO00000003402 |HOMER? |7 S557R0 e 2 (ouroeNCA! -4.268007777 -0673344728 1412250162 -2.181997965
Cers6 ceramide svnihase 6 [SourceNCBI aeneAcc101166449] 4385291128 1780343995 174765683 34808907 ENSORLGO0000005097 - 4904991115 ~0.250020822 2473910878 2180574533
ENSORLG00000007145 |isg15 Egﬁéﬁg‘?;ﬂnfw‘ks modifier [Source:ZFIN;Acc:ZDB- 6753144701 0474437172 -294344093 3335751679 ENSORLG00000007274 [neil | neh-1ke DN alycosylase T [Source:ZFIN:Acc:ZDB-GENE- A assonso 14839951 | so6as66a1 L 035139606
ENSORLG00000018061 |ankid1op |FKYI Febeat omain 10D [Source ZFiNiAce 2D5- 4.039189829 162161377 0621187824 3030198755 ENSORLG00000014279 . 154036418 0253109825 2 127460934 019296356
ENSORLGO00000003469 |- - 544184044 1488216969 0116675105 4070785872 ENSORL 1 [sickey-15| Teeneterase ke 19 1sourceHONG 4137048820 020674974 2208717648 070420744
ENSORLG00000004499 |rab3gh ;":ﬂ’;ﬂ‘z‘f‘l‘uﬁ'fﬁg‘g?“':‘a [Source:NCBI 480494061 317703345 1426739663 3.055131204 ENSORL g |pift P‘Fiuf “’”i DNAZBEB“CGaéZE"D’"Sg‘l"%(i;;fv‘S‘ae) B . 0600337447 1795951983 668641218
ENSORLG00000002198 |f2r11.2 e e e T 3689016458 1030846237 1041226614 3699882141 ENSORLGO0000011169 |- 15392666 79742135 B 5
:‘-:Tr:v? X? %O S1|ENSORL entpd3 [Source:ZFIN:Acc:ZDB-GENE-030131-61861 ¢ ~1.242679647 3379546703 4474189019 ~0.147553406 ENSORLG00000002586 |erybald B?S;Tgnsggla b [Source ZiINAcc D8 GENE- -16.25422498 -0.744988529 11.74208623 -3.766659922
ENSORLGO0000021631 [RFo00B3 | Sma) hucleoier RVA SNORDS0 [SourceNCEI -13.07656181 3877014117 1673423105 -0.21887556 ENSORLGO0000007684 |- . i 0499583714 JE—— L 045240901
~1762342686 G177407831 5260231237 2699035064 ENSORLGO0000007577 |- - ~4701635797 ~0.370601596 0308991125
rgs13 ’:EQH“E‘E“" 1Byt sionaiing 21 [Source NCEI -11.87924628 4383144879 1718154946 0.919649957 ENSORLG00000007844 [uchiy. | thiolesterase) [Source:2FIN;Acc:ZDB- GENE-030131- s 0109578916 06636865 01199656
B - ~16.02235719 3206633531 1628443772 294406294 ENSORLG00000003420 |- 3502282025 0760684388 5041996075 0689515022
ENSORLGO0000000BTT |- - 1296137302 4020825217 3611503924 0887300516 ENSORLG00000016654 | fcfl 222 A Procesena protein [Source NCEI 3834750109 2 05870456 4850030 1445
ENSORLG00000021349 [RFODsB1 |Smal nucieoar SNORD12/SNORDIOS [SourceNCBI 0 1585143234 1568362107 0167338814 ENSORLG00000004185 [ppin | PSPLSHIPra isomerase H [Source NCEI 4357193075 L 358477051 & 713160004
ENSORLGO0000006320 | CASPL caspase 1 [Source:HGNC SymboliAcc:HGNC:1499] 2462170178 3.063665542 3509955637 2908945171 ENSORLGO0000014498 | tmem1204 g?ﬁgg;”&’;gz‘ﬂ“e‘" 120A [Source:ZFIN:Acc:ZDB- i L 727456205 8704738203 P
ENSORLG00000001173 |- - 1753433532 6.064474839 6.954085047 1743537322 ENSORLGO0000009335 [sebox | SEBOX homeobox Source ZFIN:Acc.2DB-GENE-021206- PP 0329703919 oB11511 o reanara
ENSORLGO0000021768 |ATPE e a8 [SourceNCEl -1,052353917 4643563323 4495500180 -1109923065 ENSORLG00000016120 [dnajb2 |02 (Hspd0) homolog subfamily 6, mernber 2 - 0449332156 & 120072676 | aa6638601
ENSORLG00000017072 |- - -14.84577964 4855866716 1723187142 -2.469284708 ENSORLG00000011734 [nip7  [N7. nucieclar pre IRNA processing protein P 0850446722 300245112 337054144
ENSORLGOD000021773 |- . 0877761691 3104970723 3080601143 0101647504 ENSORLGO0000006872 ferritin. heaw subunit [Source:NCBI ~3.48235621 1658484438 3674133810 146619142
ENSORLG00000014848 | cedcs e oo aining 9 [Source:NCEI -16,54662863 3555423950 165911078 -3.510456422 ENSORLGO0000013088 |zcrb1 |2 Tnger CCHEyoe S M g e -4 1451261765 6432762967 0733936999
ENSORLG00000007446 |Irrc61 e en ePeat containing 61 [Source ZFIN Ace ZD5- -16.39836761 3743613202 1784795563 -2293535023 ENSORLG00000013861 |- . e 6a013674 5 104987561 1743270133 311033051
B - ~0626430557 3290036636 455084202 0331360448 Tollstatin-Tike 4 [Source ZFINAcc:ZDB-GENE-070127-31 ~4.347734316 0297379801 1730918696 2906710076
ENSORLGO0000000892 | - - -2.958372497 3808200217 5930064369 0926109597 ENSORLGO0000001618 |b4galnt1o| 2212 14 I acety) galectocaminy rareferase 10 3 o16r43145 k3506430 | "




N N B beta-13- ga\at\osy\lvans{evase 1-Tike [Source:NCBI
ENSORLG00000015481 0.806342283 3547071885 4795629609 0.442699985 ENSORLG00000003440 [b3galtla ( ene: 4047115466 2771233406 _0.079456344 13548561
N ) B N ysine memymansferase SMYD2-A [Source NCEI
ENSORLG00000021776 2154949255 4.260665844 6619866314 0204739397 ENSORLG00000010975 [smydza | N:s o 4760031 0231733961 9130033 L eoariais
N N N R ORL excision repair cross- Eump\zmznlatmn group 1
ENSORLG00000009905 1.388232689 4.403817035 4892224497 0.899340079 EN! erccl ur FIN 7DB- GENE-040426-26061 111616255 6.547252072 0.375636256
Galcyclin Binding protein [Source ZFINACC ZDB-GENE- N , Tysine methyitransierose SAb [Source ZFINACTZDB-
ENSORLG00000016233 cacybp o el 5235666582 3021100765 529507897 2960312682 ENSORLG00000006142 [kmisab _|Ysne methylrans! 568014145 184172502 783230166 968a71192
_ . R ADP ribosylation factor like GTPase 16 [Source:NCBI
ENSORLG00000003152 12.21090569 3611493887 1713053417 1.308622375 ENSORLG00000007204 |arl16 gene: 1661241 6.155613057 1022191395 7729515241 0.552193257
ENSORLG00000003994 |- - 1.444821952 3051881773 3.449923764 1843348634 ENSORLG00000006992 |- - -3338313368 -0.182369478 3269959224 0.114500301
N N N - Tumor suppressor candidate 3 [Source:NCBl
ENSORLG00000015699 1061322839 4.188981955 3072233112 2177587008 ENSORLG00000014026 [rusc | 1ume” suppressr can 31760306 051505816 600234194 0768017248
N N nucleic acid binding protein 1a [Source:ZFIN:Acc.ZDB-
ENSORLG00000011148 0.628339602 3555682248 479200102 1.865144269 ENSORLG00000008719 [nabpla GENE-041212-711 . o 60 1 1424498239
B B R zinc finger HIT-type contaming 6 [Source ZFIN;AcC.ZDB-
ENSORLGO0000009944 0606954623 4.026796607 5359987383 0726723387 ENSORLG00000010767 [znhite |Zne finger HIT-tye — L or6984166 . -
ENSORLGO0000003863 |- - 2073374842 7019943078 5706858955 0704062542 ENSORLGO0000004808 ~4.31821137 ~0.067847448 3625310876 ~0.624567401
N N B ORL eukaryolu_ trdn:\atmn initiation factor 3, subunit Jb
ENSORLG00000021048 0 18.12980169 15.913046 2.216283219 EN! eif3jb 7DB- GENE-040426-29001 . 0.895546973 491915607 0.158441399
‘General transcription factor IC subunit 6 [Source:HGNC. R N
ENSORLG00000008313 | GTF3Cs e ot 1467936134 4152949785 17.82787303 1003948122 ENSORLGO0000010058 . 586420304 - 004856037 T
B 1785479871 3750792787 5687863062 2847186967 ENSORLGO0000005127 - 3104443845 ~0.987013628 3475458385 1219413106
N potassuT volsge-gaed chanol ierocing proten L Ubiquitin-conjugating enzyme £26 1a (UBC7 homolog,
ENSORLGO0000003953 ISource: NCBI aene:Acc 1011609 1204092243 337352314 3786256662 1619382108 ENSORLGO0000011566 |ube2012 | e [Source ZFIN:Acc:ZDB-GENE-030131-60651 -4.38063209 0893341051 6.98710432 1713705381
SPC25, NDC80 kinetochore: Lomplex ‘component. =
ENSORLG00000017057 spc25 ez, Nacto Knetochore comple 460626571 3838868423 895358504 050893376 ENSORLGO0000009852 ) - — ) 105130186 309745037
B - 3080447523 3561472081 604478606 0274346005 ENSORLGO0000005286 3083506546 0086044779 3323038301 ~0.046028142
N N N pre>en|hn ‘enhancer, Samm- secretase subunit
2271823582 4.154643054 6.625604582 0.199622849 ENSORLG00000006446 |psenen Lree:NCBI aen ~1011731671 8341491795 0.920833839 8666776967 0.505064969
- - -13.36384592 4.31958364 16.72555132 -0.957388017 ENSORLG00000009347 |- - -3781725824 0.769487901 5414181782 0.863453853
N 3 [Source NGBl
ENSORLG00000015296 133328212 1572530261 4486098424 2094083623 ENSORL npm3 | nuclephosminynucle 5097357 0893547174 J coraa3707 035043
K506 binding protein 14 [Source NCET N
ENSORLG00000007415 |fkbpl4 ene:Acc:1011564311 0.259829669 3.220825748 363733354 0.676821572 ENSORLG00000006615 N _4.14813089! 0 — 4876582865 _0.023732751
amily, cytosolic, 6, member 1 aurora Kinase A [Source ZFIN;ACC ZDB-GENE- 040801
ENSORLG00000002132 |sult6bl sulfotransferase family. oYiosolc, o menk 1521505074 3865857132 3245770728 0901995652 ENSORLGO0000005631 [aurks 2410 298304705 016887184 e 0550076732
N major histocompatibility complex class |-related gene R protein 167A [Source ZFIN.ACCZDB-
ENSORLG00000006798 |orla-uba orotein-like [Source:NCBI aene: 1011669711 1.564177067 3.218609758 6.392736988 1610434841 ENSORL 1 [tmem167¢ GENE-050320-291 . 041382787 1918067433 1527674976
un-named hu7912 [Source:ZFIN;Acc:ZDB-GENE- ~ N
ENSORLG00000013190 [unm_hu7912 |45-hamed ! 3419694192 3014230318 6202383788 0231051001 ENSORLG00000008817 . 154102839 | s30482022 6451401847 467309767
Coiled-coil domain containing 115 N N NOP2 nucleolar protein homolog (yeast)
ENSORLG00000008147 | cede115 ISource:ZFIN:Acc:ZDB-GENE-050227 - 201 1676202122 3174469241 19.04628249 0.889717679 ENSORLG00000012158 |nop2 [Source:ZFIN:Acc:ZDB-GENE-050309-71 -3721204642 -0.740716147 243124241 -0.548761208
ENSORLG00000001196 |- - 0.874206982 5.386073913 4547420882 0.036043151 ENSORLG00000009337 [UBLS ubiauitin like 5 [Source:HGNC Svmbol:Acc:HGNC:137361 -4 788578985 1.229220539 6312676767 0.295362337
Sulfiredoxin 1 homolog (5. cerevisias) R B
ENSORLG00000015074 |snin oo L homolog & oo o 1540635185 3239792107 1651479186 2130862051 ENSORLG00000008064 . 4 186585085 009291534 o 452001514 0583023657
small nucleolar RNA SNORDBS [Source NCEI , prostaglandin € synthase 3b (cytosolic)
ENSORLG00000021477 [RFO0604 eneAcc1119478491 11.78991261 4060214326 18.09306758 2.243429445 ENSORLG00000012236 |ptges3b [Source:ZFIN-Acc ZDB. GENE -040625- 1441 -3.071196665 111 069 6233572455 05062859
N N " membrane metalloendopeptidase [Source:HGNC
ENSORLG00000000970 0734138443 4141615702 5487999347 061273753 ENSORLG0000000570 |MME | membrane metaoendor 419057143 030510681 S or98140 ) 99539390
Sperm Mlagellar 2 [Source:ZFIN; Acc.ZDB- GENE-060526- N
ENSORLG00000003349 |spef2 a7 1.901034479 4188958909 393597866 164853963 ENSORLG00000003307 N 3166486433 0.020830749 3578408885 0.433238082
ENSORLG00000000884 |- - -4.432402165 5.468364104 8544434311 -1.355947069 ENSORLG00000002486 |- - -4.41801304! 1447528228 5584702642 280: 799
ENSORLG00000011626 |cd79b CD79b molecule [Source:NCBI gene:Acc:1011712041 0.664873775 4495232024 3.05430456 -0.775569623 ENSORLG00000009714 |- - -3.31547500: -0.460399334 2737758884 -0.116832157
y major histocompatibility complex class I-related gene B Transmembrane protein 53 [Source ZFINAcC ZDB- GENE-
ENSORLGO0000006772 [orla-uaa | meler histocompatibiity complex class |- relatec 1918209205 3269770386 7419903831 2232319062 ENSORLG00000012592 [tmems3 |ransmembra 016931142 0683793702 015192610 ) 450614
- - ribosomal protein S10
ENSORLG00000011711 1.192752806 3.411875709 3897655372 1.679016328 ENSORL( mrps10 [Source:ZFIN-Acc:7DB-GENE -040914-391 3887032886 0.73090291 0120041 0.39455341
R 2 homolog B
B B 4 - 4
ENSORLG00000006453 0026539518 4174879476 4100223362 0036632148 ENSORL ™20 | iSource ZFINAceZDB- GENE-050809-1011 -3.249607407 -1126652275 2861634961 0737974208
Small nucleolar RNA SNORD35 [Source NCEI , Coatomer protein complex, subunit zeta 1
ENSORLG00000021299 [RF00211 qene:Acc1119478511 11.31474184 4630889991 16.10720911 0.162066986 ENSORLG00000008024 |copzl [Source:ZFIN-Acc: 7DB-GENE -000406-61 4194884974 2162972222 6735585167 037821267
FimT VS AmO N " POU class 6 homeobox 2 [Source:ZFIN; ACc. ZDB- GENE-
S 392| ENSORLG00000012419 - 0512654554 1747292241 6.169609635 3910145091 ENSORLGO0000011666 [poust2 |[POU cass§ 09868091 0112669579 080923738 067912
ENSORLGO0000021702 [RF30008 |- 0908046702 2051825462 6073017082 4031624244 ENSORLGO0000016027 [atxn3 [ataxin 3 [SourceZFINAcc:ZDB- GENE-040426-6831 1662320635 1371993808 17.50826256 ~0.39642763
- - , _ DNA damage inducible transcript 4 like [Source:NCBI
ENSORLGO0000015179 4226632672 0048276848 7.93419557 12.20056663 ENSORLG00000005233 DNA demage inducid 73074386 0188362397 s o agirsaiie
G protein- COUD‘EH receptor 25 [Source:ZFIN;Acc:ZDB-
ENSORLG00000014816 |gpr25 S protsin couple: 1328037931 9.42720189 3873241555 772679897 ENSORLG00000017861 . e 0458290401 1365550 | es0974534
ADAM melaHopchdasc Gomain Ba FisJ RNA methyltransierase homolog 3 [Source:NCBI
ENSORLG00000009290 |adamBa e o bons. 6221 207832775 1422564727 3972729148 4628976954 ENSORLG00000005910 [ft53 |1 RNA mettytranet 018091879 I ) 47179035 e
N 1 [SourceNCBI NADH Taipha
ENSORLG00000010366 qene:Acc:1011755081 0527601863 193054662 5082492758 3630033556 ENSORLGO00000LL1S7 |ndufa8 |3 1soyrcerzFiN:Acc ZDB- GENE-040801-181 1856421079 1.203797517 2003074438 0153226007
ENSORLGO0000004677 |- - 3626806687 2750065144 3370800766 4254836618 ENSORLGO0000005351 - ~17.40894212 ~0251423144 1614373034 ~1014289656
- - DNL-type zinc finger [Source:ZFIN;Acc:ZDB-GENE-
ENSORLG00000013010 1424920606 0 5282249312 10.53104684 ENSORLG00000004227 [dnlz  [DNL-type zine - 0733075024 777660193 979098241
N N Jore MR spcing focior CWC22 ooy
ENSORLG00000011998 0 13.4854545 17.56808782 4084006253 ENSORLG00000012253 [sich211-2 Pre MRIA-sP! I L 004976555 19665500 —
; Shoseh T ropomyosin alpha- 1 chain \Source NI
ORL -
e gpatt |[Source ZFIN:Acc:ZDB- GENE-060421-51021 9148146059 1183590629 6789162009 4101692655 ENSORLG00000012326 aene:Acc1011647891 -4641361968 -0.355121439 06193883 -1.079561675
B " ubiuiin ke domai containg CTD phosphatese
ENSORLG00000013996 0557052574 2436576954 7016556982 4023412354 ENSORLG00000002261 |ublept. | 42194100 fke domain containing C 570191 — 1 130425893 01908211
ENSORLGO0000021715 |- . 6371723808 5016762025 35670351 4033768307 ENSORLGO0000012489 ~4.778498691 ~0,508005694 2571894985 -160811314
(ransmembrane protein 182a [Source:ZFIN;Acc:ZDB-
ENSORL 18224 |- - -11.5789434 T 47 17.08147137 47 74 ENSORL( 12431 182¢|
ISORLGO0000D18; 57894343 0.709664706 0814713 933556 ISORLGO0000012431 [tmemiazq{{Tensmembrane o B 0032399573 [— :
ATP/GTP binding protein-Tike 2 [Source: ZFIN:ACG ZDB- , 5-hydroxytryptamine (serotonin) receptor 3A
ENSORLG00000016495 [agbi2 AT/t Dinding 2893580677 0474237298 3111021432 6.479324136 ENSORLG00000014631 [nusa |5 Pydroxyinptamne (seroton) feceptc s 639445 158450248 1456017978 L 083484992
Synovial sarcoma, X breakpoint 2 nteracting protein b tryptophan rich basic protein (Source:ZFIN;AG.ZDB-
ENSORLG00000006011 |ssx2iph o e e 1232661206 12.56738374 5177099051 4916792792 ENSORLG00000012945 [wrb | {yPtophen rch bast . 071604332 160522656
solute carrier family 2 (faciltated glucose transporter).
ENSORLGO0000009619 |sic2a11l member 11-like [Source:ZFIN;ACC:ZDB-GENE-061215- 1253699751 9988485877 4039518703 658849374 ENSORLG00000012225 |rnf212b
1181 sich?11-1062.1 [Source:ZFIN:Acc:ZDB- GENE-070912-01 365453550 -0614236519 676380663 3823000557
ENSORLGO0000018005 |- - 1085411256 1085408918 17.225227% 1722572476 ENSORLGO0000006388 |- 3510274693 0993817563 4261471500 “0.272134342
B B RNA polymerase T SubutH [SourceNCRl
ENSORLG00000011276 0063635329 0.403127334 4006090809 3667083962 ENSORLG00000007140 [polrzh [ RIVA polymerace < I 731301036 0 20808440 0044441709
B R KxDL momcomammg T [Source:NCBI
ENSORLG00000021667 2772094905 1904247876 3584267326 4451829641 ENSORLG00000010671 [joctt [ ¥OOL motif containing 50915010 046065544 o 0330300973
- - N SPT4 homolog, DSIF elongation factor subunit
ENSORLG0000000B793 2122780435 0647742961 5739143071 8510149393 ENSORLG00000011097 [suptan1 | 314 homolog, DSIF clongation fac . s 045094001 e .
B R leucine rich repeat containing 61 [Source:ZFIN:ACCZDB-
ENSORLG00000002394 3710126764 1145455472 412196445 6687126581 ENSORLG00000007446 [Irce1  [[Sucine ich repeat I S 743613092 1 4795563 ) p035350
B B Carnosine N-methyliransierase 1 [SourceNCBI
ENSORLG00000016632 113011532 10.36786655 5364104316 6.277849678 ENSORLG00000012507 [carnme._|carmosine N-methyit " 0768351476 107408 L msi6a0t
Collagen, type XIV, alpha 1a [Source ZFINACC ZDB- )
ENSORLGO0000004631. [col1data  |CONagen, type Xiv. 2 2433052175 2667351958 3287489655 3053677244 ENSORLGO0000013156 . 620360 0284 52077750 )
WD repeat domain 34 [Source:NCEI B} ERGIC and golgi 2 [Source:ZFIN; Acc.ZDB- GENE- 040426~
ENSORLG00000012774 |wdir34 e e 1378601347 0356267149 3289776908 5025130434 ENSORLG00000010720 [ergic2 | ERCIC — T o 0444ai25 | 04274085
g sickey-33m11.7 [Source:ZFIN; Acc.ZDB- GENE- 141216- N
ENSORLGO0000016184 [sicey-33m11[ 1127495465 9620568083 4340158036 5995017365 ENSORLG00000012764 . 305439553 ase7173%8 058819973 ) 26003779
B - 1450958637 1703865457 3368410522 5830800506 ENSORLGO0000007422 |- - 3168750043 ~0.748545545 3240611628 0820862144
Cz6ta 1 [SourceHONG - - A - )
pez Svmbol:AccHGNC:19218] 152572979 1122037226 753456106 5790851252 ENSORLG00000005288 - -6.101355845 -141410751 3614864733 -1.071901086
- - TL79220871 0 6012420354 1780511772 ENSORLGO0000003436 |- - 3748976236 0504071042 2200840133 1042681941
- - 1760571150 0889860076 6.247185464 8898120234 ENSORLGO0000008022 |- - ~6.167208432 1148810143 6660161416 0646356035
ENSORLGOD000013376 |- kelch ke protein 10 TSource NCB aene Ace 1011720641 5066496319 2163982010 5704750665 8607738106 ENSORLG00000009309 [actbl |actin. cvioplasmic 2 [Source NCBI deneAcc 1011689211 3189952629 ~0691057922 ~0.127349928 2625759747
N B tyrosyl-DNA phosphodiesterase 2b
ENSORLG00000018218 0 1335918538 1865810572 5299482419 ENSORLG00000012815 [tdp2b | 1Yo/ DA phosphediesterase 26 016079146 012264580 L coo80080 L ar896004




heparan sulfate-glucosamine 3-sulfotransicrase 5 , B N
ENSORLGO0000017985 |HS3STS |r_50uvce Sete oS sl 0.205203017 0970475533 3205007855 3971666102 ENSORLG00000009047 . P 0038535056 5 126280 aba732001
N N trafficking protein particle complex 2 fike [Source:NCEI
ENSORLG00000010320 0 0 1809281071 18.00330748 ENSORLG00000005528 trappe2! | 12fcking protern par I [ L sor198176 .
ENSORLGO0000007411 |- - 7506803137 0280789538 6067227067 8374916419 ENSORLGO0000014793 - ~3.002115426 0109692828 4277583127 1166260805
ENSORLGO0000008364 [z 20C172287 [Source ZFIN Acc ZDB- GENE-0B0Z19-381 2531824203 3781607233 4477475847 300818664 ENSORLGO00000008901 - ~3.345001044 ~0.838993805 4410209649 1953607429
ENSORLGO0000011977 |- - 2304262434 3078602231 5850774882 5076919628 ENSORLG00000016868 - 497160868 0902796327 5895705573 002178598
ENSORLG00000020942 | RFO0001 55 ribosomal RNA [Source:NCBI gene;Acc:111947244] 1442437102 1208932799 3060327729 5305835921 ENSORLGO00000D3718 [tusc2a  |{umor subpressor 2 :‘j‘f;:‘fﬁ"ﬁf”d‘ calcium regulator . 05355090 066739836 Loi7791611
Kinase 33 [Source.ZFINACC ZDB-GENE- ’ ’ » coiled-coil domain containing 115
ENSORL stes 040724-242] 34767119 1825775898 Ba2255172 7364635738 ENSORLG00000008147 [<Cdcl15 |60 roeizFin:Acc. ZDB-GENE-050227-201 -1676202122 3174469241 1904628249 -0880717879
ENSORLGO0000000874 |- - 1300279744 0008764067 1671716463 3111001168 ENSORLGO0000015816 - 33087681 ~0.018649357 4548003538 1258659751
- tetratricopeptide repeat domain 8 [SourceNCBI N
ENSORLGO0000016437 | t1c8 aene Acc: 1011637001 1061616025 0065011099 4673566735 ©800880495 ENSORLGO0000008179 |fu0M __|1case mutarotase ISource:NCBI aene:Ace 1011704551 -1657850375 -0607762923 1791127869 19410280
y LOC101171185 [Source:NCEl N elongator acetyltransferase complex subunit 5
ENSORL st dkeyp-69L ) eneice: 1011711851 1071192504 2016112569 1647907936 3751532189 ENSORLGO0000006166 [e1P5 | isource:zFiN:Acc.ZDB-GENE-061215-331 -4.662021904 0.25359850: 4622404292 -0292731319
ENSORLGO0000010416 |- - -10.41914909 0221178694 1566854127 5028693752 ENSORLGO0000017293 | metti8 'D”fl‘;‘ﬂ‘[al;’”“e fike 8 [Source ZFIN:Acc-ZDB- GENE- 1626336421 955081 17 0518044 I —
B myosin light chain kinase family, member 45
ENSORLGO0000003306 105708898 12.95452895 543252687 3049361003 ENSORLG00000012568 |mylkap | ¥OSIn Iht chaln kinase famil, member ! 576912620 090799513 e 1849176
PIHL domain containing 3 [Source ZFIN; Acc ZDB-GENE- ATP synthase mitochondrial F1 complex assembly factor
ENSORLG00000002494 |pih1d3 s 2527502778 1.124819709 753921956 8.0423878 ENSORLG00000003200 [atparz | ] SYnthase mitoe 5 - ous1675723 0629266 0 175981668
ryzias latipes phosducin (pdc), MRNA. [SourceRefseq » ey adaptor-related protein complex 2, sigma 1 subunit
ENSORLG00000009441 | pde mRNAACCNM 0011778951 1118341208 1128521247 5048675104 499rsa1sar ENSORLGO0000006912 [aP251 | isource ZFIN:Acc:ZDB-GENE-040426-21741 -3.848475018 120385301 61358620 0904017851
Dnal (Hsp40) homolog, subfamily B, member 66 3y ~ HIRA interacting protein 3 [Source:ZFIN;Acc:ZDB-GENE-
ENSORLG0000001014 |anajos |08 ) o e e 0o 0.977250891 0.330962859 3.950835443 3314032361 ENSORLG00000011191. [nirip3 | IR Interacty P 0530036011 & 17044428 e
ENSORLGO0000015607 |- 1332345169 1378418227 3619524581 3573036349 ENSORLG00000015648 [argapt | ADP-TDoS/aton factor GTPse actvating protein 1 -+ rorss [ PR PR
ENSORLGO0000012879 |- - 1605294752 0.393928462 3602043695 481389494 ENSORLGO0000013371 | manea [Mannosicase, endo-alpha [Source:ZFIN;Acc:ZDB- GENE- 3012392715 0545907789 —— —
[ENSORTG000000175%6 |- N 0 8031078467 1761600837 8685302001 ENSORLGO0000003357 |- - ~3971235600 09735476 306876611 0925531935
ENSORLGO0000010747 |- ~5031080852 ~0.569860345 1660661101 1023611483 ENSORLGO0000008281 [Ivar VT anfibodv reactive [Source NGBl qeneACc 1011726071 ~4.08766306 1120770616 5507279974 0260110924
Tortin, heavy polypeptide Tb [Source ZANACCZDB- " - dual specificity phosphatase 12 [Source:NCBI
ENSORLGO0000006156 | fth1b o e P 0.997126765 0535664091 3850820567 338084276 ENSORLG00000013816 |duspt2 |42l speciicly phosp 058199644 01132484 001248923 ) 931403009
3-010-5-beta-steroid 4-dehydrogenase [Source NCBI N
ENSORLGO0000011321 |AKRIDI 3,040, >-beta-ster 3.348479508 0331733678 4300110463 7317346173 ENSORLG00000013332 . s osa119501 [ — 1606374 N
Coiled-coil domain containing 173
ENSORLG00000017175 |code173  |eoved conomany contaling 18 -1.085816545 0315382507 8484092298 7.083379121 ENSORLG00000003090 . os0e0a177 08093930 J o1635479 P —
ENSORLGO000000B146 [tesch tescalcin b [Source ZFIN Acc 7DB-GENE-040426- 19031 0061072866 405813456 9151107517 5032402649 ERSORTGO00UOO13772 {5 T4 e 4773 & ource N Ace ZDB-GENE- 001005 ~3.401628655 1415449751 5406184638 0563391099
ENSORLGO0000004550 |- - -1355200259 1982003938 1960596858 4072452513 ENSORL 1 [ompio [B00e T oo protein 10 [Source:ZFIN:Acc:ZD8- - 01904717 L6a1aa537 Py
RN e
ENSORLGO0000000175 |- histone H4 [Source:NCBI gene;Acc101170364] -1.777817414 0358334486 5665866573 353019923 ENSORL thgtl [ {ENA-Distiine Quanybansterase ke 13135936 0499000394 — 048997284
Coiled-coll domain containing 148 [Source HGNC N
ENSORLGO0000016751 |cepC1ag | 2Cred coll coman coriay 6.161049669 3478708783 3.065705765 5748538439 ENSORLG00000017183 . — [—— B y—
alpha-1-microglobulin/bikunin precursor " - » o7 VP26, retromer complex component A
ENSORLG00000010354 |ambp [Source:ZFIN;Acc.ZDB- GENE-040426-1608] 0591126549 0516264261 3315803641 s2arazrsas ENSORLGO0000010208 |VP$262 | 15o1ircoZFIN: Acc:Z0B-GENE-040426- 11081 -5,100755065 0765753808 610038159 0243357319
ENSORLG00000018086 |gpr135 g&‘g“ggnz%p‘;d receptor 135 [Source:ZFIN: Acc:ZDB - 2.048964676 0412981713 4925746366 6562212587 ENSORLG00000008283 |srrd ﬁ’;gz“;?‘;"‘ containing [Source:ZFIN:Acc:ZDB-GENE- - 03610364 —— 0655560767
dynein, axonemal, heavy cham 12 - [pchA1-12n83 ourceZFNAG: 206 GENE- TT0411-
ENSORLGO0000009821 |dnah12 e 3572128798 3421684194 6.456384673 6607350524 ENSORLG00000017830 |sich211-1]S e 05 L os3004507 1518901 000754807
d protein kinase 10 B e proten oy (Fpd) mermber A4
ENSORL 6 | mapkio e e a7t 1967960372 1111969336 3.061083348 1614924182 ENSORLGO0000007453 [DNAJA4 | D12 heat shox o 0307365515 & 367514677 0002770002
ENSORLGO0000015987 1P 0000001088 [SourcerZFIN;Acc ZDB-GENE-140106- 1255072755 1111557692 3204424338 4640040998 ENSORLG00000001221 [rbmad | BRADIDAIng moti protein & [5"“'55 ZFIN:Acc:ZDB- 3008432634 0417872550 B 08973354
N Gynein axonemal ight chain 1 [Source HGNGC ,
ENSORLGO0000011890 |sickeyB4K17.| mpotAccHGNC:232471 1308710763 2405196377 2027857167 4836757343 ENSORLGO0000011336 |20¢:10369) 103692 Source ZFIN:Acc:7D8-GENE-041010-151 -3911043664 1102416154 5371324503 0356349709
N PYM homolog 1, exon junction complex associated
ENSORLG00000015927 0785201418 0731173788 3807218929 3951730979 ENSORLG00000015132 [pym1 | PYM hemolog 1 exan unetior complex 2 137100463 04755198 0981900844 L 406968346
WD repeat domain 60 [Source ZFINACC ZDB-GENE- gy elch-like family member 13 [Source:ZFINACGZDE-
ENSORLGO0000010740 |wdir60 o bt 0.260575124 0.097298665 4207971712 384158235 ENSORLG00000007208 [khi13 | <€leh-lke femily men j 075084 055348475 E—
ENSORLGO0000007564 |atfSa g anserption factor 5a [Source ZFINAcc 2D5- 1448636242 1276468502 3818409233 5540553603 ENSORLGO0000008047 . 4506636761 0825879534 203522436 L a35807668
Teucine rich repeat contaning 6 [Source ZFINACCZDB- gy B
ENSORLGO0000006573 |Irrcs e 0781051192 1230400177 3764449547 4223292524 ENSORLGO0000002056 |deun1dS |11 e oot & SourceNCBl aeneAce 1011656571 12173980 o 676155520 P
Zebrafish testis-expressed 38 [S0urce ZFIN:ACCZDB- Ny TSR3, a0 ranserae bosame maturaton factor
ENSORLGO0000010523 | 2138 e e 0690764072 0.10570803 5679307519 488332018 ENSORLG00000007723 [tsr3 el om0 6 006482057 | 887357303 191607503 o132
phosphatase and actin regulator 1 gy B e e bonucaprotein
ENSORLGO0000012647 |phactr [Source:ZFIN:Acc:ZDB- GENE-101230-3] 0527139636 1214144637 3477949918 4165439657 ENSORLG00000005104 [snmp25_[F) BHPeRr O HeOReten 20, -4518716717 1065034663 5519304671 -0.06396216
ENSORLGU000000723 |ano3 anoctamin 3 [Source ZFINACC:ZDB-GENE-111031-31 793519084 9334750035 3711071499 6817480320 ENSORLGO0000001564 | 6543056161 0494851047 7396282444 0357962378
ysteine and histdine-rich domain (CHORD) containing
ENSORLGO0000009611 | TEKTL tektin 1 [Source:HGNC Symbol:Acc HGNC:15534] 3664374238 1.178479027 647617255 8.962556042 ENSORLG00000004553 |chordetb | Stgine and histine ieh doman (CHORD) co 301800747 0322764858 I L baz8a8113
ENSORLGO0000001666 |- - 056847185 0268225005 3145351361 3082533219 ENSORLGO0000017216 - 4615563007 1585326686 5404989337 0795435395
ot 67 [SourcaNCBl , ~ "~ [sich211-11Ki8.4 [Source ZFIN:ACC ZDB-GENE 070912~
1[imeme7 |UensmemEane P 1719087004 0702350072 478497387 3768722877 ENSORLG00000012015 [sichz1i-1]5 P 0195648531 B —
transport 22 [SourceHGNC Ny
ENSORLGO0000017728 [ IFT22 e e o 0.738742007 0.990135073 4800038336 3.080646357 ENSORLG00000005548 . & 1350150 5266753 050810013 430816
Calcium binding protein 75 [Source ZFINACCZDB - B 'ADP-ribosylation factor-Tke 13A [Source ZFINACC ZDB-
ENSORLGO000000B135 |cabpTb e oot S 0,049230482 0364151994 587966012 6.203525842 ENSORLG00000001425 [arl13a | ADP-riboslation fac 7 484796051 L osiaes 2 793944506 B
ENSORLGU00000T600 |- - 0 1750391019 1631705507 TB00B17560 ENSORLGO0000007724 |~ - 3391616322 0350475041 512008328 2.088227255
iC factor 1 [Source NCBI
B B . RL
ENSORLG00000009209 1330234374 0218290368 3336086541 4885006067 ENSO| g gametocyte specie ! & 279353882 0728933656 & 157707676 0250004941
ENSORLGO000001148 |- B 2173808018 2275432463 4880004518 4779043935 ENSORLGO0000014486 - 3207364695 ~0697119764 3763554511 1253774631
'ADP ribosylation factor like GTPase 2 binding protein
ENSORLG00000015513 | ARL2BP e s o 246199679 1529757335 7.331563827 3340294496 ENSORLG00000006026 |- . 615563430 0659197756 P o aetei0mas
Dnal (Hsp&0) homolog, sublamily B, member 13 , Tamily with sequence simifarity 131, member A
ENSORLGO0000009053 | dnajo13 [Source:ZFIN:Acc:ZDB- GENE-040910-41 3272603099 0170593156 7581778077 1097545578 ENSORLGO0000016544 |am1312 |1q5yrco zFin: Acc:ZDB- GENE-080204- 1121 5807866856 -0173035322 3688779281 1045567552
ENSORLGO0000011540 |- - 0186561319 129297636 3843049277 4040028482 ENSORLG00000005335 - ~3.98050145 ~0472772383 1834677848 1672566351
ENSORLGO0000011581 |dclkd Cothga gy o nese S ourceZANACCZO8- GENE- 5097075431 2930037889 4158241839 6.325806074 ENSORLGO0000007443 |exosc2 | #X050me component 2 [SourceNCHI 3171039987 0380144550 e 0284714077
TATA box binding protein (TBP)-associated factor, RNA
ENSORLG00000014267 |- - 1128463905 1256543909 9.399375009 8009042577 ENSORLG00000012043 |tafla  |polymerase I, A [Source:ZFIN;Acc:ZDB- GENE-041014-
2721 -4.4474600! 1206136551 46891431 -0.96396981
Zona pellucida-Tike domain containing 1a ,
ENSORLGO0000005425 |zpld1a e o e a1 0 0 1584372996 1584422689 ENSORLG00000017693 . D 0483072881 J— T
Ciliogenesis associated TTC17 interacting protein ,
ENSORLGO0000011164 |carlp Source:ZFIN:Acc:ZDB-GENE-060929-11701 1184216919 0760239882 0283156251 8248101524 ENSORLGO0000014337 |LGALS2 | 5jectin 2 [SourceHGNC SumbolAccHGNC:6562] 1503745382 1684028766 1642681002 -1104182621
B 2615002268 0870282808 7066326662 3571627075 ENSORLGO0000017740 |- airdin SourceNCBI ceneAcc:1011604551 3642656362 0135010648 5377062035 1398977894
myosin binding protein C, slow type )
mybpel |ISource ZFIN-Acc 08 GENE-041114-196) 2683929776 1490600429 3964171028 5157986541 ENSORLG00000001212 - -15 62879808 1701940505 1654728347 0782965126
- 1510496858 1520889567 1951836047 5934772018 ENSORLGO0000005597 |- - 4338308864 038159116 3848042050 ~0871373315
Gynein, axonemal, assembly factor 3 ke Splicing factor 3b subunit 6 [Source:NCBI
ENSORLGO0000006843 | dnaaf3l e e o 2854905107 0776927426 5679514115 7757977041 ENSORLG00000015955 [sf306 |01 " 3b b P 0779991299 [
Cilia and flagella associated protein 45 ,
ENSORLGO0000013148 |cfapds e s e oheboe. 1431 6761735121 34197195 4374051038 7716566678 ENSORLG00000009320 . 26943190 YT [— B
neuronal calcium sensor 1 [SourceNCBI 3y Cytochrome b-cL complex subunit 7 [Source:NCBI
ENSORLG00000013420 |nesla e T oo 0511850436 0.248256482 4778018725 4018386235 ENSORLG00000012697 [ugerb | /echrome b-cl com L ss364701 io1656 — 0105396
Solute carrier organic anion transporter family member B} B N
ENSORLG00000004477 [stcotet S gamer orgenc anion ansparier by 1468433907 1020660689 4479611808 4032322815 ENSORLGO0000007687 . ; 2643516 013350438 0841806066
SWis vepar proten
ENSORLG00000015571 |- - 1064816157 -0.124818003 3431444271 4621563415 ENSORL swis |0 homelogous recombination o AT0470050 5 252506769 612800 L 138068610
Cilia and flagella associated protein 300 y ,
ENSORLGO0000012056 |cfap300 e s e onenon 9031 0.867963602 0228289221 6724650547 5628882267 ENSORLG00000011018 . 15315088 [ R, [
protein kinase, cAMP-dependent, catalytic, alpha.
ENSORLGO0000014775 |prkacab genome duplicate b [Source:ZFINAcc:ZDB-GENE- 0544298593 0977914233 4.966341409 3444613186 ENSORLG00000016930 |-
0408012081 - -3.057374949 041035496 0969164304 24980806




ENSORLGO0000005903 |- - -2.237513787 0896117581 4830313442 3489401996 ENSORLG00000014326 [rp7a | 1205omal RNA processing 7 homolog A [Source NCE! . - 010614 2 755189941 070874083
ENSORLGO0000014150 |cabp2a g brotein 2 [SourceNCE! 1056470207 12.40596844 6.141568188 4300765075 ENSORLGO0000006704 . 3335175896 590473009 B 178587088
ENSORLG00000007169 [hexa | rSource ZFiN ACCAZ%‘B;]-thNE-050417-2331 -0.451767883 0.173046801 5.668742015 5044413318 ENSORLG00000003143 |- N N 1 0776760753 6 0.981072186
ENSORLG00000000762 |cedc65 é‘g,‘jg:[‘f;g‘sq‘;’f‘;gf“m‘”'”9 65 [Source:ZFIN;Acc:ZDB- 1.914341502 -0.676823362 3979244075 6570893155 ENSORLG00000004230 |cedcd3 C"[‘{ES'CS“A“O’"‘G‘” gontaming 43 [Source ZFIN: Acc:ZDB - 3078646622 0625647757 1656071407 0996442157
ENSORLG00000012644 |- g’e":‘e“" monophosphatase 1 [SourceNCBI 4361760153 5531543014 4631167949 3461876094 ENSORLG00000006336 |- . e 00000104 05659586 J— 08452260
ENSORLG00000014813 |- - -1489975464 -0098557235 5361121493 3970187928 ENSORLG00000015812 i dkeyp-¢| 5, 0xeVP-94n10.5 [Source ZFINiAGE 2DB- GENE-070912- 3 sas196044 0412040113 Jy— 0582843001
@ B 1810954032 2176252108 5413422157 5046607253 ENSORLG00000014594 N ~4.022738541 0.835603487 2856085520 -2.001771276
ENSORLGO0000011965 |- Tatin-C-lie [SourceNCEI qeneAcc 1011654991 0 1103365013 1677118122 5738007224 ENSORLGO0000014700 - ~5.716812110 0197269632 4012218253 ~1841318561
ENSORLGO0000009682 |- - -0.388978366 0133677221 358971722 3067546464 ENSORLGO0000004354 |HAUSL :;‘f:c‘;g{g{‘l‘é;;g{“p‘e" subunit 1 [Source:NCBI 289910474 051270437 88430777 0472803515
ENSORLG00000004848 [daz! ge\:;ed in azoospermia like [Source:NCE! 0923292128 0824423145 4432967912 4532321532 ENSORLGO000000765 [becip [BRCAZ and CDKNIA interacting protein [Source:NCB! . 0334576, B 017477397
ENSORLG00000012338 | meripl e e erocting proteln 1 -0.548902445 0376796059 4222683477 3207469921 ENSORLG00000007932 |ren2 | eeulocalbin 2 [Source:2FNiAce:2DB-GENE-050706- 6157100 0 2468444 e
ENSORLGO0000011618 | katnal1 F;:?‘” e O s Ak -0.696709505 -0.493743665 3567735527 3365254701 ENSORLG00000003851 5 02829826 0753413536 s 495717446 o
ENSORLGO0000000163 |- lh_\s(one H4 [Source:NCBI gene;Acc:101170364] -1699507572 -0.193518052 4812329554 330682597 ENSORLGO0000008205 | ctdispl g;?e;m;”lgqizps’f‘m fike protein 2-B [Source:NCEI - 014020689 J— 09602576
ENSORLG00000012598 |b9d1 z::‘e"’"a‘q”‘ﬂ:zg‘ﬁ‘gg 1[Source:NCBI -1.894169991 -0.174113646 5577536305 3857964734 ENSORLG00000013879 |yeatsd Ziﬁﬁgs’l“gﬂégz"fgr‘"g 4 [Source:NCBI 4670549279 | 55013801 5 086701147 42500974
ENSORLG00000009732 |- - -9.734591084 -9.73457415 19.04065055 1904114727 ENSORLGO0000006550 |si-dkey-23] ;‘9“7‘;”'23’3’9 1 [Source:ZFIN:Acc:ZDB-GENE-091204- 1669232086 2176416702 12 096146 L s19965730
ENSORLG00000007125 |armco e toaagay g © Bouroe 2N A ZD8- 0411124829 0513900629 4674556476 4572265669 ENSORLGO0000013969 [EFNAZ [ 0o e - I - eaion 819161425
ENSORLG00000002854 |rab30 z:fjicrgirn”ﬁe;;’;i oncogene family [Source:NCBI 1615922746 1090564247 3257573205 3783416601 ENSORLG00000009402 |pocs ’PSC;SEEZEZ"F“',‘VD/‘:E'ED;S;%E;’gcgggégg‘i?%dDMD”as) s 0419301 0162596546 RSSO, E—
ENSORLG00000003841 |cabp2b f}agf\}ggg’l‘%‘;‘gig{“‘e‘" 2b [Source:ZFIN:Acc:ZDB- 1114984871 0 5238865486 1638920446 ENSORLG00000015185 |tango2 }’f’"‘i"""‘qam:n‘g‘ o 2 homolog 3544662166 0907276645 14960453076 0517999101
ENSORLGO0000017033 |stk39 serine ihreonine kinase 39 [Source ZFINAcc: ZDB-GENE- 1412065637 1311960668 380120557 3901885661 ENSORLGOOD00OSTLL [oxnlda [0 Gl mene A 1011663151 . L 450105559 JR— 0 ar6074775
ENSORLGOD000013013 |- - 3230835514 2005233618 3783414643 5009498186 ENSORLGO000000G817 |- - ~3.555020673 ~0.252082623 4130301895 0835940011
ENSORLGODU00003B16 [nphpl neshrocvstin 1 [Source NCBI aeneAcc 1011663501 0560756463 0073584333 4251103307 4804928863 ENSORLG00000007900 [elcb | elonain C [Source NGBl aeneAcc 1011735641 ~6.285496008] 2301282256 7560492667 ~1025800732
ENSORLGO0000010878 | WDR63 WD repeat domein o3 soureHGNG 2616089379 0690664333 406758275 5903493791 ENSORL pargl  [PRSand DA damage reguiate e B Laari2167 4006581425 086801506
ENSORLG00000003775 | ZMYND10 gy;g;gfgc“ﬂivc’“,\?c“lygfﬁ?"“"'”'”9 10 {SourceHGNC 13.43180706 1188016128 7889764012 9441878274 ENSORLG00000008400 |- . - 0103299137 [ > T6a354973
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@ cetnZ caltractin [Source:NCBI aene:Acc: 1011707691 0.627285987 0. m 4342204735 4719073338 ENSORLG00000002070 |- - ~4.475964599 0.289224494 5993360621 1.228656617
ENSORLGOD000000B70 |- - 782521683 9941575862 9321920983 7206029365 ENSORLGO0000002310 | - 437684151 -1.32178261 3393184210 0338610107
ENSORLG00000012054 |- E3 ubwuumn/ﬁgéf g?ase TRIM25 [Source:NCBI 0623154516 0456609811 3.036915653 3203945189 ENSORLG00000009844 |- R 3077556842 1657723856, 43618394 0116
ENSORLG00000011017 |efcabl e 14401 -2.681476786 2064948774 1061574662 5669806849 ENSORLG00000008444 [ubezt | UDIQUItn coniugating enzyme E2 T [Source:NCRI 410367905 0400503705 . 0793108505
ENSORLGO0000016634 |- - -0.761206984 0200124747 4123772383 3162025506 ENSORL 1 [po R0, pre- TR:“‘;SD"C‘”Q factor [Source:NCBI 4 603081 0625957007 PRSP 0595200471




ENSORLGO0000000159 |- B 0310550588 0932976655 450688480 5703700584 ENSORLGO0000016473 JACYPL T Source HGNC 3161462253 767546649 3806067850 1000485036
RAP1A, member of RAS oncogene family b
R R ORL
ENSORLG00000016797 13.46810216 9.220329955 5.787329444 10.03556913 EN 14 [raplab ur Fi 7DB- GENE-040426-2738] 3031272539 0.347636391 053703067 0.
ENSORLGO0000015603 |fam102ba  |protein FAM102B [SourceNCBI geneAcc:101166419] 2036688775 0669069392 3535871574 4903975821 ENSORLGO0000002759 |fbxo43 F boxprotein 43 [Source ZFIN;Acc ZDB- GENE-040426- 3678816419 0035350022 2 649020368 0993961197
B B 0584723797 1816722134 4314774649 3082761268 ERSORCCO0GT0T 3 | STAToA] o P e NP e A TOT TR0 3793674607 ~1.367829192 3672845301 1247484019
MORN repeat containing 5 [Source ZFIN. Acc ZDB- )
moms (GENE-050522-2671 o o 18.944317%8 1894481413 ENSORLGO0000007823 |cybSb b5 [Source:NCBI aene:Acc:1011559981 -3345407267 0847491714 4440764457 0248350312
- - 1.163779148 0.800414452 4.201015286 4.564864919 ENSORLG00000008191 |- - -3134549567 0.239697819 2412218788 -0.961543984
- organic solute carrier partner 1 [SoUrceGNC N » 2 » Ubiquitin specific peptidase 16 [Source ZFINACCZDB-
oscrL Svmbol:Acc: HGNC:289711 094527191 0098740262 992602692 35542756 ENSORLGO0000003334 |usp16 | Gene-030131-41531 -4.856042031 0040521248 3503443103 -1.302634796
B histone H4 [SourceNCBI aeneAcc 1011703641 0574655548 0052455166 T4T5676056 3849050267 ENSORLGO0000005041 |- - 4417916163 0175736439 2445834726 2141332046
adial spoke 3 homolog [Source.ZFIN;AcC.ZDB-GENE- churct | Church doman contiing T SourceNCl
ENSORLG00000017939 |rsph3 040724-1731 1.821241038 0.938269718 4572945405 5.45640211 ENSORLG00000012430 [churcl ene: 1698301 6 0 1254262871 8448534211 0.611261421
o1 ) , " » (rafﬁckmg protein particle complex 2 [S0urce:NCBI
ENSORLGO0000008SS: 0.806834729 281110165 9.248522133 1286604307 ENSORLG00000017809 rrappez | 12Mcking proter per 4 as0357 5 895503076 — 418968004
Ny — N memamr complex subunit 26 [Source:NCBI
ENSORLG00000007886 |promlb prominin 1 b [Source:ZFIN;Acc:ZDB-GENE-031003-1] 0.378517559 0.450681635 353094735 3.459268516 ENSORLG00000007788 gene: 1503391 3649263023 0868343585 515518323 0.63806144
ENSORLG00000017164 |- - 0.224054101 0.266266322 453650513 4.494782542 ENSORLG00000012083 |- - -1599427034 -2.264786982 1166061991 -2.068371167
meiosis specific nuclear structural 1 [SourceHGNC B , 4974 . ,
ENSORLGO000000B553 |MNS1 O e eeare! 2230907802 050663497 5102816936 3370028963 ENSORLG00000014303 ) or72a479 a1 0229093289 y——
ENSORLGO0000010076 |- - [ 1100420845 1663087201 TEART35451 ENSORLGO0000008134 |- - 4856950663 ~0.08602417 5038082075 0275641072
ENSORLGO0000015863 |- B 71104001 039695834 3571723341 6.0795 /6171 HmO VS WIO T7|ENSORLG00000007964 |tspan3a | tetraspanin-3 [Source NCBI aene Acc 1011700881 0906073959 ~4.642222236 ~2.324040175 1412590756
ENSORLGO0000006443 |- B 1793801899 0886903511 384002497 474830844 ENSORLGO0000009825 |- ~1891497115 ~3.509598203 0444550672 2063144902
gp— . 7 Tarily with Sequance siilrity 18 member AT
ENSORLG00000011688 |tectb tectorin beta [Source:ZFIN;Acc:ZDB-GENE-041212-16] 1.233666339 0.854263778 5.395573141 3.308127803 ENSORLG00000006322 FAM189A! [Source:HGNC. 90 2835776305 _16.041101 0.0: 3136 1 "
UT spliceosomal RNA [Source:NCBI solute carrier family 2 (facmlated g\ucose transporter),
ENSORLG00000020999 |RFO0003 | qenecacc 1119485141 1990526415 0533064119 3126579547 4564526263 ENSORLGO0000011838 [SI2330 | member 3b [Source:ZFIN:Acc.ZDB-GENE-121031-51 2541991047 -5.251484045 1944097701 4654075048
small nucleolar RNA U3 [SourceNCBI B} ~ N
ENSORLG00000021355 [RF00012 dene:Acc1119463551 12.65261197 0.121419746 17.21977402 4.689074477 ENSORLG00000000717 N 0.39044598 4181440695 0781012736 3791360171
ENSORLG00000017136 |2ge:172182 zac:172182 [Source: ZFIN:Acc:ZDB-GENE-080204 - 561 -9.529664802 3.643135355 19.10147557 5.929166677 ENSORLG00000011521 |- - 0.904684098 -3.807140313 0.322340549 5034650193
B N - DiggyBac transposable element derived 5
ENSORLGO0000008450 184075735 0317073151 422366395 6.381081512 ENSORLG00000005501 [pgbds | RIOYBaC ensposable siement dered ® 040979947 1949237 0ar1a81s74 2 791152893
- - acyl-CoA thioesterase 7 [Source:ZFIN;Acc:ZDB-GENE-
ENSORLG00000021640 2.568272861 2613184171 4.483789019 4439363116 ENSORLG00000004294 |acot? 040912421 1732594801 4052708945 0470202484 1 85039654
dynein regulatory complex subunit 3
ENSORLGO0000009343 |drc3 e b 301 0 1122629778 1793034476 6713513562 ENSORLG00000000558 |2mp:0000] 61420963 087427995 0285435706 0515054934
sacsin molecular chaperone [SourceNCBI N
ENSORLG00000013037 [sacs Gene: 1011688061 0.786191277 3.324219386 6.032586443 3.495051123 ENSORLG00000013178 N 1 . 62386 1594942759 01
thyroid hormone receptor interactor 13 R
ENSORLGO0000008063 | trip13 e e e 2551 0.318856836 0755642516 4041475641 3605174939 ENSORLG00000002388 . 0965405877 e 873202562 787343689
ENSORLGO0000012827 |- - 1710660368 0891800323 3048933746 3368108014 ENSORLGO0000004826 |pros1 _[orotein S [Source ZFIN AcCZDB-GENE-061013-6571 ~0203041724 3470149937 024562025 349250776
ENSORLGO0000007856 |- 1233239618 0.0720146%6 3682082056 4843791854 ENSORLGO0000006655 | - - 2516102250 ~166171021 1585535651 1251397477
NIVA-relared Kinase 4 [Source ZFIN;Acc ZDB-GENE- , N oRL T
ENSORLGO0000015988 |neks 040426-13921 0975977483 0681514919 4052614458 3756636698 EN psatl [Source:ZFIN:Acc:ZDB-GENE-030131-57231 -0.4218303: -4.773948986 -1.297272038 0 141
N N N abhydrolase domain containing 128 [Source HGNC
ENSORLG00000012250 1400925531 0573777138 5106348957 3132133011 ENSORL ABHD128 | SPrydroEse domai cont 1 149024519 6087009379 888210702 & 39832050
- - ~ 9 ORL (serotonin) receptor 1Fb
ENSORLG00000021612 2451518607 0048252502 3447879318 594813574 EN htrifo [Source:ZFIN:Acc:ZDB-GENE-090312-1401 -2.250695209 -3.295522071 0.517633642 1562944082
ENSORLG00000013926 |- - 1.030672941 -0.287152268 3.556086356 487439573 ENSORLG00000014604 [si:ch211-1- -1.366529801 -4.396057975 -0.742593236 2.28741998
dynein, axonemal, light intermediate chain 1 R » R
ENSORLGO0000014620 |dnalil e et o 1000948084 1558267693 9846190775 7.287461397 HmT VS WTT 350| ENSORLG00000015028 . 3993017468 301421806 337067352 Lopazsizal
transmembrane and coiled-coil domains & gy 5 Diphosphatase 1 SourceNCal
ENSORLG00000004754 [tmco6 [Source ZFIN:Ace ZDB-GENE-070410-471 0.272946713 0.022966856 3326318877 3.030890033 ENSORL fbpla (1 of sene 014616333 0.098184466 4290681973 1626233741
Ny - - endonuclease Soma- Containing 1 protein
ENSORLG00000003871 |cenal cyclin AL [Source:ZFIN: Acc.ZDB-GENE-040311-2] 0487220831 0742218655 5320572651 5585055005 ENSORLG00000006776 sidkey-24| SRACnUSease doman - containing | 576350777 010811380 6 146104058 0500784825
TUbulin tyrosine ligase-Tke family, member 8 gy N
ENSORLG00000004911 |ttll9 ISource:ZFIN:Acc.7DB-GENE-030131-15821 0.710696304 0.858921915 6.821904182 5.252770089 ENSORLG00000005025 5814213854 1398025946 4935434948 0181236343
ENSORLG00000021030 [RFO0004 u2 RNA [Source:NCBI -0.987374748 0.513139111 7.595025318 6.095002041 ENSORLG00000013422 [ARG1 arainase 1 [Source:HGNC HGNC:6631 8210352669 0.792385896 -6.579751446 0.838700314
N B} adenosine monophosphate deaminase 1 [Source:NCBI
ENSORLG00000001345 4366192483 212022679 4.984265222 7.230721502 ENSORLG00000000655 [ampd1 | 2dencsine moncphos & e67454605 0046863395 3071647635 2 40435504
ENSORLGO0000017096 |- B 3078541521 0079563387 6150207317 4051814746 ENSORLGO0000013058 |- A~ [S0Urce NCBI gene ACc 1011611891 7.008727024 0748122974 -3 956060431 2208027252
ORL protein 2 [Source:NCBI L collagen, t\/pel alpha 2 [Source:ZFIN;Acc:ZDB-GENE-
EN: ucp2 P 5815693103 032550341 3699697217 9.841580507 ENSORLG00000004319 |colaz | S210E: e - o D N
N Fas apoptotic mmmow molecule 2 [Source NGBl (hrombospondm b [Source ZFINAcC ZDB- GENE-
ENSORLG00000007822 e e 1132483872 127857753 5524704315 4064234248 ENSORLG00000004949 [thbsdb | hIomECSE sia1772 654813907 3710113861 1492597664
, N purine nucleoside phosphorylase 6
ENSORLGO0000015702 0889404261 0910846835 3279797793 3258840022 ENSORLG00000012988 [pnps | RUne nucieoside prosphontese® ool I . o300 I —
MORN repeat containing 3 [Source ZFIN.ACe ZDB- Ny hemoglabin subunit alpha-D [Source:NCBI
ENSORLGO0000008483 | morn3 e jebeet conts 081323479 0465053944 7226097333 5048203506 ENSORLG00000002980 2gc:16308| nomgiobn subunit 184458989 125114803 375040854 2 ap017701
ENSORLGO0000001334 |- - 078810076 2797289026 602040554 4102411036 ENSORLGO0000010593 |zan nadhesin. ke [Source ZFINAcCZDB-GENE-0B0131-21 5 732060331 ~1567075448 4623216465 260731147
peptidylprolyl isomerase (cyclophilin)-like 6 Kruppel-like factor 1 (erythroid) [Source:ZFIN;Acc:ZDB-
ENSORLG00000014836 |ppil6 [Source. ZFIN:Acc. ZDB- GENE-050522-701 0223180641 1149608261 703112016 O105477711 ENSORLGO0000013713 [KIf1 GENE-980526-551 1597600441 8822092774 -5056808177 2097565516
KISSL receptor b [Source:ZFIN;Acc:ZDB-GENE-060626 -
ENSORLG00000001694 |Kiss1rb o 1214012998 1234226361 3862205234 3660540246 ENSORLGO0000014361 [epbdp | o NCB e 167650 15 6784401 1375039483 567844389 1375041884
Clustarin associated protein 1 [SoUrceHGNC , B I 2
ENSORLGO0000006654 | CLUAP SymbolAcc HGNC: 180091 1694313006 0379351079 5774624704 4460147765 ENSORLG0000005129 |ofprz_[FR0B% TP o BF SPre (e 5066022869 -0.239634028 4081004131 1224237919
ENSORLGO0000005660 |- - 1454204653 3763060606 5777452484 341907071 ENSORLGO0000001356 |- - 8700547219 3001747599 76107693076 0489612011
ENSORLGO0000014489 |- B 1041666875 0453453646 4815782337 3371146826 ENSORLG00000002376 |~ 3167323109 ~12.69091028 3024501964 1283424388
Sodium leak channel, non-selective RNA Binding motf protein 38 Source ZANACG 708
ENSORLGO0000011051 |nalcn e e o 0121 2173951653 2004268632 3042120171 3212096826 ENSORLG00000012154 |romag | BRADInAng meti o 051509811 L s0926718 E— 535050873
ENSORLGO0000017932 |- - 9875610774 4205465836 1760051734 3438728588 ENSORLGOO0000010101 |7ac 10178]zac 101785 [Source. ZFINACCZDB-GENE-041010-1521 1888285983 0136399011 “3177571744 “1152401073
EF-hand domain (C-terminal) containing 1 N
ENSORLGO0000012981 | efhc e o ko 5t 4229684936 1124045312 8405610092 1151175823 ENSORLG00000017798 . e 0 26404201 49106778 FE—
ring finger protein 165a [Source:ZFIN;Acc:ZDB-GENE- HNF1 homeobox Ba [Source:ZFIN;Acc:ZDB-GENE-
ENSORLGO0000005031 | mf165a o0 haerp 4117751501 1146614176 3484608589 6.456230634 ENSORLG00000004564 [nnfiba | HNFE hem 6 613013984 0352600715 P 2 407935855
ENSORLGO0000015555 |- - 0072154876 0427555535 3457801558 3057906827 ENSORLG00000009594 [pvalbi (1 T [Source ZFIN Acc ZDB-GENE-040625-571 6567006946 1641268733 ~4.447429873 0478793284
- B ORL protein 100 [Source:NCBI
ENSORLGO0000000161 histone H4 [SourceNCBI gene;Acc:101170364) 1165065662 1722804191 6.048068079 3.16068563 EN TMEM100] FEnETmEmbiene prote 4 75046997 022772153 014621936 L 122561084
N Sidkey 140182 [Source ZFINACC ZDB- GENE-060503- N
ENSORLG00000006061 |sckey- 14018 |5/ 2% 106340819 2220457567 8367651614 508428606 ENSORLG00000013718 . 516609898 0308893 4388899020 0451285132
, protein disulfide- isomerase TNIX3-Tke [Source:NCEl , B troponin C. skeletal muscle [Source:NCBI
ENSORLGO0000007690 STy 1169502716 0216071301 5138044098 4185102418 ENSORLG00000001797 |tnncz | 10PONIn €, skaetal JESR 015370 P N
Solute carrier family 2, faciltated glucose transporter , -
ENSORLGO0000005714 [sic2a5 solute cater Tamy 2 secitated glucose et 356852988 0.043008138 3157638038 7670655012 ENSORLG00000016356 . 0264367883 023911330 0280060771
T h 3 [Source:ZFIN;Acc.ZDB-GENE-070209- B B
ENSORL 1 |erich3 S 169371755 22857895 3645243413 7625261268 ENSORLG00000002751 . 46684081 iy — 265667804 0703588586
adenylate kinase 7 [Source:ZFINAcc ZDB- GENE- -
ENSORLG00000010918 |ak7b e 3685825025 0.492212194 3643056056 6.837156587 ENSORLG00000011204 . 165233036 1o oa04 657937242 014902306,
intraflagellar transport 122 [SourceHGNC gy B} ,
ENSORLGO0000011039 [IFT122 e At 0.156911048 0.229689664 4077102436 4150366182 ENSORLG00000000256 — e 4165083654 > 0960B1278
Tike 2b [Source ZFINACC.ZDB- GENE- sperth acrosome merbrane assocated proten 4
RL -
ENSO sypl2b e 0.760702566 1781252857 4.70460318 368453787 ENSORLG00000002106 sperm aciosome membrane ass i 2 032009176 I 3743222080 0916734967
dynein assembly factor with WOR repeat domains 1 B} potassium voltage-gated channel subiamﬂy Tmember 15
ENSORLG00000011792 | dawl |[Source:ZFIN:Acc:ZDB-GENE-050419- 2551 491649904 0996634353 4226266652 10.14169956 ENSORLGO0000014220 [KCNJE | 1501 rce:HGNIC SvmboliAceHGNC:6261 5870836368 2586677298 324687767 5220118351
Oryzias latipes alcohol dehydrogenase 5 (class M), chi
ENSORLG00000015815 |ift81 ‘"c‘;ac”:gg”fn'l’l'gggz‘gg’ 81 [SourcerNCBI 0.810257298 -0.158306322 3.288033453 4.257081954 ENSORLG00000017646 |adh5 polypeptide (adh5), mRNA. [Source:RefSeq
9 metAACe NV 0011047961 7.012723622 2119607285 4166887337 0726624268
B B SPARC (osteonectin), cwev and kazal ke domains
ENSORLGO0000005637 3767234039 1818275975 4107994863 6.057432265 ENSORLG00000009143 |SPOCK2 o) oner o e 25541 . [ ; 0016037911
B ) Solue carer famiy 13 member 3 [SourceNCB
ENSORLGO0000012755 102481885 0 6.31803545 1656670874 ENSORLGO0000015101 [sle13ag | S0lute carer fanl L et 0334001 0T 37278924
70| Enkurin domain containing 1 [SourceHGNC B
ENSORLG00000002502 |sich211-220d ST SOer coniain 1377949899 1171926659 4564095018 7.114457567 ENSORLG00000017938 |apoda.1 b Source NGBl aeneAce 1011670751 R 203372608 416354186 P
NIML serine/threonine protein kinase [Source:NCBI Oryzias latipes trypsinogen (tryp), MRNA. [SourceRefSeq
ENSORLG00000003997 |nim1k I, 1278452273 1196642742 308369321 3165086959 ENSORLG00000013603 [typ | Ovaas atipes typsiogen - | Bo0860411 6321636040 050113036




ryz\as Tatipes warm-temperature-accimation: elated-
ENSORL 65- ik pi 5 R -1.898528422 -1.991386008 6989099967 7.082441543 ENSORLG00000002084 |prss35 [ protease, serine, 35 [Source:ZFIN;Acc:ZDB-GENE-
NAACCNM 001104852] 040704-551 4465405264 059120549 -3.250757889 0623927177
finger (C3HCA) 1 Oryzias latipes hematopietic transcription factor GATA-1
ENSORLG00000007789 438910 g Nipweivig SE%EWOQBE{llZ i ) 0.829595654 0.750319243 3.066060424 3.145819053 ENSORLG00000013980 |gata-1  |(gata-1), mRNA. [Source:RefSeq
ISource: < ! 0011048851 6600008277 130251302 -4.30007476 1006098682
ENSORLGO00D0002971 |~ - 0513226489 094926842 4820559346 4394005778 ENSORLGO0000016335 |sr-dkey 19 si.dkev-19466.1 [Source ZFINAcc ZDB-GENE-100922 - 6.087974765 -0.72014281 ~3.990351405 281851224
four and a half LIM domains 2b [Source ZFIN:Acc:ZDB -
ENSORLGO0000005868 |anoga anoctamin 9a [Source:ZFIN;Acc:ZDB-GENE-071004-46] 11.69874373 12.37676301 4805098925 4127547752 ENSORLGO0000012482 [fhiz |10 270 PalT M 4040670879 06890, 3951841921 0778335052
tetratricopeptide repeat domain 218 _ "
ENSORLG00000016992 | ttc21b oot A T GENE -081010-341 1691201205 0.788444288 3960611225 3.058339077 ENSORLG00000016164 . 4533368504 1364884177 4651719264 1353100124
5 72n| Protein kinase CAMP-dependent type Il regulatory’ N
ENSORLGO0000004379 [sich211-272n| PIOtein Kase o M e e D e e 93021 3430025847 2319587192 3001207207 4112133518 ENSORLG00000006396 4899620832 2302573008 313001121 16266536
ENSORLGO0000012225 [mi212b si:ch211-1062.1 [Source:ZFINAcc:ZDB- GENE-070912-01 355453559 0614236519 676380663 3873992557 ERSORLGO0000017031 [ioxb13a_[homeobox 132 fSource ZFIN Ace 7B GENE-050812 11 6145051628 ~0,069145045 3197172769 3017508598
dynein, cytoplasmic 2, light intermediate chain 1 _ " foctor-binding protein
ENSORLGO0000004674 | dync2iit [Source:ZFIN:Acc:ZDB- GENE-040426 - 12301 0138586769 0420663618 4395486475 4641087912 ENSORL [Source:NCBI aene:Acc:101156980 4103100836 -11.72416849 -3.214970141 1261280631
neuropeptide Y receptor 2, like [Source:ZFIN Acc ZDB- N sperm acrosome membrane- assocnaled protein 4-like
ENSORLG00000002440 | npy2rl e 1.284922139 1.389631731 48424896 4.738268021 ENSORLG00000002111 e e s JE— 075725286 [P— 0346142638
TENL CST complex subunit [Source ZFIN.ACC.ZDB- BOK, BCL2 family apoptosis regu\alov a
ENSORLG00000000792 |ten1 CENE 020191 Boe) 0025953957 0515874327 4172529167 3683093983 ENSORLG00000002123 |boka |06 272 o 451575064 0966031004 3058117047 0492087143
ENSORLGO00D0009047 |- - ~3.700568845 ~0.038535056 812628022 2464732001 ENSORLGO0000010566 - 3892361887 2509148212 ~3773004011 -2.389305131
ENSORLGO0000009795 |- - 0 1038730653 18.42062781 803378573 ENSORLGO0000013646 - 4651016141 0082959982 ~3.830075408 0738466066
N , olfactomedin-like 3b [Source ZFIN/Acc ZDB-GENE-
ENSORLG00000000448 - 0176824293 0.563695665 433451951 3594484323 ENSORLG00000014950 [olfmize [Sfactomed S, L 51851508 . L opor09862
N i insulin like growth factor binding protein 3
ENSORLG00000021693 1.906640528 4003648961 655793137 4461407885 ENSORLG00000017149 |IGFBP3 | 25u7h o 1031882641 1771033611 3310705235 3149373041
N NADPH oxidase activator 1 [Source:ZFIN;Ac:-ZDB- GENE-
ENSORLG00000012963 - 2250530739 1841975347 3607680086 4016718558 ENSORLGO0000017727 [nowal | (VOFH O 491419091 0969398713 . 034243919
Ceramide kinase-like [Source:ZFIN;Acc. ZDB-GENE- _ B cadherin 16, KSP-cadherin [Source ZFIN; Acc ZDB-GENE-
ENSORLG00000010576 |cerkl 0e10-a81 0024983177 1107430563 3258207753 4341139532 ENSORLG00000005424 cdn16 | 30060" 10 P [y 6287975586 .
Katanin p60 subunit A-like 2 [Source:ZFIN.Acc ZDB- , N
ENSORLG00000011896 |katnal2 S 0711129247 0.0639032 4948037276 4.173489926 ENSORLG00000011358 . Je1a5310 y— [P 0 8a5022713
N i _ TinTRIM family, member 83 [Source ZFINAce:ZDB- GENE-
ENSORLG00000011467 0999306812 0438081634 444252685 5880402296 ENSORLG00000012084 [ftig3  |FATR T 6441977174 1 869637057 3139648676, 433174934
EF-hand domain (c terminal conanng 2 - interferon alpha-inducible protein 27-like protein 2
ENSORLGO0000013742 |efhc2 e o 482949192 0020250707 5581754246 1039147865 ENSORLG00000017214 A A 05111848 03148186 e o1a1asas 1089950
N i B Oryzias latipes forkhead box C1 (foxc1), mRNA.
ENSORLG00000012783 1407894227 1464525781 3895284964 6.768190305 ENSORLG00000012589 |foxcl A M ComiB0om 1741564374 1250029168 3019052491 1 89676639
ENSORLGO00D0012009 |- 002266425 2946346703 7558763523 3690238842 ENSORLGO0000002687 |sneab (1 c|svnuclein [Source: NCBI aene:Acc:1011700441 7.645589221 3414551359 ~3.736703701 0494820197
Coffed-cal doman contaning 181 N astacin like metallo-protease [Source:NCBI
ENSORL 15 [codc181 e 5033101 2618839687 1220604028 3865515167 5264236964 ENSORL astac B o5 e satoeaans [ —
B N large neutrl amino aids ransportersmall suburit 4
ENSORLG00000012090 0 1065611198 15.794607 5138973785 ENSORLGO0000005019 sic43a2b [19® nelifa) amno aeide ransport 5404736743 1 324467199 332420546 0796458917
Tamily with sequence similarity 167 member A R -
ENSORLGO0000016424 [fam167ab |2 With ssduence sty 287 0112859029 0727359828 3110327523 3951031735 ENSORLG00000001955 2770305076 | 543353201 - 1 198398063
meprin A subunit beta [Source:HGNC
ENSORLG00000016905 |FMN1 formin 1 [Source: HGNC Symbol:Acc HGNC:3768] 043927741 0151323871 3407935691 3696374332 ENSORLG00000017217 |MeP18  [epin 7 it ber T 6730845105 1131815099 6593030314 1145647763
- Kruppel-like factor 17 [Source:ZFIN/Acc ZDB-GENE-
ENSORLGO0000010421 - 0 1175305793 1641598433 466340222 ENSORLG00000012539 |17 [Kiuepel- 14249129 013552400 - 013269
solute carier family 12 (sodium/potassium/chloride
ENSORLGO0000009960 |- - 11.30538919 0 491560692 1622148706 ENSORLG00000002682 |slc12al  |transporter), member 1 [Source:ZFINAcc:ZDB-GENE-
080130-31 4923709544 -7.438820311 -4.426561308 7.936477616
- - - ORL
ENSORLGO0000007306 1334939991 0894959164 621795665 3988542319 EN: 17 [ENPR7 | e 1379668906 847301523 176136128
thophilin associated tail protein 1-Iike
ENSORLG00000006851 |ropn1l A S Db G 04074 2351 4065172602 1785880802 4777494308 7.057268149 ENSORLG00000004055 . £ 350158156 J— 453195006
leucine-rich, glioma inactivated 1b Iysozyme g-like 2 [Source:ZFIN;AcC:ZDB- GENE-090917 -
ENSORLGO0000005163 Igilb e e a0o17-11 3932460742 1536715183 3365360391 5761605203 ENSORLG00000000313 [yal2 |1 - 1 487572301 3276035004 P
outer dense fiber protein 2 [Source:NCBI _ Oryz\as Tatipes actin, alpha 1, skeletal muscle (actal),
ENSORLG00000012850 |odf2a e o1 17oeal 148835769 0061003116 3289834115 4839679735 ENSORL 1 |actal n A e M o ip a0t & 927846049 0472017521 6687832166 0287483837
polycomb group ring finger 3 [Source:NCBI -
ENSORLG00000011041 |PCGF3 [ ) 0610225913 029974326 30355686 3346535054 ENSORLG00000014020 . 17 80530351 1005765334 [Py 966719390
Teucine rich repeat containing 18a Oryzias latipes Me-HNF3D protein (foxa2), mRNA
ENSORLG00000009021 |Irrc18a o e o SN 0908133231 0 12.39123553 19.14544939 6.75468642 ENSORLG00000017407 |foxa2 i S ona! 658133734 0555006044 ——
ELMO domain containing 2 [Source:HGNC. trehalase (brush-border membrane glycoprotein)
ENSORLG00000007321 |ELMOD2 | £V Imel O 0622985923 1445724176 4597854724 3775601518 ENSORLG00000002521 [ tren e e 5817790829 0278056841 238409124 2 767924007
myocardial zonula adherens protein , , forkhead box L1 [Source:ZFIN; Acc:ZDB-GENE-040426-
ENSORLGO0000008354 | myzap N e zo8. G Da1111-911 0504952683 0.314608266 3845569368 3.655709894 ENSORLG00000013881 |foxi1 6247668972 043880 3352793304 2 456471901
ankyrin repeat and EF-hand domain containing 1a Oyzia eipes mermbrane guanyy] cycese loco)
ENSORLGO00000016142 |ankefla eoren N Ao 7DB- GENE 041001 1061 2.964870961 0.110836092 3155961116 6010481216 ENSORLG00000002713 |olgc6. o oo 10sh0m 5201526252 0061080329 3062350942 2200709879
g 7c:110366 [Source:ZFIN: AccZDB-GENE-050417-3021 0789167075 1832760627 7538577216 3495467217 ENSORLGO0000000336 | 4541647285 160989263 -3528993986 ~0.506754999
coiled-coil domain containing 40 [Source:ZFIN;Acc:ZDB- - B Tioart and neural crest dervatves expressed 1
ENSORLGO0000001899 |cedcd0 SNE oss0a w31 0603262786 1683994214 3983397247 5064613922 ENSORLGO0000015508 [HANDI [ fieart 2 TEural €rest o o e s 2 582275021 1 707666497 4165770149 1709320815
KIAAT549L_|KIAAT549 like [SourceHGNC SvmboLACCHGNC 248361 0164690857 0886805876 37932712998 4515868251 ENSORLG00000001065 - 1637684625 0 ~3.104679259 1327265748
serpin peptidase inhibitor, clade E (nexin, plasminogen
ENSORLG0000017613 |- - 0 1137427334 17.84422125 6.470422944 ENSORLG00000010473 |serpinel  [activator inhibitor type 1), member 1
[Source: ZFIN:Acc.ZDB-GENE-070912-601 5137304453 1.05855684: - 0637023042
regulatory factor X-associated ankyrin-containing }
ENSORLGO0000000796 |rfxank e o Ay DB. OENE 050008 Bogt 0019193501 0080758376 3108415572 3008948223 ENSORLG00000016848 . B - 0279102756 3309179482 |
, 7 R ankyrin repeat and SOCS box containing 9
ENSORLG00000010634 1.206772076 0.898087263 3817272748 5922616732 ENSORLGO0000017849 [ASBo  |RTH Tee0t oNeTg 18] 1705404081 1121400334 446139606, 2379109007
transport 43 [Source HGNC , CCAAT/enhancer-binding protein beta [Source:NCBI
ENSORLG00000016572 |IFT43 fombciheconic i 0693143175 0430829467 5237221529 4113733887 ENSORLG00000015082 [cebpb [ SEATTIenfancer i 5232046071 L 018305264 0430904 0833705597
BCL2 interacting protein 1a [Source:ZFIN;Ace:ZDB- B solute carier family 5 member 9 [SourceHGNC
ENSORLGO00000007358 |bnipla CENE 061107 441 3201888369 1615830013 7835442037 3018200484 ENSORLG00000000128 |SLCSA9 e 854237171 0276457814 3110832935 | 46543
, anthrax toxin receptor 1b [Source:ZFINAC:ZDB- GENE-
ENSORLG00000006167 1.039938998 0.452089065 6151972974 6.740309994 ENSORLG00000008926 [antarlb 30108 101 PP 0369340878 4037231018 098058035
intraflagellar transport 52 [Source:NCBI proline rich Gla (G-carboxyglutamic acid) 2
ENSORLGO00000011661 ift52 . ol 2506574804 0.300283699 3387885578 5594661759 ENSORLGO0000017277 [prrg2 |RIOIne Teh B8 (5 carbomyaluiamie 2ok 762755279 0993178675 231330854 045675320
, hemoglobin embryonic subunit alpha-like [Source:NCBI
ENSORLG00000007095 2251809441 0011965682 4391573207 6631902299 ENSORLG00000005210 |gb A 6637479633 0700020365 259900
NME/NM23 family member 5 [Source:NCBI . meprin A, alpha (PABA peptide hydrolase), tandem
ENSORLG00000005291 |nmeS emoAce 1011695001 1608791133 0.096657457 6438607952 4733644128 ENSORLG00000015782 [mepla | ToRiln R o B eNE 41001 2091 £ 378564900 053503186 5733110727 99521199
y [sizfos-223¢1.2 [Source ZFIN:Acc:ZDB-GENE- 110411~ R
ENSORLGO0000017228 |sizfos-223e1.| 3 1.069650024 0.101179444 6321358948 7.492675211 ENSORLGO000000BES [ntnS | (o AceZDB GENE-130530-5031 105516863 0782957633 3505588346 1332023768
ENSORLGO00000T0110 |- - 112942359 1116150353 9714431793 5847636300 ENSORLGO0000000965 [cpaz A2 Source:NCBI aene:Acc: 1011591881 4.843267506 1701167593 ~4.121379204 20978794311
cilia and flagella associated protein 52 amnion associated transmembrane protein
ENSORLG00000003197 |cfap52 ot ZF I A 70b. GENL 050522 2061 2616698047 1732002081 5.199965894 6.085147921 ENSORLG00000007599 |amn e I oeo o s 5 3140838589 4331436008 475276740
YjeF N-terminal domain containing 3
ENSORLGO0000000710 |yjefn3 1Source ZFIN:Acc:ZDB-GENE-050208-7551 1804087417 191436128 3746220017 4243950103 ENSORLGO0000007652 | Mab2L12 |, 1ot 21 like 2 [Source NCBI aeneiAce 1011571871 4863033781 1035286115 -3.03988776 0788340558
fatty acid desaturase 2 [Source:NCBI carbonic anhydrase IV a [Source:ZFIN;Acc:ZDB-GENE-
ENSORLGO0000006353 |fads2 (1 of ma| 1 0 THHI 150 11.98380949 0 5483546137 17.4678452 ENSORLG00000011256 |cada c 5957194652 1014603219 6493204538 0540120242
ENSORLGO0000010862 |- - T481133038 1149487496 3260073321 3601203760 ENSORLGO0000007225 [pax8___|paired box 8 [Source ZFIN: Acc:ZDB-GENE-001030-31 6694350071 1.013737335 ~3469799799 2211299868
i 7 =h associated glycoprotein [Source:ZFIN;Acc:ZDB-GENE-
ENSORLG00000016096 0 0 15.77484547 15.77534227 ENSORLGO0000012284 [rhag  |{7 ss0c/od 5 62249214 0270062113 39305001 )
Serpin family C member 1 [Source:NCBI R N homeobox protein Hox-B6a [Source:NCBI
ENSORLG00000014069 |serpinc1 S e 1011705081 0979473954 0681522649 5.990409876 7.651901859 ENSORLG00000017036 o e o1 ey 3747335 02467455 5547586123 | 243628743
WD repeat domain 66 [Source:ZFIN;Acc ZDB-GENE- R 'APOBECL complementation factor [Source:NCBI
ENSORLGO0000005926 |wdr66 Deoson aom) 228270465 0890442992 8230684002 1140435047 ENSORLG00000013342 |alcf o et ae e 5 366261401 0572529102 S61214772 0833002651
, 7 myosin regulatory light chain 2, skeletal muscle isoform
ENSORLG00000002163 274579839 2165744769 7231574513 7.812108215 ENSORLG00000005736 |mylpfb ST AT iy 5 0182732175 5255276121 060428156
regulatory subunit 6 , R ORL | putative methyltransferase DDB_G0268948 [Source:NCBI
ENSORLG00000003102 | PIK3R6 e, Svmbo\ e e o) 0084632422 0.752563933 3470707143 413012328 EN: sich211-¢{Pu s, B 0057097045 401667085 N
, collagen, type XIl, alpha 1b [Source:ZFINAcc:ZDB-GENE-
ENSORLG00000005126 3958645431 1165535719 4356677445 7.150267422 ENSORLG00000017285 |col12alb |£9759eN: O 01880274 N 5085 A oopeanTad B
i 7 solute carrier organic anion transporter family, mermber
ENSORLG00000011990 | 1367309813 1163218641 6440170076 8.481551446 ENSORLGO0000000985 |sico2al ~[S91U% Sarier Srganie snion wanseorier Bl S 1 730782387 s 0u2213200 091235954




ENSORLGO0000012626 | mapkl5 Egg?jg;ﬁ“fég;g;&mf‘g;g;;_3071 3.343802499 0.200877663 4.884480177 8027888269 ENSORLG00000002431 |- R 4 pa7331334 466436 - | 28653424
ENSORLGO0000015805 |LRRCO e 1,ch repeat containing 9 [Source:HGNC 115322098 10.75939722 5155751759 5929031261 ENSORLG00000017608 |oxg23 | Sornexin 823 [Source ZFINVAGE 2DB- GENE-030131- B . 041108614 N 0682297762
ENSORLG00000018250 |- - 1687997562 -1.571293099 310707055 6.366844472 ENSORLG00000003862 |fn1b "h“’“e':“” 1b [Source:ZFiN:Ace-ZDB-GENE-030131 - 865386579 0413072311 . 0550213800
ENSORLGO0000005899 |- - 1251895799 0 4651658604 17.17110847 ENSORLG00000008567 |sirp71-68] “’71 68n21.9 [Source ZFIN;Acc:ZDB-GENE-081105- 4100083285 0821463204 5 0555187073
ENSORLGO0000005465 |nck0 oo tutd e 700 G os0tan-ana 0802445205 0093836737 4152380721 2256585789 ENSORLG00000006426 |20017159] 171505 urce ZEN Ace7D8. GENE 080220 231 770808501 oasa1 5 273017285
ENSORL nign3b Oryzias latipes neuroligin 35&”'3313?‘1’"{?’#’* 5118025165 2058656353 4102961064 7162793563 ENSORLG00000002501 . 5 050862371 0610793074
ENSORL imprssiz | Uansmembrane profease serine 11D [Source:NCBI 3342084193 219451699 5187130254 6335183366 ENSORLG00000016428 |- Z:i:ﬂ‘c'ca:gﬁidﬁ‘;zise"‘“ [Source:NCBI 6 183049761 Lsr1217 » 0203536051
ENSORLGO0000012659 |- - 1201659591 10.17525013 3820488746 5671302951 ENSORLG00000009643 |MAF | MAF DZP transeription factor [Source HGNC 5 0473680054 3313485165 2001299745
ENSORLGO0000001528 |fam161a IEO'"J"‘/C:’EEIffzé‘:;%ess_‘gé"ig‘fl%g;i(’;_elT“e’ A -0186818947 -3.216333385 4544198515 7574198429 ENSORLG00000007902 [noxci2a | nomeebox proten e [Source:NCEI 648050 0075003798 y— —
ENSORLG00000008394 |- R 0338970307 -1611834244 3664349573 5.615639243 ENSORLG00000003247 |foxd1 O'Yz‘as ‘a“pes 'Whea“ box D1 %ﬁ’i‘é&;‘;m 15 60788521 028146644 T~ o
Oryzias latipes twist-related protein 2-like
ENSORLG00000014431 |- - -11.78100005 2320575781 1805106234 3930980033 ENSORLG00000016373 |twist3  |(LOC101165973), mRNA. [Source:RefSeq
0013090121 5648500059 -2.4557753 -461393852 3490829865
- - 1109135071 1496233159 6663310124 2058427995 ENSORLG00000005754 [dpepl. 1 [Source:ZFIN:Acc:ZDB-GENE-061013-3881 6. @I 2246402827 637059393 3888719046
- e A rtagg i BourceNCB! 5092445781 217425757 4519120656 7437790903 ENSORLGO0000002018 |edN! | 5 i [Source:ZFiNiAcc ZDB-GENE-010328-91 7.015860857 1735556816 -6.86301023 0562199188/
ke, 30016 ] urce NCBI ene Acc 1011651381 2000775043 0465279566 113886718 5649866814 ENSORUGUD00UD075E {FBLNT {1 {ulin 1 Souice HGNC Svnbol Acc HGNC SE001 3973900029 0532417758 ~4.006286771 ~0,664310697
- - 1448112143 0 3604315771 1608592693 ENSORLGO0000013582 |- trvosin-2 [Source NCBI aene: 610211 7498538101 1546698853 ~6.570825912 ~0.418501767
gabrb3 IESEOTAQi?;r&n:gcu}gg-aééd?ﬁgfﬁgfl)(;;[Ezﬁepwr‘ pete? 0199941292 “0814484341 5526551156 6.541463725 ENSORLG00000016784 |RGS6 ;E!;:I‘:Dtlu;:cf S(}pf\rﬁ:li‘gﬂsu‘gna‘mg ° [sou reeHoNe 2234007087 -0.636667212 -3.78465236 -0.913492939
VASHL vasohibin 1 [Source HGNC Svmbol:AccHGNC10964T 275207793 0476200100 3577767208 5854150830 ENSORLGO0000000487 ensBi3a | EPS8-like 3a ISource ZFIN-Acc 7DB-GENE-091204-4601 430057218 ~1003588391 ~3.29049925 2104145200
ENSORLG00000000157 |- - 0 112300863 1660749758 5457984163 ENSORL pid  [Pared ke homeodomain 1 [SourceZFIN:Acc ZDB- 5 305718608 0420708529 3150373084 71712567
ENSORLGO0000021025 |RFOD004 gez spliceosomal RIA 1Source:NCEI 0997361427 0503152328 7337839258 5837816151 ENSORLG00000002303 |- GIMAP family P-loop NTPase Jomain conteining 1 1660904355 10.96260685 P — J—
ENSORLGO0000018074 |faima ,‘;;jzg%‘;’.‘N‘i{Z:?}EE%?E&%“JE%&W 0079912872 -0238738185 3857741273 4176877041 ENSORLGO0000017946 |apoda.2 (] zzgg‘fc‘z’%eﬂgs‘;‘; [Source:NCBI 4 a8a5479 327385 060613079 6 45634806
ENSORLG00000005179 |- - -0.766313446 1.219485196 5060846085 3075532388 ENSORL peolcea  |FE070 2 ZF‘NCAEE 708 GENE A 04”12512“;'7;1 4604069371 L6z3797028 4148510213 1367752824
ENSORLG00000010412 |- R 0 1158795093 1618172084 4504243252 ENSORLG00000011244 |ankib ggmg 16 erythrocytic b [Source ZFIN; Acc:ZDB-GENE- § 531184204 573806238 901551735 B
ENSORLGO0000011835 |Cldorta  |Uncharacterized LOCL05356763 [Source NCEI 12.2499845 0 4902681295 1715315655 ENSORLG00000010562 |- . 04543536 053846156 I FE—
ENSORLGO0000001Z37 |- - 1266263630 1022633002 453303600 000603060 ENSORLGO0000018030 |- - 5113148006 2457468231 ~3.4867147 0830552005
ENSORLGODU00021664 |- 5 130876803 2322030760 556865641 4575862756 ENSORLG00000004957 [HOXA? (1| homeobox A2 TSource HGNC Svmbol AccHGNC 1031 5830782083 175615237 313776349 0937351201
ENSORLG00000012964 |- - 0271589972 -0.798228142 4349045037 5420250545 ENSORLGO0000001080 |xch xanihine aehydrogenase [Source ZFIN/Acc.2DB-GENE- 5 58024666 87756817 453033416
ENSORLGO0000011543 |spatal7 | Shermatogenesis associated 17 [SourceZFINAcc 2DB- 0137146346 -13.336653 5496524839 1897083262 ENSORLG00000014439 [cEL | Ble salt-activated lipase [Source:NCE! 6 10001883 655049640 I 0450899508
ENSORLGO0000021620 |- - TE82847172 0202476483 314777762 5233536166 ENSORLGO0000015628 |- - 1200211389 ~0274611278 ~3.707607998]  iostosas]
ENSORLG00000017759 ghrhra ?S'SZ“,’CZZ‘E{Nmili ?D‘e;f‘@”SNZ‘fg?ggf;_Zje"“" 2 0795021855 -0.001457198 4085005057 4881968947 ENSORL ot | e Ak G
021015-11 6738761245 2773884501 -4.275748792 -0.31038640!
ENSORLGO0000004847 [adsal adenosine deaminase: ke [Source 2FINAce 2DB- GENE- -0.20821279 0372659638 3672996565 3091609054 ENSORLGO0000001079 |- . R - 115760803 —
ENSORLG00000000176 |- - 1390940685 0518500421 6.044829284 6.017743304 ENSORLG00000001820 [rasal3 |15 protei actvator like 3 [Source ZFIN:Acc.ZDB- GENE- B 0665601314 41508822 0470609656
ENSORLG00000010304 |efcab? T oyae "0 domain 7 [SourceNCE! -0.084926385 -0.08483363 3753003478 3753395635 ENSORLGO0000001400 |- 1677613667 - 0 05a081061 T
[ENSORLGO0000010901 [nicn nicolin 1 [Source:NCBI aene:Acc 1011610501 1536772833 0494034617 3705100756 5736393948 ENSORLGO0000015802 |tmodd. 4 1Source:NCBI aen 1011661631 3722794587 051787778 3104010978 0.101389848|
ENSORLG00000005866 |ulké Soonsp g CouroeZFINASZDE GENE- 1318645475 10.92436716 5831252815 8003810179 ENSORLGO0000011579 [sic2az [solute carierfamily 2 faciliated glucose transporter). 6215573500 0655101 618100304 )
ENSORLG00000010104 |wdir54 e o Taam gy e Nee! 1545116508 0201060986 4325708887 567024884 ENSORLG00000002122 |- sodium/potassium-transporting ATPase subunit alpha-1 B 0008775080 i 0es1ia6 61494126
ENSORLG00000003605 | NT5C38 (1 of | gw:g;‘f:;fffgf\%‘;;;j‘g‘”g [Source HGNC -0.722723521 -0.309244835 380627133 3393277618 ENSORLG00000016537 |aldhgal a‘:ﬁ?y“ifiﬁif;’ff:?ﬁsfo‘j{3?5“5 member AL 5 0530506 0181846478 319187203 1380488
T e e e e I e S N R
ENSORLGO0000008566 | TEX9 o e ) 0.380564865 -0069127268 9503300826 9.953482739 ENSORLG00000014464 Dle sall-actvated Ipase [Source NCEI & 37388568 03290286 574438022 L sopa63914
ENSORLGO00000006342 | - - 2251905936 -0.430164844 3934154685 6616711086 ENSORLGO0000001758 |si-dkeyp-1] 4neharecterzed | OCIOTIETE27 [SourceNCEI [ E— 1136132973 3371040118 2021872009
ENSORLGO0000009025 |kenip3b fsvoi’;zg;ﬁ‘m“”;fc'gtz‘g‘gﬂrggﬁf‘aigﬁﬁ;g; 0 13.33483472 1634771513 3013352021 ENSORLG00000017962 | pdzki Zgnze‘fc'zal‘gﬁ‘;g‘%"‘"g 1 [Source:NCBI 5 014378455 4385004826 o
ENSORLGO0000010958 |- - -1235683708 -0.733688969 15.90758008 4284918043 ENSORLG00000004613 [KAZN (1 o| 221 periplakin interacting protein [Source HGNC 0813905 0004237347 T 02195872
ENSORLGO0000005158 |- - 2626685047 0954122219 3810075225 5492123181 ENSORLG00000012483 [gls2a  |dhutaminase 2a (lver, miochondria) ¢ opeEsi1oe 0057244988 1560319016 072382304
ENSORLGO0000010598 |- - 152498949 1215918703 3643045416 6734223201 ENSORLG00000015365 sl |Suppel-Tke factor & lke [SourcezFINAcc 2DB-GENE- 4308480 0215329504 2199362956 N
ENSORLG00000007694 |- - 0 1154400328 1562719301 4083662322 ENSORLG00000017261 complement €10 subcomponent subunit & [SourceNCE| 497336405 0508668480 33375003 331100520
WITVSWTO | 1945|ENSORL aplp?2 R e e 3318780979 0342371246 -2.441628181 0535266342 ENSORLG00000015665 |rps3 |9 Protein P63 [50“'“? ZAN;:AcG:ZDB-GENE- 030819- R 046419217 : 2001507685
ENSORLG00000012907 |ddr1 fs‘socuﬁg”zgi"fc‘g;DCSPEUE’N“E/[?}ZS;@[‘;?1 4527090617 2282370136 -0.436485258 1808720174 ENSORLG00000006634 [cldn1Sla | | e o oo Ncal qeneAce 1011687381 6119043155 1470014106 4901173449 5
ENSORLG00000003427 |dysf e e oty 20 i gsomal 3973765331 1433126937 -1.063120284 1478001881 ENSORLGO000017TLT [cldni0b [/ 0 o Bl aenerAce 1011665121 17210066 B 7 219061 )
ENSORLGO0000010507 |myoz1b myozenin 1b [Source:ZFIN;Acc:ZDB-GENE-040718-146] 6054058378 0.956559368 -1174008301 3923968921 ENSORLG00000013173 [slc20ata |s0lute carer famiy 20 member Jo 5 703820266 0796387606 5203026254 0295109752
ENSORLG00000011813 |tcf7i1 e o1 01 semah1 3815629685 1503408326 -0837752186 1475154401 ENSORLGO0000003615 [sickey 35| i ~B°K7-10 [Source ZFIN:ACGZDB-GENE- 160725 P — 1280059054 PP, | 165354680
ENSORLG00000002997 | fbp1a (L of m gggéoiicligﬁ‘ssgggz?hame * Boureency 6014616333 0098184466 ~4.290681973 1626233741 ENSORLGO0000017347 |etsbb | .11 opsin Bb [Source:ZFIN: Ace:ZDB- GENE-070323-11 7245990685 -1534165433 -6.161384598 16 42676941
[ENSORLGO0000015869 |- 374677638 0704733061 2306320929 0831300203 ENSORLG00000003404 [pvalbd | parvalbumin beta [Source:NCBI aene:Ace 1011738961 5278239454 1666534679 oot ~1261004433
ENSORLG00000000338 |prirb. g;%‘?ég" 'Seﬂfﬂm' b [Saurce:ZFIN;Acc:ZDB-GENE- 3180821458 0.266799915 -2.933807136 -0.019300604 ENSORLG00000017998 | mibp (1 off ggzi'fe';‘;i""»Xi:;‘galrg‘éz%’jg;’u‘zg“s”rgl{”°‘5‘” 5661279958 0059613435 o at1araan 116071017
ENSORL e TR T T 576360777 0106113808 ~5146191056 050784825 ENSORLGO000014SL fsmoc2 | EE e e 432919216 1.23006244 -3.040211001 0057199811
ENSORLG00000004097 |ROBO2 ng“”g(:b:;; gé‘sg"fgg&e”w’ 2 [SourceHGNC 3592276173 1631685765 -0.474008906 1487068639 ENSORLGO0000002566 |slc13a2 f,";ﬁ;f;;ﬁ!‘,?’fe":n‘m(fs";‘u‘fc"; 'Z"F?.Ziiﬁ‘f 2{)?,“2;%"2 e
04042623891 5210747850 -0.2830658: 3686251601 180804497
ENSORLG00000017694 | map3ks E;Srg:enzgﬁ‘féf;gégtéérh?ng§g;éga§? kinase 5 3180160968 0318152516 244476452 041772881 ENSORLG00000010305 |cysitrl ‘g?;.i“é;‘g;;?‘g;gf receptor 1 [SourcaZFIN;Acc:ZDB- 16611 054611631 3 8a2709239 0415751715
ENSORLG00000014328 |- plastin-2 [Source:NCBI gene;Acc:101162720] 4641407538 2648002418 -2.477954098 -0.484064325 ENSORL 16 Jleapz [ Iver-expressed antimicrobiel peprde 2 « o30730730 Loras . | 130648854
ENSORLG00000013959 |- A-1 [Source:NCBI geney 161189 7.003727024 0748122974 -3.058060431 2298027252 ENSORLG00000003591 |col5al g?;g['ggf%é‘{%ﬁ V. alpha 1 [Source:ZFIN;Acc:ZDB- 51664430 1 922910016 317008089 0575861785
ENSORLG00000017374 |gatad Chosoap Protein 4 ourca ZiINAc 2D8-GENE- 3.904115067 2744287533 -0.360730135 0799581474 ENSORLGO0000001715 |- . JRSN, 117997740 - [
ENSORLG00000021472 |RFO000 |Smal Aucieorar RNA BNORATA [Source NCEI 3.996880456 0773266631 -1.2339749 1.990123855 ENSORLG00000016336 |- . 624586311 5 50519086 105387775 8239875
ENSORLG00000002321 | fzdi6 gfg;;‘gf‘lfgﬁm"“” 6 [Saurce:ZFIN;Acc:ZDB-GENE- 3172177999 1770710854 012948439 1531436448 ENSORLG00000000398 |agrp g%%“g{éj'géﬁgf‘ﬁ”°“““"e [Source:ZFIN;Acc:ZDB- — — - 0092776239
ENSORLGO0000003028 |- - 270196065 1890206003 0864300333 1716074017 ENSORLGO0000007407 |- 4759943724 0.786314635 3050712434 0914402192
ENSORL thbsab o ompospondin 4b [Source ZFINAcc ZDB-GENE- 4547412772 0654813907 -3.710113861 1492507664 ENSORLG00000004534 |ela2 chy‘r‘v’m%&m ke elastase ey member 24 624791755 L 016194951 031047131




PRP39 pre-mRNA processing factor 39 homolog (yeast) ,
ENSORLG00000015095 | prpf3s [Source ZFIN:Acc:ZDB-GENE-030616.-4201 3680010612 1380407899 0448131495 1851956168 ENSORLGO0000017041 |HOXBS (1| ymeopox 85 ISource HGNC SvmbolAce HGNC51161 517301847 158571786 - -1268072793
atypical chemokine receptor 4a [Source: ZFIN:ACC.ZDB- N " Sp9 transcription factor [Source:NCBI
ENSORLGO0000017918 [ackrda ek 3406551601 2250724654 1387254212 0230042429 ENSORLGO0000017492 |sp9 59 transcription fact e orarss ouserar 581700022
ke protein 1 [SourcaNCal peroxisome proliferator-activated receptor gamma,
ENSORLGO0000012666 |hpcall 1 s 4268542979 2308309373 04734192 2434048622 ENSORLG00000004788 |ppargcla |coactivator 1 alpha [Source:ZFIN; Acc:ZDB- GENE-
gener 80505-11 -121882304: -3.002275632 407451
fib Tike 2a [Source: ZFIN;Acc ZDB-GENE-030131- B collagen type | alpha 1 [Source:NCBI
ENSORLGO0000013166 | fgl2a ober 4.062427488 1763563423 2283090549 001535771 ENSORLGO0000017013 [colt  [<ONa0en type 1 alph | 5 1918115 osa1001 - 0950079044
Oryzias latipes forknead box O1 (foxol), mRNA N tyrosinase-related protein 1a [SourceZFIN:ACC.ZDB-
ENSORLG00000003107 |foxol I NAAccNM 0011604641 3.084425391 0.309850632 2.092273772 0.682785875 ENSORLG00000004326 |tyrpla GENE-070718-21 4948163131 0.360301499 314 1459 1445094707
Solute carrier family 34 (type | sodium/phosphate
ENSORLG00000014196 |pedh10a g;%‘;’;ff‘l’“]e”" 10a [Source:ZFIN;Acc:ZDB- GENE- 3895698429 0588208073 -1.723741101 1584143905 ENSORL sicadala ). member 1a [Source:ZFIN; Acc:ZDB-GENE-
101006-31 6004600897 0354679694 -6 -1.102757079
Oryzias latipes hemoglobin embryonic subunit aipha-Tike
ENSORLG00000007245 | mrvil E‘;gz:‘;’;ﬁzﬂ:jg’;;‘fgﬁgj;%;;‘S‘f“’g 3.400419307 1169915452 0.446864778 2677853388 ENSORLG00000005297 |gb (LOC101155030), mRNA. [Source:RefSeq
0012788981 860010769 966423589 -3487102863 2147066804
ADAM with pel
- - - - 44 - 4
ENSORLG00000010593 |zanl zonadhesin, like [Source:ZFIN:Acc:ZDB- GENE-060131-2] 5732060331 1587075448 4623218465 269731147 ENSORL adamis15]| ADAM etalopentidase with hromkospondn B J— [ 805973502 0490860161
ENSORLGO0000021760 |- B 4334080871 057189155 0953579993 7323796203 ENSORLGO0000001240 - 4856323360 1681708476 4778063521 ~1600963303
SLIT-ROBO Rho GTPase activating protein 2 , Chymotrypsin-Tike elastase family member 2A
ENSORLG00000015797 [srgap2 [Source ZFIN-Acc 7DB- GENE-060915-21 3.041644811 1.297895519 1.113073343 0.631161196 ENSORLG00000004586 |ela2l [Source:NCBI aene-Acc: 1011687811 410085549 2399678530 _5.846825611 083595371
lipoprotein lipase [Source: ZFINAcc-ZDB- GENE-090415- N omeobox B3a [Source ZFINAcc. ZDB- GENE-090415.-
ENSORLGO0000016997 |Ipl oo 3205364917 0732280669 1142946885 1330622172 ENSORLG00000017048 |noxbza|}om 6115068673 0753846706 . J—
ENSORLGO0000014825 |- I- 6108155378 7433089903 0700267792 7975278788 ENSORLGO0000005190 [scinfo__|aelsolin [Source NCBI aeneAcc 1011687731 5432171473 0918620437 ~3269350335 122467665
Al T Shosph 7
ENSORLG00000005129 |gfpt2 [Source ZFIN-Acc7DB-GENE-071113-11 5.066022869 -0.239634028 -4.081904131 1.224237919 ENSORLG00000000240 |- . 7184859465 1177195150 5395868721 1356145025
ENSORLGO0000008092 |zgc:175248 zac:175248 [Source: ZFIN:Acc:ZDB-GENE-080204-931 3449742108 -1.380591884 -0.891175265 3.939642217 ENSORLG00000000217 |- - 6.611909876 -0.163353531 -3549366187 3226381005
ENSORLG00000001396 |- - 8.799547219 3.091747599 -6.197893076 -0.489612011 ENSORLG00000017168 |- - 5064891545 0.675734074 -5.218295324 -0.828652375
B N _ Tollistatin-Tike 3 (secreted glycoprotein)
ENSORLGO0000015566 3235061468 1471351245 0838454993 0.925740054 ENSORLG00000004222 rsi3 |folstatin ke 8 seceted ghcoprotem) R 050728856 JUP— 0260900531
Tamily with sequence similarity 120C , ADAM with ype 1
ENSORLGO0000016706 | fam120¢ [Source ZFIN:Acc ZDB- GENE-090313-2281 3476525903 0876711009 1531670543 1.068629024 ENSORL 20amtS1 | it 1 ISource ZFIN'Acc ZDB-GENE-070814-11 3758769774 1.50230392 3501735911 -1244784781
cysteine and glycine-rich protein la
ENSORLGO0000008293 [csrpla e e 0041 4153165039 2533471335 1300076372 2920255337 ENSORLG00000013041 . & 572004885 0347117 e 391436318
RNA binding motif protein 38 [Source:ZFIN;Acc:ZDB- R . _g| si:dkeyp-86f7.4 [Source:ZFIN;Acc:ZDB-GENE-091204-
ENSORLG00000012154 |rbm38 e g Mot e 4061500811 180026718 3788667811 1535050873 ENSORLGO0000002764 i dkeyp-g] i & 3215724 05430036 I S aatsiss
platelet-derived growth factor receptor, beta » N 063708
ENSORLGO0000004786 |pdgiid Source:ZFIN:Acc:ZDB-GENE-030805-21 3102661684 2057955473 1682237215 0637045821 ENSORLGO0000010032 |cpb B1 [Source:NCBI qene:Acc:1011698191 7051475306 0985571272 6777844683 0711455628
prickle homolog 1a [Source: ZFIN.ACc. ZDB- GENE- gy Oryzias latipes homeobox C4 (hoxcd), mRNA
ENSORLGO0000003229 prickdeta |4k Mot 3631051088 2016885028 0899594656 0715055907 ENSORL hoxca | (hoxcd). mR R 0692830755 A oaaroso oouiaaes
dual specificty phosphatase 5 [Source ZANACE ZDB- ” N transmembrane p24 trafficking protein 6
ENSORLGO0000015184 |dusps e ey o 5425136084 2049056472 121237937 2164187027 ENSORLG00000013386 [tmede | ansmerbrane p2d raffiang protein© 6210161904 — 473655009
guanine nucleotide-binding protein subunit alpha-11 Oryzias latipes hemoglobin subunit beta-1-Tike (gb).
ENSORLG00000004772 |gnala guanine bucieolide bindng proter 3050439658 1011527068 0362541801 2.401939253 ENSORL ab Oz T 32503280 01118600 5050626161 S
HNF1 homeobox Ba [Source:ZFIN;Acc:ZDB-GENE- ~ -
ENSORLG00000004564 |hnflba o on 6613013984 0352690718 3852870183 2407935855 ENSORLGO0000007672 . 652550364 L 1307624 auarion [
Tamily with sequence similarity 84, member B , o Tike elastase family member 2A
ENSORLGO0000012339 |femB4t [Source ZFIN:Acc:ZDB-GENE-060329-11301 3489604438 0786395413 1107404085 1506560572 o ©23 | iSource:NCBI aene:Acc 1011657371 1001339013 357369657 -17.58445499 -1114479206
Solute carrier family 20 (equilbrative nucleoside
ENSORLG00000011475 |sic29a3 transporter), member 3 [Source:ZFIN:Acc:ZDB-GENE- 3412717657 0690801187 -2.122735475 0599665645 ENSORLGO0000012158 |rab25a  |RAB2S5, member RAS oncogene family a
081107-661 Source:ZFIN:Acc:ZDB- GENE-041212-691 5827123876 -0.257157534 -3140282519 2044483738
ENSORLGO0000017465 X354 connexin 354 [Source ZFIN-Acc ZDB- GENE-050417- 5172718361 0310056568 2094056033 7768188321 ENSORLGO00000L7893 |- - 7298083566 ~11.10417938 ~457193783 1383083009
_ _ R castor zinc finger 1 [Source:ZFIN;Acc:ZDB-GENE-
ENSORLG00000016323 58846829 1602977613 2481507106 1.800681392 ENSORLGO0000005173 [casz1. | Sastor zinc T ) 492965077 0407476835 j
Drotein ty7osine phosphatase, feCceptor [ype S Ny _
ENSORLGO0000014817 |PTPRS B e e 3733122641 2204169294 0.855712811 0673725359 ENSORLG00000015889 . e 34924635 075985738 241161004
ENSORLGO0000009594 [pvalbl (1 of 1 iSource ZFIN:Acc:ZDB- GENE-040625-571 6567006946 641268733 A 447429873 0478793284 ENSORLGO0000007133 |- - 3473505402 ~15.15645603 ~3.25108673 1337338313
protein 100 [Source:NCBI N
ENSORL TvEmioo  |Uansmembrane prote 475046097 0622772153 3014621936 1122561934 ENSORLGO0000004130 |mb onlobin [Source NGB coneAce 1011569241 s onoasas 63161086 ) L 050430951
N troponin 12, fast skeletal type [Source: HGNC
ENSORLGO0000008991 |EPHAL EPH receptor Ad [Source: HGNC SymbolAcc:HGNC:3388] 3.000653984 1854799204 1727246344 0.328004062 ENSORL TNNI2 (1 o sheleta 147495654 0447224035 & 66114094 | 36030300
TUbulin alpha- 1A chain-TTke [SoUrCeNCBI
R Ik 344 7 347 4 NSORI )4879 |-
ENSORLGO0000016108 | tubasi3 e s 3234411958 2333917959 0.347629593 124860852 ENSORLGO0000004879 . 2 926969575 033547501 799112600 L 01aTis
troponin C, skeletal muscle [Source:NCBI - B .
ENSORLG00000001797 |tnnc2 O e 4.066024637 0.153793838 3.965722921 0.254580285 ENSORLG00000000220 . 00474772 | 0815937 304808139 602264303
ENSORLGOD0000033TL |- - 4311529836 0166456988 1907566208 2570005434 ENSORLGO0000016683 [dnasel T TSourceNCBl cene Ac 1011608581 2526021699 2037821994 4516648575 0047680363
Kinesin family member 138 [Source ZFINACCZDB- insulin-like growth factor binding protein 5a
R 4507 [Kif 4.3409477: 064408214 793354 NSORI 47 i
ENSORLGO0000014507 |Kif13ba A 340947751 1903995295 0644082141 179335438 ENSORLG00000014713 |igfopsa | 2ouln-Ike growth actor binding proter 1625500 0921415979 ; | ssB16041
N Creatine kinase M-type [Source:NCBI
ENSORLGO0000008367 |prom2 prominin 2 [Source:ZFIN;Acc:ZDB- GENE -080723-16] 3500085725 038082779 2650896475 0477796385 ENSORLG00000000449 [ckma | Ereatine kinase M byp B . 31350 0173694008
FIMG-box transcription factor 1 [Source ZFIN;ACC:ZDB- [si:ch1073-184j22.1 [Source:ZFIN;ACC.ZDB-GENE -
ENSORLGO0000004396 |hbp1 Y 4000994126 1804249184 0.13842785 2335657431 ENSORLG00000007187 [sich1073- Sier 1073 9337707948 e31398478 . 0008650733
Oryzias latipes BHLH protein DEC1a (decia), mRNA N serine/threonine/tyrosine Kinase 1b
ENSORLG00000012739 |decla A e 3070121004 125506741 1665077323 0.149560953 ENSORLG00000012030 [siyktb [serine/ticonne/yrosine knase b B L 950736745 o
BAH domain and coiled-cail containing 1a gy N
ENSORLGO0000007659 |bahecla | P 0l and Sovee ol contannd, 3699089242 2.148832769 0614437372 0936304162 ENSORLG00000000435 . 1673441485 B D 1276900099
N N N gene 1, like [Source ZFINACCZDB-
ENSORLGO0000015690 6.67448047 2208798497 1466602877 3109574123 ENSORLG00000006152 i1l | THTunoresponsie [ 0950342776 4 a40265 N
a o1 |- , 226680 v Py—— o NSOR TSource:ZFINAcC ZDB- GENE-
ENSORLGO0000002751 66840812 151423733 36566780 0703588586 ENSORL aoys [T, 4252209561 0339048890 4110797468 0481037653
Tike DB-GENE-
- - - RL L
ENSORLGO0000006744 4642196353 1968179414 027310157 2401310599 EN sietl  [Sannocaien 1030398611 04215768 0140548 4 704538042
5 nudleotidase, Gytosolic 1B [SourceHGNC neuropeptide Y [Source:ZFIN; Acc.ZDB- GENE-980526-
R 77 IT! f 454! 77 7 764 7 NSORI 464
ENSORLGO0000013773 |NTSC3B (1 of | PLEIENARE /0500 545861772 2062058679 0397641193 288193188 ENSORLG00000004649 |npy [0 2658514751 1250486197 307108858 0891381604
ENSORLGO0000011204 |- - 1657339365 1701494253 “ZE5793T247 0149073067 ENSORLGO0000013637 |~ - 4910154168 0161680274 3356083328 1392875477
Tumor necrosis factor receptor superfamly. member 1a - ted Tactor 1a [Source:NCEI
ENSORLGO0000012260 [tnfrsfla Source:ZFIN:Acc:ZDB-GENE-040426 -2252] 4171160794 2739640142 0742027422 2174932378 N P2 |eneace1011603501 1671999249 9504380504 -4.93275808 2193323771
SACL like phosphatidylinositide phosphatase b gy 1ZUMO1. receptor, JUNO [Source:HGNC
ENSORLGO0000003459 [sacmil | A TKe PTOsPharbiosticl phosp et 3.290494605 1577483136 0771023999 0042472634 ENSORLG00000011195 [2gc:16550| ZUMO1 receptor, JUNO S 910715022 L 019588024 —— L 101
SPARC (osteonectin). cwov and kazal like domains B ,
ENSORLG00000009143 |SPOCK2 e o 13561 4886831032 05681704482 3280488626 0916032011 ENSORLG00000007084 . 010009251 OA6LE565S 060577412 3116634
} solute carrier family 13 member 3 [Source:NCBI 1039 B} B pr— p
ENSORLGO0000015101 |sic13a3 aene:Acc:1011732241 5454241525 2103344218 312077611 443727892 ENSORLGO0000009476 |11 |1orkhead box F1 [Source:NCBI aeneAcc:1011715631 5618336146 1570819131 3848920404 0100080503
ENSORLGO0000017938 |apoda 1 D [Source NCBI qene Acc 1011670751 50872045168 703372608 2616334186 1567529338 ENSORLGO0000007316 [th¥3a _[T-box 3 [SourceNCBI aene:Acc:100049473] 4820531135 0017861718 ~3109750043 1639117534
Oryzias latipes trypsinogen (tryp), MRNA. [SourceRefSeq , N
ENSORLGO0000013603 [tryp e e 7622881284 1802860411 6.321636049 0501130368 ENSORLGO0000015686 |dpt SouceNCE! aeneAcc 1011666151 o453 L ast0051s 185051 0492876966
Oryzias latipes hematopietic transcription factor GATA-1
ENSORLG00000013960 |gata-1 (gata-1), mRNA. [Source:RefSeq 6600008277 130251302 -4.30097476 1.006098682 ENSORLG00000017624 |aqpla.l |aquaporin 1 (Colton blood group) [Source:NCBI
mRNAAc:NM 0011048851 aene/Acc1011657221 5504957124 0857275919 -4.957453608 0219287624
RAS p21 protein activator 3 [Source ZFINACG.ZDB- ,
ENSORLGO000000487S |asas GENE-090313-211 3761048586 161067599 1048830156 1101826997 ENSORLGO0000018142 |02 | oy 5 [Source:ZFIN:Acc ZDB-GENE-060522-181 6.210809147 -0.263080433 -3115003153 3350281424
Sl like ISourceZFIN:Acc:ZDB-GENE-040212-11 3168577650 2424526653 1374968947 0610433117 ENSORLG00000000636 | claudin-34-like [Source NCBI aene:Ace: 1053554431 5878437766 039142029 “3170015672 2308486278
T [Source:ZFIN; Acc:ZDB- GENE-060503- » y — "
nevl 7l 3385000673 0263635423 2556200502 0563749848 ENSORLG00000002904 |ldnh (1 ©) 15 h (Source:ZFIN:Acc:ZDB- GENE-010328-81 4579075101 2311705793 4495736547 2306618749
B endothelin 2 [Source ZFINAccZDB-GENE-060503-7741 3690252906 7438006405 13178572971 0060021172 ENSORLGO0000016899 | - 1486574968 ~1.44792392 3724044569 ~0.789060782
1. [Source:NCBI N interacting protein kinase 2
ENSORL hod aeneAcc:1011706271 4016000048 0350752572 1239343413 2456389688 ENSORL NP2 | iSourceZFIN:ACc ZDB- GENE-031125-41 16321 0949790948 -3.110075558 -0.8961600:
, sidkey-194¢6.1 [Source ZFIN;ACCZDB-GENE-100022- o700 : "
ENSORLGO0000016335 |sikey-1846. 5.1 6.087974765 072014281 3.990351405 281825122 ENSORLGO0000000706 [desmb | | Ao ZDB. GENE- 0610271021 JE— 0305171438 e B
B N solute carrier family 5 (sodium/glucose cotransporter),
ENSORLG00000011153 3.604554596 200854915 1051118716 2852600374 ENSORLG00000009712 [slcsa1 | S0lute carrer family 5 (sodiur/glucose cotransporter), 583050074 0727344382 73204705 o
i MMTV integration site family, member 5a
ORL P - R
EN: 13 [wnisa e b et e 4427720753 1084308089 1847201348 1496696355 ENSORLG00000017572 . . 04743908 o oeena0eas a6
ract binding protein 1 (Source:NCBI nmb
ENSORLG00000011430 |ptbplb Do et 3270733471 0678377983 0114302256 2707142679 ENSORLG00000004727 [gonmp | gyeoproten (iransmembrane) b - B 5026 4 s05e81 I




N-deacetylase/N-sullotransierase (heparan
ENSORLG00000012482 |fni2b g“;,;:f&jg‘fé’ﬁ‘;‘%"“ma‘“ 2b [Source:ZFIN;Acc:ZDB- 4040670879 -0.689022887 -3.951841921 0.778335052 ENSORLG00000006029 |ndst3 | glucosaminyl) 3 [Source:ZFIN:Acc:ZDB-GENE-090312-
1991 365271495 0.913276734 -3.4354359: -0.695514752
Zinc finger CCCH-type containing 12D [Source:HGNC. B
ENSORLGO0000015280 [2C3H12D  |2nC finger CCCH- yme co 4520462764 1323955134 2234744924 0962247948 ENSORLGO0000009533 [Jgmn [ Bl cenerAce 1011633711 701500574 0253352104 767501780 031895838
Geath associated protein kinase 3 [Source NCBI
ENSORLG00000017965 | dapks qeneAcc1011684921 3067270324 2114616104 1612597964 2565737302 ENSORLGO0000009933 |12 | orqinase 2 [Source:ZFIN Acc ZDB-GENE-030131-13341 4781815136 0546970263 -3.743531486 0491798307
ENSORLG00000007807 |bms2b I?;‘fs:g’rg‘e"%wx‘:‘z”g‘;gg,‘;"‘;z‘j&;‘;{fg‘l';‘9 protein 3245844635 2616493411 -1.012917847 -0.383081652 ENSORLG00000006967 . 2 64473520 604767566 5356201 P
ENSORLGO0000003778 [ malb ) ioeyte protein-like [Source NCEl 3444916317 0314675256 -0253526558 2877199395 ENSORLG00000015380 |- . 6697096068 — E— F—
FAT atypical cadherin 1a [Source:ZFIN;Acc:ZDB-GENE- B
ENSORLG0000000B138 |fatla [ssoze?s 3028095048 0917585545 1605760033 050523435 ENSORLG00000013610 . 15 63064055 B 68063533 Y
N ] Tactor-binding protein B B synthase, erythroid-specific,
ENSORL Source:NCBI aene:Ace: 1011569801 4103100636 1172416849 3214970141 1261260631 ENSORLGO0000004707 |alas2 [Source:NCBI aene:Acc:1000495011 6205577672 0671101826 -4.352806609 1272064175
ENSORLG00000013393 |- - 3.276520064 1.11478966 -2.450979318 -0.288764633 ENSORLG00000004307 |- - 5853194415 1.002907168 -3.046037039 1.804734759
ENSORLGO0000006697 [mapakio  |ilogen actiated proten kinase kinase knase 10 4989611411 0778796774 1772456752 2438838829 ENSORLG00000000678 [tnnt3a | 1OPONIM T T skeletal muscle fsoforms [Source NCEI 6587475683 1 49903760 611879836 0298783
ENSORLG00000007888 |fgdsa fs?ﬁi@?ﬁiigEE.‘:;"E'E?."oS%T;éTQg 5a 4982918789 2401042188 -0.011140641 2571220544 ENSORLG00000013930 |mafbb 323232?;“”‘” Bb [Source:ZFIN;Acc:ZDB-GENE- 1 685064799 L 83261703 4009504725 015630661
popeye domain containing 2 [Source:NCBI N
ENSORLG00000008627 |popdc2 popeye doma so 3.926474855 204467981 1110750843 0762520529 ENSORLGO0000010760 . I 08780 N ———
ENSORLG00000013646 |- - 4651016141 0.082959982 -3.830075408 0.738466066 ENSORLGO0000011630 |- cell death-inducing pS3-target protein 1 homolog 57854 160021 039128454 050
ENSORLGO0000005923 |prira et yeceptor a [SourceZFINAce 2D GENE- 4397184781 0458533916 1268379254 267075623 ENSORLG00000015985 . 6302628336 000474965 3478050543 ) 810411164
ENSORL Doxr|docking protel TTSource GNC 371165127 Laset01467 0878650475 Lases1764 ENSORL mmpzs | T metallopeptidase 250 Source ZFNACEZ06- I I I
ENSORLG00000007210 |tmprssi3a ;;‘fj"usr::zmgx;i:;"n";E’E"’zﬁgég;gm 4388386449 0426251045 -1.330667227 263195244 ENSORLG00000016348 . 4072149821 0032756486 4245845951
ENSORLGO0000017727 [noxal o s eiiase ectivator & [Source ZFINAce 2DB- 4914190217 0.969398713 -3.602845505 0342432195 ENSORLG00000010229 [kenjtg POtassium imwarcly-rectfying channe, sublamly ). . 153151861 415080 N
transmembrane protein 200A [Source:ZFIN;Acc:ZDB- R N
ENSORLGO0000017167 [tmem200a | ransmermbrane pr 3276279029 1944003602 1940927919 06081682 ENSORLG00000001254 . L sags6a131 0800 879836083 ) 001957895
ENSORLGO000000B31A |- - 6225227007 2477156241 ~1560356249 72193194063 ENSORLG00000007896 [oxc13a |homeabox C13 Source NCBI ene Acc 1011728141 4950653286 1061186244 3418377007 2502047329
ENSORLGO0000016775 |adorazan | 35cosine A2a receplor a [Source ZFINiAce:2DB- GENE- 5759024461 2561598369 -1.740793057 1437126706 ENSORLGO0000006812 |- . S i P T 1549170208
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20c:110239 [Source ZFIN: Acc.ZDB -GENE -050417-1071 454495711 0799816903 240233965 1339723831 ENSORLGO0000006827 [7ac 10431 70c 104317 [Source ZHN: Acc.ZDB -GENE 081022 1021 4316242823 1579904012 ~3.48028262 ~0.743550147
ENSORLGO0000017277 |prra2 e e e 4762756219 0993176675 3313306547 045675329 ENSORLG00000008S00 [chrmaz |0 o 3077194133 -0038635355 -3.404104272 0287879804
ENSORLG00000012137 |- - 3.062818544 2518478128 0.797199069 1342025712 ENSORLG00000014723 [ppdpfa | PrCTIeration factor a [Source 2FINiAce:2DB- GENE- 6120828034 [— 06748347 11859548
‘:msomenmmmmmmss B . 742009252 10010576 1567491403 852020426 ENSORLG00000006435 | - 16.62696042 1096657755 4604206235 2966639812
ENSORLGO0000016759 |- - 5503502544 0.967504878 -1934753511 2691728837 ENSORL gpri71 [ Rreten coupled receptor 171 [Source ZFINACG ZD5- 708529003 0419028771 4295796666 005812615
ENSORLG00000010228 | simaph seagrﬂmrgjzaasrsgg‘;wwd proten b SourcezANAccZDS- 5537730826 2549148464 ~0425682325 2563385569 ENSORL Pk3 | isourceZFIN-Acc: ZDBVGENEE‘OHHSVE‘WMSQ ° 5105706184 1715183967 -3.500117032 0010110216
ENSORLGO0000015782 [meplad | Tebrin & f‘&’:jffﬁgm‘i‘c‘“;;g‘ggﬁEegﬁggi’r“mm 4378564929 -5.053503186 -5.733110727 3699521199 ENSORLGO0000016107 |- : J— 745881 B 006813743
ENSORLG00000002046 |corola |femore: e 3195171 5037735711 233044145 -2.748681375 -0040902138 ENSORLG00000004314 sikey-11]Sicvey-110¢1.10 [Source:ZFIN;Acc:ZDB-GENE-050206- P 3187876542 65207652 0250115179




potassium two pore domain channel subfamily K Solute carrier family 22 (organic anion transporter).
ENSORLG00000010564 [kenkb member 1 [Source:NCBI aene:Acc:1011746171 3292575954 1264631842 0457973013 2446401962 ENSORLGO0000000981 [$I622372 |, ermber 7a ISource: ZFIN/Acc ZDB- GENE -050506-521 3616947677 0151243441 -4.15650896: -0,6004133
catenin (cadherin-associated protein), alpha-like 1 pleckstrin homology domain containing, family F (with
ENSORLG00000003458 |ctnnall S TON A 708 GENE 860503 ‘5097 3.102024917 0645381562 -0.153369284 2303758738 ENSORLG00000014926 [plekhfl | FYVE domain) member 1 [Source:ZFIN:Acc:ZDB-GENE-
Source: cc2DB-BENE- -507 040426-12891 1610239753 0 -3.04539744 1305749258
B bone protein 6 [Source ZFIN;Acc:ZDB-
ENSORLG00000010246 |- - 6.004844592 2129377185 2.092467929 1.783483155 ENSORL bmp6 GENE-050306-421 6.14978301 1140250119 3104242977 1905773287
Oryzias latipes cylogiobin (cygb), mRNA. [Source RefSeq B B myosin IGht chain phosphonatabe fast cletal muscie
ENSORLGO0000000664 |cygb e o oraa 5959828209 101728775 2671397257 13.46181322 ENSORLGO0000002168 [mylpfa |9 198 cha, phesphon/afenle Tas B 05229526 1094037035 4116002126
amnion associated transmembrane protein R ~ ALX homeobox 4b [Source:ZFIN;Acc:ZDB- GENE -050208-
ENSORLG00000007599 |amn 'f_Souvce ZFIN:Acc ZDB-GENE-060810-591 5.942882885 3.140838589 4.331436923 4.75276749 ENSORLG00000006554 |alx4b 1401 1570846424 1217542792 4387320218 0. 1 1
Solute carrier family 40 (iron-regulated transporter), B tissue factor pathway inhibitor a [Source:ZFINACC.ZDB-
ENSORLGO0000015266 |sic40al B A e ST 5.248298406 1059196737 2259556433 1.930030069 ENSORLG00000014456 |tfpia e e & 160657701 0183955 3008429651 2 340068587
hydrolase domain containing 1 , N
ENSORL fahdl |I_Souvce ZFIN-Acc7DB- GENE 050522-4481 5.090854458 1.447967801 1491694575 2151677533 ENSORLG00000018163 0.806782899 1597261637 1174109194
B Solute carrier fanly 22 member 6 [Source NCBT
ENSORLG00000007652 |mab2112 | mab-21 like 2 [Source:NCBI gene:Acc:101157187] 4863033781 1035286115 303988776 0788340558 ENSORLGO0000006079 [sic22a6l ~[SO1ute carier fary 2 6577724768 0701197334 _5.630916679 1
torsin family 4 member A [SourceiNCBI , N
ENSORLG00000000532 | TOR4A aene:Acc:1011625381 52625134 2300820516 0.548545453 2343631814 ENSORLG00000012350 2-like [Source:NCBI gene:Acc:1011744641 4 1.857398939 -4.207352604 -1.663181792
RAS guanyl releasing protein 4 [Source:ZFIN.ACC ZDB- B N [5:ch211-255120 3 [Source ZFIN;Acc. ZDB- GENE-141216-
ENSORLGO0000001029 | rasgrpé Jeend szbra il 437816566 1870986261 2.998472084 0490807992 ENSORLG00000000293 [sich211-7f5 6381571423 2774737608 4235430447 0628119891
EMI domain containing 1 [Source ZFINAcc ZDB- GENE- N B
ENSORLG00000006729 |emidl 070705-401 3.083796942 2.838163064 1.354994086 1.108876175 ENSORLG00000001086 (CLDNS claudin-5 [Source:NCBI gene:Acc: 1011665661 44651649 1965256725 . _0.587669066
V-sel immunoregulatory receptor B collagen, type IV, alpha 6 [Source ZFIN;Acc. ZDB-GENE-
ENSORLGO0000013443 |vsir o e e P20 7161 5042224097 1.365580368 2692755256 0984373286 HT VS HmO 128|ENSORLG00000009315 [coldas  |901206N. ¢ 0287251703 5 191368405 625788756, 4509420723
ENSORLGO0000005046 |- - 4148608653 0913370647 ~1999083615 1736639229 ENSORLGO0000014783 - ~2.500479142 04685972 ~0.188132305 ~3.156723038
ATP-binding cassette, subfamily A (ABCL), member 2 sema domain, immunoglobulin domain (ig), short basic
ENSORLGO0000017685 [abca2 by fal ) 3779694842 -0.334201796 -2097529521 2016851796 ENSORLG00000009459 |sema3d  [domain, secreted, (semaphorin) 3D
- S - [Source:ZFIN: Ace:ZDB-GENE -990715-21 -1.705863303 0.468769045 -1.58922051 -3.763367767
N B N majr faciitator superariy domain-containing proten
ENSORLGO0000007790 - 16.9042197 14.93648382 2.941736899 0973533504 ENSORLG00000012208 [mfsadaa |07 FREtator Superfamiy domain. o 7350193 053008376 072458156 3014091464
four and a half LIM domains 1 [Source:NCBI R L smal\ nucleolar RNA SNORD74 [Source: NCB\
ENSORLGO0000001563 |FHLL (1 of mar| (% 21 2 1ol JH 4571021166 2058802372 2833572879 0320869111 ENSORLG00000021567 [RF00284 [STa0 hucleowr BIIA S 126330133 S 431997698 1330760438 E—
interferon induced with helicase C domain 1
ENSORLGO0000016902 |ifih1 e b e oati0s aa) 3631466354 1732742797 00861595 1.985368969 ENSORLGO0000015517 426488971 614771911 1287616007 200301121
dihydropyrimidine dehydrogenase [Source:NCBI B Al binding oChonGTal arfer protei SCamiC-
ENSORLGO0000013626 |dpydb o yacas: 5517467317 0066018334 2542871114 2909063539 ENSORLGO0000017757 [sic25a25a | S2I°Hm binding mitochondral carm e Poy— 0380346 . 3505400876
RNA binding motif single stranded interacting protein 1 N angiotensin | converting enzyme (peptidyl-dipeptidase
ENSORLGO0000003917 [RBMS1 (1 of | F4 DA Iorf Bngie strncec tier 4814326863 2283518575 0390738259 2140556666 ENSORLG00000004282 |ace S T AR o 0250856795 ) aaa6es46A 402600634
hi t cont: tein, X-linked 2 phosphoribosylaminoimidazole carboxylase,
ENSORLGO0000001311 |srpx2 [Source PFINACCZDB. CENE-110411-231 3780802946 0907436966 -1528398778 1345454437 ENSORL( 9 |paics
[Source:ZFIN;Acc:ZDB-GENE- -231) sunthetase [Source:ZFIN:Acc.7DB-GENE-030131-97621 2642761191 -0.684850086 -1.304936821 -3.262360003
ENSORLGO0000013936 | 7168524728 777864674 0406084997 1085056888 ENSORLGO0000007315 | - 146642164 2.750223692 1147743954 5026506717
cel T [SourceNCBI
ENSORLGO0000012006 |netl e e 26a0] 3685911158 1544993564 -2569790217 -0418387706 ENSORLG00000017107 . 053120756 000636366 619448001 B
prickle homolog 1b [Source:ZFIN;Acc.ZDB- GENE- B 3-phosphate
ENSORLG00000013121 |pricklelb 030131-21" 4824762731 1174709967 2.05817136 1592367338 ENSORL( 4 [gapdh ISource:NCBI aene-Ace. 1011727601 _0.915818234 _0.610: 6 276872243 3073697303
nuclear receptor subfamily 0. group B, member 1 _ SH2 domain containing 5 [Source:ZFIN;Acc ZDB-GENE-
ENSORLGO0000011824 [nr0b1 J A G 4044356262 2457617299 1266818036 0320405976 ENSORLG00000016951 [sh2ds  |SHE Jomann 200573919 0247480437 L 7apas824 B
R LOCI01160435 [Source:NCBI B EF-hand and coiled-coil domain containing 1
ENSORL( 11 e ot a604 4876351275 2333034618 2270723706 0273077872 ENSORLGO0000018213 [efect  [[F-hand ard colec <ol comein conta ) erannesed N 149 497638387 P
'APOBEC1 complementation factor [Source:NCBI B Solute carier family 8 (sodium/calcium exchanger),
ENSORLGO0000013342 |alcf SR 5366261401 0572529102 3961214772 0833002651 ENSORLGO0000009443 [siceas  |Slute carrer fornly 8 (sodlury/alel, s exehenger), 14373338 019020925 063775703 3061437661
protein phosphatase 1, regulatory subunit 138a wingless-type MMTV integration site family, member 98,
ENSORLGO0000017583 |ppplridba  |RIOWe! DINSNatome Lt o e 4225738705 2727493769 0506215716 2004945508 ENSORLGO0000004531 |wniob  [1endiess type MY integration Ste far 0308509479 17883360 . 131601408
factor 7 [Source:ZFIN;Acc:ZDB-GENE- .
ENSORL 6 [tef? beoanar 4593719289 2135310068 2105272224 0353622506 ENSORLG00000013690 . 790882347 0774826836 o600 2831046611
ENSORLG00000012651 |zswims B o 201 3230793005 -0.8139159, 1 ENSORLGO0000002876 |- clongation of very long shain fatty acids protein § T N ” ; e 01642983
myosin regulatory light chain 2, skeletal muscle isoform _ _ 5 |nuclear factor, interleukin 3 regulated, member 5
ENSORLGO0000005736 |mylpb oo 5696343789 0182732175 5256276121 062428156 ENSORLGO0000014730 [nfl3-5  |Fueiear Fetor, nterieuldh & regujered. mer . 05332685 552972575 3647501203
opioid receptor, mu 1 [Source:ZFIN;ACC.ZDB- GENE- R . N
ENSORLGO00000004921 |oprm1 oias 3749913071 0438553783 1838460735 2350494293 ENSORLG00000012629 . 2 1psaags2 0003257197 L 10510746 313581180
ENSORLGO00000T4560 |- - 3311531227 0775787934 0936082817 2099245064 ENSORLGO0000009963 | - ~14.66705331 3204260399 0 ~17.87132015
Solute carrier family 7 (cationic amino acid transporter,
ENSORLG00000004815 [slc7al y+ system), member 1 [Source:ZFIN;Acc:ZDB-GENE - 4981112098 2043181179 -182377518 1114640662 ENSORLG00000017812 [viml
001116691 vimentin like [Source:ZFIN:Acc.ZDB- GENE-040426-1743] 0533665602 2038205308 -2.001702453 -3.505757505
ENSORLGO0000016675 |- - 4672870466 1666101597 1662505689 1344749223 ENSORLG00000001825 ~11.05257484 5404364915 1065068379 ~5.805766305
- " Rho/RaC guanine nucleotde sxchangs factor 18
ENSORLGO0000016854 - 4007184909 164521913 0538296282 1824154326 ENSORLG00000017973 | ARHGEFL{| {19/ RaC 0L Fan 123490406, 0030112177 751472833 PO
neural EGFL like 2a [Source:ZFIN; Acc:ZDB-GENE-
ENSORLGO0000005453 |herd hairy-related 9 [Source:ZFIN;Acc:ZDB-GENE-011213-1] 4075295454 1492989543 -0.810864664 1771926462 ENSORLG00000003018 [neliza |7e60r8) ESFL K 743847483 033501136 0375263416, 4536380!
MARCKS- related protein [Source:NCBI B} oRL retinoic acid receptor gamma-A [Source:NCBI
ENSORLGO0000014159 | marcksito  [ARCES THRea BrOr 4195389588 0829567015 0573315629 279299154 EN: RARG |reno eptor 114538668 0325076040 370892588 3167968193
ENSORLGO0000009081 |- - 3908866258 TOI751119 034791413 2339757145 ENSORLGO0000015788 | - ~1160532635 5500123950 1426333743 ~3.021625007
ENSORLGO0000005815 |- - 4368633826 121912523 ~1.25230047 2397693816 ENSORLGO0000000057 | - 0 1592564229 1042656878 5498504774
PHD finger protein 1 [Source ZFINAcc:ZDB-GENE- B , PR domain containing 12b [Source:ZFIN;ACC.ZDB- GENE-
ENSORLGO0000016201 |phf1 Toomasin 3890541296 1736830067 2571368507 0417181047 ENSORLG00000007114 [prdm12b [P Gomal & T— 0476805494 1265165305 3047417675
ENSORLGO0000005074 [ kynu UrCe NCBI ceneAcc 1011742511 5813915551 1315302082 1765212139 27338855 ENSORLG00000000662 - ~2.558832813 ~0.598384071 ~1.608293396 ~3.568257144
connexin 32.3 [Source:ZFIN:Acc:ZDB- GENE-030131- , N Oryzias latipes Her? (LOCI00049436), mRNA.
ENSORLGO0000017608 |cx32.3 o 6489282882 0411086148 5396384259 0682297762 ENSORLG00000016162 S oo apame) S 8524040977 1006611077 5534510756
zinc finger, SWIM-type containing 6 B
ENSORLGO0000004533 [zswim (1 of nf ¢ "OST, BN bype cotainng s, 346644065 0445914824 2077914228 0.943096351 ENSORLG00000009496 o 3502402876 0318098707 3314230075
‘tumor necross factor receptor superfamily, member 19 . iV domain and actin binding 1a [Source ZFINACZDB-
ENSORLGO0000013020 |tnfrsf19 e e e 38349011 2519177911 1090654605 0225553521 ENSORLGO0000016655 [limala  |LM oM o0 ) os27s742 0412600771 168847603 3281666083
ENSORLGO0000002232 |- - 3692640064 0990862420 0418080047 2284173263 ENSORLGO0000017610 [0:345 Jconnexin 34.5 [Source ZFIN.Acc:ZDB-GENE-050224 21 1823073426 3043822339 5806033504 -8.015410853
ENSORLGO0000001410 [cythda cviohesin 4a [Source ZFIN Acc ZDB-GENE-000624-61 55814090622 2699163343 ~2316086552 0798428952 ENSORLGO0000013069 |- - ~2.22487907 1112613604 ~1824849616 5161858609
5irp71-68n21.9 [Source:ZFIN;Acc:ZDB-GENE-081105- B ,
ENSORLGO0000008S67 [sirp71-68n21 {3 4100083285 0821463204 3834292336 0555187973 ENSORLGO0000002684 . o 1616785657 1261067653 3556708491
UBA-like domain containing 2 [Source:ZFIN:ACc:ZDB- ‘ATPase sarcoplasmic/endoplasmic reticulum Caz+
ENSORLG00000001268 |ubald2 e Os0soy 1pe) e & [Bource 2R AC 4304917621 1476814004 -0.960189184 1868398909 ENSORLG00000015888 |atp2a2a | transporting 2a [Source:ZFIN;Acc:ZDB-GENE-040426-
(GENE-050522-185) 7021 1.655006231 1030134 -2.347424061 -3.412963148
Zinc finger protein 536 [Source:ZFIN;Ace ZDB-GENE- , R
ENSORLGO0000015493 [2nf536 E 3028483692 0686172236 0679302158 1663494313 ENSORLGO0000009555 . 734850715 0478089443 . 483737605
, , Collagen, type IV, alpha 5 (Alport syndrome)
ENSORLGO0000002147 4931220323 1815779285 1418041503 16978877 ENSORLGO0000009416 [coldas  |Foraden, b W, aha & (flport sarome 0480190029 2172150992 108502717 3797978715
ENSORLGO0000009356 [myo7bb mvosin VIIBb [Source ZFIN Acc ZDB-GENE-070912-482] 3667786629 0077412624 177244293 1993242311 ENSORLGO0000016281 | - ~0.735864122 150195255 ~0811026319 ~3.049257966
eva-1 homolog C (C. elegans) [Source:ZFIN;Acc.ZDB-
ENSORLGO0000004341 [evalc o om0 - i eleoans) [ 4218762912 1632310631 -1.398588178 1.188348896 ENSORLG00000016246 |- . 028166060 L 53316581 190881920 4 peaRaBAEG
, 7 , transient receptor potential cation channel, subfamily A,
ENSORLGO0000013685 3638362649 0.947506836 082147956 1869860931 ENSORLGO0000008026 [trpatb | {ansient FBceptor porenil carion channel s B 97079686 > 10002346, }
polyposis coll Tated 1-Tike , tho-related GTP-binding protein RhoG [Source:NCBI
ENSORL 4 ol e roa GENE 19107551 7.243768143 0951727312 1941151608 4351353483 ENSORLGO0000013812 [thogh  |IMO-related BTF bind 196437196 013143015 42171516 B
chemokine (C-X-C moti) receptor 3, tandem duplicate , A kinase (PRKA) anchor protein 1b
ENSORLGO0000013450 |oxcrs.2 2 [Source:ZFIN;Acc:ZDB-GENE-041114-186] 3676176433 2426704388 1249994167 0197965457 ENSORLGO0000019123 [akaP10 | i5o11rceizFIN: Acc:ZDB-GENE-030131-68441 -2.056491725 -0.137089236 -1408766643 -3327684254
platelet [Source:HGNC B tetraspanin 13a [Source:ZFIN;Acc:ZDB-GENE-040716-
ENSORL PFKP (1 of mai| BPosPhOMuctoRTase. B 5144323205 1028178527 2276091857 1840537928 ENSORLG00000016079 [tspan13a |15 o 0551150084 298552610 357207485
MAF bZIP transcription factor [Source:-HGNC R B R
ENSORLGO0000009643 | MAF b e N 6761 5840618696 0473680954 3313485165 3001299745 ENSORLG00000016089 B 495310516 2334807708 4019802196
, , Solute carrier farily 8 (sodtum/calcium exchangen,
ENSORLGO0000016831 |— 4706726364 2037130875 0173399742 2.496679578 ENSORLGO0000000756 [siceazb  |S01te cerier formly 8 (Sodum eiclum exchangen), 0200979271 L 54123680 22573093 4 06a504
EH domain containing 2 [Source:NCBI B N AL D1b [Source ZFIN;Acc:ZDB-GENE-
ENSORLG00000002244 |end2b gene:Acc:101167558] 416102109 2121339155 2405960399 0365793779 EN pldib 070510-31 -1.119890081 0.2190560: -2.508241104 -3.846701772
frizzled class receptor 8a [Source ZFINAcc ZDB- GENE- , ‘GRAM domain containing 1¢ [Source:ZFIN;ACC:ZDB-
ENSORLGO0000004795 | fzd8a e 4731696484 1328273772 1328772895 2075134939 ENSORLG00000008136 [gramdie |SRAM dorman con 976387975 0763746604 0015870606 3723750208
zinc finger and BTB domain containing 37 Bl R acin,cytoplasmic-Tke [SourceNCE
ENSORLGO0000014087 |zbth37 T CeNE 086508 baml 4829854387 113477679 1315347332 2380215432 ENSORLG00000017376 e o [ — 0102721766 2313923799 221931316




metastasis sUppressor 1-like b [Source:ZFIN;Acc.ZDB-

huntingtin interacting protein 1 related [Source:HGNC

ENSORLG00000015441 |mtssllb GENE-140718-41 3.031704816 1.487904905 -2543302119 -0.999017259 ENSORLG00000006121 [HIP1R cHGNC 1841 2735331028 0.343604286 0577322318 3655772696
B cell CLL/lymphoma 118 [Source: HGNC B
ENSORLGO0000010488 [BCLL1B (1 of r| °2) CUYTRIOMS 0 6097467208 0664132067 2755211745 26786102 ENSORLGO0000006179 . 1372348897 - o 157882140
N-acetylated alpha-linked acidic dipeptidase 2 , B tripartite motif containing 36 [Source:ZFIN.Acc.ZDB-
ENSORLG00000011078 |naalad2 | ISource ZFIN:Acc:ZDB-GENE-040426-10251 4.030057483 1.940197537 2.128536655 0.038192743 ENSORLG00000004896 |trim36 GENE-040426-29361 . 0.06499819 _0.627301801 3227751333
N . fibronectin type ll domain containing 1
ENSORLGO0000002625 3016001927 0794552803 0181967334 240390086 ENSORLG00000013281 [nde1  |[&ronectn byoe I domain conning * 2 645206918 | 596034068 0110195651 132560474
ENSORLGO0000012948 |- B 414874275 0476844031 ~7305333439 1417050266 ENSORLG00000003884 [sparta_|spartin a [Source ZFIN'Acc:ZDB- GENE-080204-371 ~2.808600497 0139346253 ~0986785707 ~3.934256548
Stomatin (EPB72)-like 3b [Source ZFIN;Acc.ZDB-GENE- B very-long-chain 3-oxoacyl-CoA reductase-A
ENSORLG00000004734 [stomi3b 050417-3661 5.521542886 1.268853773 2.394240111 1.858933799 ENSORLG00000001421 [hsd17b12) [Source:NCBI gene-Ace: 1011639711 2438539371 032549228 1405953327 4169500139
ENSORLG00000003514 |- - 3.546622883 1204937714 -1.309067421 1.033102862 ENSORLG00000016250 |- - -1.079953855 0.389446044 -1.537544176 -3.006458677
ENSORLG00000001020 |- - 4633686283 1181932234 -2.579670786 0.872568864 ENSORLG00000009491 |- - 0.075374901 2.819165438 -0.896666368 -3.639971903
tripartite motif containing 45 [Source ZFIN;Acc.ZDB- N
ENSORLGO0000008347 | trimd45 b ) 5079790228 3276077436 0627188992 1177008368 ENSORLG00000013850 . 0 1657316875 102001875 6372500805
Dab, reefin signal transducer, homolog 1a (Drosophila) , transmembrane protein 59-like [Source.ZFIN; Acc.ZDB-
ENSORLG00000001786 [dabla | ISource ZFIN:Acc:ZDB- GENE-060528-11 5.070726778 0.583373984 2656842818 1.83099483 ENSORLG00000005138 [tmem59I GENE-040426-26511 2324066877 0 496! 1 80316681 3591513831
caspase recruitment domain family, member 14 N
ENSORLG00000001884 |cardLé [Source:ZFINAcc.ZDB-GENE-090310-11 4603639611 0183570595 0770476761 3650073792 ENSORLGO0000013937 [WhM2 |,y a [Source ZFiN:Acc Z0B-GENE-091118-271 -2.947202544 0479864304 -0.778985414 -4.20556769
transducin beta like 1 X-linked receptor 1 [Source HGNC , N
ENSORL TBLIXR1 5201 4.135552968 1.470526007 -0.04434697 2621165218 ENSORLG00000004446 N 031503420 _0.625540149 1475009246 _3.16491819:
collagen, type XVII, alpha 1b [Source:ZFIN.Acc:ZDB- B
ENSORLGO0000006149 [colt7alo  [S2106%: PR XM 3 5757936264 1.99105009 2457254999 1310117162 ENSORLG00000010629 . 18457463 0526371348 188098137 3898650081
ENSORLGO0000003036 |- - 7658791329 7756002024 1478147207 0475126695 ENSORLGO0000017074 - 0 1668620778 12.25450606 ~4.431230125
. protein tyrosine phosphatase, receptor type, C , T cell lymphorma invasion and metastasis 1a
ENSORLGO0000008408 |ptpre |ISource: ZFIN:Acc.ZDB - GENE-050208-5851 3686021237 2262204123 1362594811 Doar70678L ENSORLGO0000004421 |t9M12 | 50 rce ZFin-AceZDB- GENE-080325-11 -2.76449953 01030441 -2.01016630 -4.877225633
Oryzias latipes leucine rich repeat containing G protein-
ENSORLG00000008434 |lgré coupled receptor 6 (Igr6), mRNA. [Source:RefSeq 6.111868967 222104577 -1.958461978 1.932856697 ENSORLG00000008540 |-
mRNAACGNM 0012788331 - -1309797943 3454230434 0 -16.55221503
Solute carrier family 2 member 4 [Source:NCBI , hook microtubule-tethering protein 1
ENSORLG00000006341 [SLC2A4 dene:Acc:1011589761 4.433611094 0.297475001 1.346716441 2.789903369 ENSORLG00000014822 [hookl [Source:ZFIN:Acc. ZDB-GENE-041001-1591 2871233983 0 62444 _0.87694754 3524072307
endothelin converting enzyme 1 [Source:ZFIN;Acc:ZDB- B
ENSORLGO0000017044 |ecel e 412692442 1621562649 1212024037 1293822431 ENSORLGO0000000513 . 071312012 5476364924 116200287 455996707
ENSORLGO00000T6137 |ptchZ batched 2 [Source ZFIN; Acc.ZDB-GENE-080526-441 4834868797 0684381466 ~1699611643 7501358558 ENSORLGO0000008840 |- ~1375583388 -0.41240629 ~2.11795475 ~3.080646759
ENSORLGO0000016767 |PKP4 olakoohilin 4 Source: HGNC Svmbol:AccHGNC 90261 3596405457 0997670148 ~1.653885466 0945335176 ENSORLGO0000003788 |nbeab b [Source ZFINAcc ZDB-GENE-120329-21 -3.13030726 1604414289 111048418 ~3.623752569
ENSORLGO00D0003965 |EFNAS enhrin A5 [S0urce:HGNC SvmboLACCHGNC 32251 3160545823 0536569857 ~1.095168695 1120293092 ENSORLGO0000003097 - ~12.4455736 542024802 74.05504513 ~3.810286006
ok |uncharacterized LOC101164588 [Source:NCBI , R
ENSORLG00000014093 |si:ch211-79k1. ene Acc: 1011645881 4757354692 116701144 2.327169016 1.263659137 ENSORLG00000007317 N _6.4410423: 185125459 o 243 523357685
N , h 1-CoA 2-hydroxylase interacting protein Ike
ENSORLGO0000013615 - 5007627033 0971977601 1795055768 2241078552 ENSORL( PHYHIPL [ e M rra L aus6313 0122854449 53903815 4359461407
serine protease 23 [Source:HGNC B ~ RNA binding protein, mRNA processing factor 2b
ENSORLG00000003722 |PRSS23 Svmbol:AccHGNC: 143701 3041818839 2.175194161 1.301629674 0.4345203 ENSORLG00000001493 [rbpms2b [Source:ZFIN-Acc 7DB-GENE - 040426-7411 0 744466 107172009 1332467912 -3.004729655
kelch like family member 4 [Source:HGNC .
ENSORLGO0000003079 |KLHL4 A 343278749 2339907165 0.733951071 0359413372 ENSORLGO0000015274 . 401036136 0964237006 451927732 3888242507
] Si.ch73-173h19.3 [Source ZFIN Acc ZDB- GENE-0B1104 - , -
ENSORLG00000007168 |si:ch73-173h1] 24 3.296533361 1743791383 1.252971173 0.300255241 ENSORLG00000014327 N _1.48865657 36442434 1 65662244 _3.475792401
RABI9, member RAS oncogene family [Source:HGNC B solute carrier family 27 (fatty acid transporter), member’
ENSORLGO0000016519 |RABLS SvmbolAcc: HGNC:19982] 3751493696 0422415639 1227087199 2102435744 ENSORLGO0000015010 [SIE2710 | 15ource ZFiN:Acc ZDB- GENE-061013-6721 3527512055 8817929831 -1392314950 -6.682241896
uncharacterized LOC105354811 [Source:NCBI B dual specificity phosphatase 2 [Source:ZFIN:Acc:ZDB-
ENSORLG00000016970 |zgc:158343 ene Acc: 1053548111 463091467 1759953906 1584425504 1.28701987 ENSORLG00000003043 [dusp2 GENE-040801-188] 4 0779333683 169897613 3732387637
N i , cadherin 4, type 1, R-cadherin (retinal)
ENSORLGO0000015008 6444445343 2675049297 0837763304 293211497 ENSORLG00000013559 [cdna  |£20henn & ype 1 R-cadhern el | 616053149 0888887369 o 4503484396,
paired-Tike homeodomain 1 [Source:ZFINAcc ZDB- B aldehyde dehydrogenase 3 family, member B2
ENSORLG00000000858 |pitx1 GENE-060421-36231 5.305718698 0.429706529 -3.159373984 1717124567 ENSORLG00000007432 (aldh3b2 [Source:ZFIN-Acc 7DB. GENE 060531791 4269338951 145709381 223642471 3480523277
transmembrane 4 L six family member 4 [Source:NCBI ~
ENSORLGO0000011289 [tmdsfa qene:Acc:101159982] 17.1579969 1360310123 0596894347 2.958468613 ENSORLG00000017271 . 511826506 0511560734 0108863926 313176507
nerve growth factor receptor a (TNFR superfamily, B ,
ENSORLGO0000002533 |ngfra member 16) [Source:ZFIN:Acc:ZDB- GENE-050928-11 5307748978 0313696715 2113268579 3508663022 ENSORLGO0000006567 |20¢:9231 92313 [Source ZFIN:Acc:7DB- GENE-040718-3301 0844089213 -0.086071511 -2.345121200 -3.1026539
, B cell death activator CIDE-3 [Source:NCBI
ENSORLGO0000004373 - 3100887275 0318814313 2465352734 0317204881 ENSORLG00000016847 [CIDEC | €1 4°2th #eriator O 610358384 0025041777 4123412 4459038834
Oryzias latipes estrogen-related receptor beta type 2
ENSORLG00000008714 |erap2 ‘es”"ip“’;’gﬁ f“‘;gggm;‘?g;g;‘g;fgf 3.210156026 251279911 0.87730803 1575150289 ENSORLG00000009126 |errb2 (errb2), MRNA. [SourceRefSeq
ourceZANAce mRNAAcc:NM 0011630911 1502099701 8208995727 3.360412677 -3.336999572
ENSORLGO0UD0017946 [apoda 2 (1 of D-like [SourceNCBI 8478454709 3778650 2060613079 1545634896 ENSORLGO0000021613 [RFO0001 |- ~13.70585374 1977449325 12.13843501 ~3.544370280
reactive intermediate imine deaminase A homolog . RAB37, member RAS oncogene family [Source:HGNC
ENSORLGO0000002855 [RIDA SRl 3388517179 0.95433887 1010749264 1423913794 ENSORLGO0000012109 [RAB37 | RABST, fermber BAS once 6702162 0153690348 09210886 3012336457
heparan sulfate (glucosamine) 3-O-sulfotransierase . R myogenic factor 6 [Source:ZFIN;Acc:ZDB- GENE-040309-
ENSORLGO0000007353 | hedsidbla | HEbaran S ot oo op 3180130515 1776281828 1438759308 0034425223 ENSORLG00000016261 [myf6 |7 4612355561 L 264560329 1010072803 597765088
ENSORLGO0000005181 79101640 _|7qc: 101540 [Source:ZFIN:Acc:ZDB-GENE-041212-671 7979063266 2498087044 1661564551 0769896008 ENSORLGO0000017514 |- - ~0.003502082 5713062113 2086110182 ~3.630062035
short chain dehydrogenase/reductase family 42E. N
ENSORLGO0000014049 [sdra2e1 A s . 324884381 0.976280857 0630411145 164263686 ENSORLGO0000017085 . o 175205118 1367108214 3848957462
(GABA(A) receptor-associated protein like 2 , R
ENSORLGO0000015156 [gabaraplz | 28 receptor Aot b e, 3096386023 0971960912 0019652391 2105257878 ENSORLG00000009954 . ) 38684707 si117] 0300754235 as7a55m134
Oryzias latipes cytoglobin-1 (cygb1), mRNA B , interleukin 17 receptor D [Source:ZFIN;Acc.ZDB- GENE-
ENSORLGO0000012468 [cygbl e S o 3757157462 1574271953 2598266401 0414895643 ENSORLG00000017307 [ii17rd  [ierieuin PPT— 0424536846 987036881 348820084
purinergic receptor P2Y1 [Source:NCBI , R
ENSORLGO0000005881 |p2ry1 e 1T, 4140046394 2400651003 0509267434 1230612376 ENSORLG00000007806 . L aussaseT2 046199801 : [P
B N B , Tow density ipoprotein receptor a [Source:ZFIN:Ac.ZDB-
ENSORLGO0000018030 5113148006 2457468231 34867147 0830552005 ENSORLGO0000015308 [1dia  |,24 density fnom 90015 1 269054852 0351901549 611560728
- - B cysteine-rich secretory protein LCCL domain containing
ENSORLGO0000008378 450192984 1200016288 1017896975 219360154 ENSORLGO0000007887 [crispld2 |SVEee 1ieh eeretony proten L OPL come ST 2471213267 > 206501 303125079
B ABI family, member 3 (NESH) binding protein a
ENSORL HOXA2 (1 of A2 [Source:HGNC Symbol:AccHGNC:5103] 5830782083 175615232 3137763496 0937351201 ENSORLGO0000011753 [abigbpa [A8 famiy. member § (NERHD bineing prore T— 3300023133 00628805 3718076732
ENSORLGO00D0015772 | phnaZ Dlexin A2 [Source ZFIN:ACCZDB-GENE-080311-61 1202787125 1051325342 1669471931 1572477173 ENSORLG00000006709 - ~7.231776141 0603495967 0125278417 ~7.70949006 1
Oryzias latipes SRY-box 9 (s0x9), mRNA. [Source:RefSeq , -
ENSORLGO0000007960 |s0x9 A A G010k 080 5005430592 1400027846 0903933364 270105381 ENSORLG00000000436 . ) 1799838229 8276357079 0721537750
Oryzias latipes bHLH protein DEC1b (dec1b), mRNA. ~
ENSORLGO0000014397 |declb e oot 3124964192 0734544869 1284747171 1106156698 ENSORLG00000013321 . 0596171755 3265561104 0544681913 4405930651
tau tubulin kinase 2 [SourceHGNC integrin subunit beta like 1 [SourcerHGNC
ENSORLG00000011226 | TTBK2 o AN bt 16.37637861 1400223932 0698251537 2982858581 ENSORLG00000010986 {ITGBL e 1734677903 5440 L o66205441 [P,
N 1b [Source:ZFIN;:Acc:ZDB-GENE- N B
ENSORL 7 [miib A 4260480971 0122546815 2270165604 2113351898 ENSORLG00000000209 . 3383335714 7 556877654 696585550 3973882033
ENSORLGO00D0006656 [npnt TSource ZFINAccZDB-GENE-090312-2011 3365264535 1448374797 2259071306 034160717 ENSORLGO0000017030 | - 10.05323355 20,01925029 1857104209 ~8.108455682
B 7 , B keratin, type | cytoskeletal 13 [Source:NCBI
ENSORLGO0000015412 3254979494 0075189972 2065088859 126556594 ENSORLGO0000002504 |07 |Kerali, /be | ytoske L oarreaTIa | 43045065 ) 478597850 5 14306303
Solute carrier family 26 (anion exchanger). member 1 B g
ENSORLGO0000011411 |slc26a1 o e e e 4682089436 0.7656165 2561882776 1355075161 ENSORLGO000000SS59 [sidkey-23|_. 1 22111 7 (source ZFINAcc ZDB- GENE- 160728521 1 005061320 1 3009380 667198777 2351836800
B 7 , integrin, alpha 10 [Source:ZFIN;Acc:ZDB- GENE-100922-
ENSORLGO0000007737 312079547 0596150677 1502306663 1022823122 ENSORLG00000010249 itgal0 |l ) sara29054 0143713003 024079993 iy
ENSORLGO00000008Y5 |- - 160118359 1360816529 ~1795075704 0519061996 ENSORLGO0000007507 | - ~2.642334924 0804902856 0894549197 -4.34130350
- R B eph receptor B6 [Source:ZFIN;Acc:ZDB-GENE-100922-
ENSORLGO00000001079 7.015331894 2.36316857 3115769893 1536875628 ENSORLG00000011883 [ephbt |28 0730474051 7 447209408 2 427313851 4285022511
orb-b2 receptor tyrosine kinase 3a , B adhesion G protein-coupled receptor L2a
ENSORLGO0000001520 |erbb3a ey a GENE 62081651 5203631574 0760314367 2097949067 3866481324 ENSORLGO0000006440 [adgriza  |FeS100 © proten eoupled receptor 129 213300810 L 06418537 T —— 3485775061
, prostate stem cell antigen [Source:NCBI transmembrane protein 163 [Source:HGNC
ENSORLGO0000003060 e e o) 3880971088 3331284728 0542051489 1092222929 ENSORLGO0000004336 |TMEM163| r2nemembrane proven 128843508 0603872724 0311766387 3020450469
ENSORLGO0000001400 |- - 877613667 1297917332 5054981061 2207551292 ENSORLGO0000007293 |- - ~0.642817292 2.604457763 ~12.45679332 ~15.70408141
ickkopi-related protein 1 [Source:NCBI , -
ENSORLGO0000006345 [dkkla B RS 561781803 2416988049 1222940415 1978378321 ENSORLG00000007250 . 1 ss87650 29070565 o 158455873
sl bl B stimulating 1 [Source:ZFIN;Acc:ZDB-GENE-
ENSORL si.ch1073 jurin 1 [SourceHGNC [ AccHGNC:7824] 5052299924 2.229800006 21259675 0697017078 ENSORL mstl |mecopna o213 050558772 P— 337279879
Solute carrier family 2 (faciltated glucose transporten) , , -
ENSORLGO0000011579 |slc2a2 P i R TP 6215573509 9.965510147 16.18109304 0 ENSORLG00000011869 . 2 464552075 0.35555814: 1044947662 3153056764
progestin and adipoQ receptor family member VI 3
ENSORLG00000016244 | padr6 [Source:ZFIN:Acc:ZDB-GENE-090714-11 3690178779 070946628 0769741331 2211456419 ENSORLG00000000317 eendl | i 1 [Source:NCBI cene:Acc:1011696721 -1.687638431 -0.082165723 -1.54837416 -3.1533619
tumor protein p53 inducible nuclear protein 1 B
ENSORLGO0000015348 |tP93inP1 | iSource:ZFiN:AccZDB- GENE-031018-3] 3180448563 0619156072 130467994 1265097264 ENSORLG00000010506 ren renin [Source: ZFIN:Acc:ZDB- GENE-040630-31 -5.001163408 1250268741 0273745296 -6.886214553




zinc finger protein 503 [SourceiNCBI

protein tyrosine phosphatase, receptor type, r

ENSORLG00000006570 |znf503 deneAcc 1011742131 5.87054366 1.786424017 -2.55587031 1528735162 ENSORLG00000017389 |ptprr [Source:ZFIN-Ace- ZDB-GENE - 101029-21 193554781 0359776844 -0.89913¢ 1 319307831
o ATPase subunit alpha-1 N N
ENSORLG00000002122 |- T I 5249745539 0.008775089 3097511346 2161494126 ENSORLGO0000004187 . 5 364372005 710977083 B 0199147038
papilin b, proteoglycan-like sulfated glycoprotemn N N oyruvate kinase LR [Source ZFNAccZDB-GENE-
ENSORLG00000013108 |papinb 'LSOLHC& ZFIN:Acc 7DB-GENE-030131-60231 16.52344327 12.52889115 6.626591041 2.631569238 ENSORLG00000010652 | pkir 010907-11 . 50811 0890872401 203779855 -4.30: 443
B B extracellular calcium-sensing receptor-Tike [SourceNCE!
ENSORLG00000006382 4832596557 1051136717 2634776364 1147167457 ENSORLG00000005715 offegs | @Xracellur calcium 072091005 ¢ 261451258 B 150816608
ENSORLGO0000001661 |- 4886551003 0454371224 1882064151 2549701016 ENSORLG00000007527 [Zaix_[histone H2AX Source NCBI aene Ace 1011602581 2602616242 0128055926 042768648 -3.04787375
F-box and leucine-rich repeat protein 14b N coenzyme Q- bmdmg protein COQ10 homolog,
ENSORLG00000013715 |fbxI14b [Source ZFIN-Acc ZDB-GENE -030131 - 35561 3.228175201 1419173621 0.102454989 1911941311 ENSORLG00000004161 CBI qene: 1011643111 927132005 033639836 1584207646 y
. uncharacterized LOC101167627 [Source:NCBI B solute camer(am\\y 1 (glutamate transporter), member
ENSORLG00000001758 [sickeyp-11e3| Uncheracterzed 1OC 1675467602 1136132073 3371944118 2021872009 ENSORLG00000002339 [sic1aga |solute carierfamly 1 (gltamate ransporte estim12 Loarisess 1090918505 6 453080
PDZ domain containing 1 [Source NCEI N "
ENSORLG00000017962 |pdzk1 deneAcc 1011755211 5.985818843 1.014378455 4.385094826 2615586595 ENSORLG00000018254 [myolb rwosin 1B [Source:ZFIN-Acc: ZDB-GENE-030131-6951 2524037155 0.430114981 . .
secretogranin Il [Source:ZFIN;Acc:ZDB-GENE-040426- R ATPase
ENSORLG00000002989 |scg3 oot 3329015047 0385760769 1080782604 1862958329 ENSORL atpsbl. _[ATPase phospholipid ransporting 861 L opisiens 0612062130 L sasio605 -
Serine protease 602 [Source ZFIN Acc ZDB- GENE- " N
ENSORLG00000008481 |prss60.2 050320-1001 410017553 0.827694303 2.368022175 0.90494373 ENSORLG00000011040 . 138786583 4523857062 1524568454 3156340968
ENSORLG00000011193 [fbin7 fibulin 7 [Source:ZFIN:Acc:ZDB-GENE-170130-21 4684619064 0.00618396 -1681557079 2.997360838 ENSORLG00000004834 |- - -1713264281 0.173699249 -127464589 -3161124705
thrombospondin 3a [Source:ZFIN;Acc:ZDB-GENE- R N
ENSORLG00000016856 |thbs3a oo 3543550857 2.430618486 1173346305 0059919766 ENSORLGO0000017339 . I 0 13038405 B 617599408
Switching B cell complex subunTt SWAP70a " y N
ENSORLG00000007129 [swap70a [Source ZFIN-Acc ZDB-GENE-040426.-11821 4009748177 2097141343 -2.74690044 0.833808949 ENSORLG00000003846 . . o 45129 0.652119356 208319480
ting finger protein 198 [Source:ZFIN; Acc:ZDB-GENE- N Tripartite motif containing 16 fike [Source HGNC.
ENSORLG00000007363 | mf19b 1ng inaer 3220240165 1560262518 1256400973 0.404052383 ENSORLG00000013914 | TRIM16L ning ) 151486 I I 51859565
SRY (sex determining region Y)-box 112 "
ENSORLG00000014996 [sox1la [Source ZFIN-Acc:ZDB-GENE-980526.-3951 4267046076 1.090767174 0743943825 2.432819192
ENSORLG00000003132 |- - 3.524435701 1648303843 -1.375446285 050117137
ENSORLG00000014858 |pxnb oaxillin b [Source:ZFIN:Acc:ZDB-GENE-130530-6971 3.871963499 1.737797651 -0.122245409 2.012406433
fibronectin leucine rich transmembrane protein 2
ENSORLG00000015B76 |firt2 fironectn eucing T Lanamembrane b 3988443423 1880903172 -0.608493698 1298531268
ENSORLGO0000016561 [Kitd keratin 4 Source.ZFIN Acc ZDB-GENE-000607 -631 5350029557 031749775 2456126917 7580889722
ENSORLGO0000017856 |myom1a | Tyromesin 1a (skelemin) [Source:ZFIN;Acc ZDB- GENE- 3850318196 1354485253 -0.421154336 2084161267
aldehyde dehydrogenase 3 famly, member AZD "
ENSORLGO0000002528 [aldhzazh | 29ehyde dehycrogenase 3 family, membe 4914338459 1263833919 1300857702 2341131881
ENSORLG00000016046 ccdc3b cotled col domat containing protein 3 [Source NCEI 4079724625 1063263111 2241251 0.775696031
kirre like nephrin family adhesion molecule 1b ~
ENSORLG00000002699 |kirrel1b Kirs like nephrin farmily achesion mojecule 59340132 3262722839 2274356495 0397419003
ENSORLGO0000015665 |tp63 Lo Proteln pb3 [Source: 2PN Acce ZDB- GENE- 5557250455 0.46419217 -3.092036425 2001507685
ENSORLGOD000001572 [aap12 acuaporin 17 [Source ZFINAcc 7DB-GENE-040718-3101 EXEEIVEIP 145606957 2707782521 044275912
ENSORLG00000005381 |Irp2b fow- density ipoprotein receptor related protein 2 4934046992 -0.382869831 -2.981586165 2335815437
[Source:NCBI gene; o
ENSORLGO0000013828 |sicch211-25d [ §ch 2112512, [source: i A Z0E CENE AT 4300760675 0571681339 -0.045786139 2783780579
ENSORLGOD000012779 | - 223711095 200088005 —T3TI335001 097027569
ENSORLGODU00013986 [apoeh Fb fSource NCBl aene Acc 1011616731 4783777504 2106277251 1422632049 1255351015
‘myosin, light chain 9a, regulatory [Source:ZFIN;Acc:ZDB- R
ENSORLG00000016619 |mylga e g s 3548947692 154621575 0579041653 1424175084
ENSORLGO000000615 |sickey-35Kk7.1 S0 BK7-10 [Sourcei2FIN:Ace ZDB- GENE- 160728 1587965312 1280059054 -4.244882178 -1.165354689
ENSORLG00000012464 |tgm1i1 ggg;g‘}‘{‘fg‘”“e 1like 1 [Source:ZFIN;ACC:ZDB-GENE- 3560764122 2230971263 -1.78622201 -0.455044114
TOCI00125537 [Source NGBl "
ENSORL 14 [cdsa e e O 17.08087024 12.08947696 2275388342 2665073237
ENSORLG00000003278 |- LHPPL tetraspan subfamily member 2 protein 545560985 2207231923 -0.323489057 2925373317
[Source:NCEI aene Acc:1011
SH3 and multiple ankyrin repeat ToTrE B
ENSORLGO0000017422 [shankab | S and mulple anlyn repeat domains 4185688643 2088344724 1012068672 1085760094
ENSORLG00000013864 [cylda g:tg ‘\/S‘W‘Enl‘if‘igdﬁéub\qumnase [Source:NCBI 3.064450432 0741446957 0.153621975 2477110406
ENSORLGO0000016401 |- - 677162471 0953668042 2663530562 2824911632
muscle-speciic beta 1 integrin binding protein "
ENSORLGO0000017998 |mibp (1 of ma f2eseie SPECHe b0t BEeats oo 5661279958 0059613436 4441432342 116071917
ENSORLGO000000B54Z |- I 405014762 2170212775 0469074583 1415425558
SPARC related modular calcium binding 2 B
ENSORLG00000013491 |smoc2 SPARC reated modutar calcum binding 4329192162 1232262448 3040211001 0057199811
ENSORLG00000016141 |- uncharacterized LOC101171775 [Source:NCBI 5551453163 03136944 -2.500347349 2737896572
eneAcc1011717751
pleckstrin homology domain containing AS N
ENSORLGO0000004S45 [PLekHAS | Pieckstrin homology doman containing 3737729797 1217776506 0909520933 1610916684
phosphatidylinositol-4,5-bisphosphate 3-Kinase,
ENSORLG00000005422 |pik3cd catalytic subunit delta [Source:ZFIN;Acc ZDB- GENE- 3516970528 2311197861 -0.959802049 0246354188
04042611281
notum, palmitolecyl-protein carboxylesterase & R
ENSORLGO0000007624 [notumta | Ftum. palmitoleoyl-protein carbowylest 5617322588 3250924589 0235742017 2131143081
heart and neural crest derivatives expressed 2 B
ENSORLG00000010967 |hand2 e e oo 16.62005053 1247212979 1735048934 2413338151
cysteinyi leukotriene receptor 1 [Source:ZFINACCZDB- , B
ENSORLG00000010305 |cysitrl crsteinyl leukotriene 3741861125 0546116317 3842709239 0445751715
3-hydroxy-3-methylgiutary!-CoA reductase B
ENSORLGOD000017313 [HMGCR (1 of o P08 methygutant CoA redue 3478191599 0.491379216 182875541 1158541807
liver-expressed antimicrobial peptide 2 , R
ENSORLG00000008816 |leap2 e e A e 2 o 5930730738 1273353382 5806520648 1139648834
calmoduin egulaed speciin associated proten Tamly "
ENSORLGOD000015700 | CAMSAP (1 c| C1medulln regulated pectrin associatecd o 3905727571 2451571624 0971605886 0.483034375
ETS proto-oncogene 1, transcription factor "
ENSORLG00000013508 |ETSL ETSproto- oncogene 1, ransaription fo 3744772844 1731078457 1121110858 0893068933
Src homology 2 domain containing £ "
ENSORLG00000009685 |she e e e hoosiE 61 4452180129 1880246834 0738544226 1833673733
ENSORLGO0000014923 |- 3486734623 1443230622 0003956352 2047944631
ENSORLGO0000002085 [ccknicp |79 Geperdent Ko vbor 1C [Souroo NGB 5544733363 1814162502 -1818631996 1012423973
deneAcc1011736271
ENSORLGO0000001428 [tmem3s  |1ansmembiane protein 354 [Source NCEI 4411773879 3180310939 1350868509 2562815819
ENSORLGO0000000058 |- - 5128340326 1855400032 2216465498 1056968076
ENSORLGODU00006005 |- - 4001124102 2588799698 ~163860512 0135860677
Type V, alpha 1 [Source ZFIN.ACG ZDB- B y
ENSORL colsal procollagen type 451664439 1922910016 317008089 0575861785
ENSORLG00000011024 |endouc D opee e g ponuclease-C [SourceNCE! 3965746172 18601776 -1.803801088 0302152307
otos otospiralin [Source ZFIN.AccZDB-GENE-120601-11 311605563 2218182408 2300431410 7221038542
family with sequence similarity 212, member AD B
ENSORLG00000003453 |inkab family with sequence similaity 212 member 3922400857 0352322789 1197218108 2373344885
ENSORLGOD0000T3484 sestrin 1 (Source ZFIN-AceZDB- GENE-0407 184081 7070986668 371891566 2743702987 0005676835
ENSORLGOD000011438 [ 20101640 Source:ZFIN:Ace:ZDB- GENE-041114- 1581 3370897679 2007421373 ~0.202679376 1161281898
ENSORLGOD000006161.[sichz11-153b| 2l 1230233 [Sourca ZFIN:Acc ZB-GENE- 3380713063 0885235185 -1,083256329 1412706648
Sushi domain containing 2 [Source HGNC y B
ENSORLG00000000288 |SUSD2 sushi domain containing 2 3132409212 0286723955 2935615846 0.48400277
ENSORLGO0000010756 |cyr61 cysteine rich angiogenic inducer 61 [Source:NCBI 442775043 2262191508 -1.305616115 0.770431353
eneAcc1011675271
ENSORLGO0000006034 |- - 665301044 0004505502 2440085995 2230382653
ENSORLGOD000010786 |- - 463115784 1607496873 ~0.153612915 2870531500




T-phosphatidylinositol 45-bisphosphate
ENSORL pledla delta-1 [Source:NCI 3430163038 1009265052 -0576847422 1853436852
eneAcc1011679071
ENSORLGO0000001361 | affd AT TR i, member & [Source ZFINAce 205 3304670106 0358121226 -1.535455502 1411578151
ENSORLGO0000007407 |- - 4750043724 0786314635 3050712434 0914202152
Tactor Xl AL polypeptide b B y
ENSORLI( f13alb [Source ZFIN-Acc ZDB. GENE -030131-96341 3.267768531 2.436857568 1.181395231 0.349999308
ENSORLGO0000006917 [sich?11-191d|SiehZ21-191d15.2 [Source:ZFIN:Acc ZDB-GENE- 3103524014 1610834611 -1.06665983 0516514916
MYCN proto-oncogene, BHLH transcription factor B
ENSORLG00000013034 [mycn [Source ZFIN-Acc ZDB-GENE-020711-11 4447896487 1.868890185 1.761672787 0.817818907
ENSORLG00000004534 |ela2 chymotrypsin-ike elastase family member 24 7624791755 1916194931 -6,018553200 -031047131
ource:NCBI aene:Acc: 1011685381
SAM and SH3 domain containing 3 B
ENSORLG00000001261 [sash3 [Source ZFIN-Acc ZDB-GENE-130411-11 4114263436 2.244308615 1.629684362 0.2407555
ENSORLG00000001384 |sich73-281114| 3732811124 [Source:ZFIN;Acc ZDB- GENE-130530- 3087120788 1354043236 0689733395 2423295958
nuclear receptor subfamily 4 group A member 3 "
ENSORLG00000008732 [nrd4a3 IEOLHC& NCBI gene:Acc: 1011677311 6.33471603 2207613759 2.078178718 2.049413047
DNA (cytosine-5-)-methyltransferase 3 alpha a N
ENSORLGO0000017648 [dnmtzaa | DA (OViosine-5-) mathylansferase 3. 4664060599 1468538813 1884960654 1311046307
ENSORLGO0000011636 |- - 3002706254 053777853 ~1503823937 096148886
559 transcription factor [Source:NCBI y B
ENSORLG00000017492 |sp9 dene:Acc:1011624901 5492717214 0.137475663 3.0489747 2581702422
ENSORLG00000001322 |- - 4578042768 1445718514 -0.249722034 2.88308729
ENSORLG00000014341 |- - 4292731708 1793373361 -1.467397973 1032446064
ENSORLG00000002677 |rac3b i D spuyg) 2% 30 Bource ZANACC 205 313520356 2191301121 -1.750543217 -0.806155051
ENSORLGO0000015125 |- - 5608513124 05636457608 2508049422 2463591566
ENSORLGO0000007584 |- - 386224123 1013253856 2522424378 0327530773
Solute carrier family 34 (type I sodium/phosphate
ENSORL sic3dala ), member 1a [Source:ZFIN:Acc ZDB- 6.004690897 0354679694 -6.933252838 -1.192757079
(GENE-101006-31
ENSORLG00000011559 |pedhlb ;’{““’“d"e”” 1b [Source:ZFIN;Acc:ZDB-GENE-091015- 4947034522 1858827086 -0.996863291 2001829778
ENSORLGO0000008705 |- - 3100681021 1543365036 ~1638176534 0380376369
ENSORLGO000001 7543 |- - 6.032069633 3726654390 ~0418071202 1837830826
ENSORLGO0000001340 |- - 4858323369 1661708476 ~4.778063521 ~1,600963303
Chymotrypsin-Tike elastase family member 2A " y
ENSORLG00000004586 |ela2! [ e b 7.410065549 2399678539 5846825611 083595371
chromodomain helicase DNA binding protein 3 ~
ENSORLG00000007107 |chd3 hromodomain heicese DINA binding 4911365796 1786376887 0916310706 2209155984
inter-alpha-typsin inibitor heavy chain family, member| " N
ENSORLG00000016940 [itihs e e e o o 3116657252 2559702795 2000175073 1451736721
ENSORLGO0000001392 [krts Keratin, type Il cytoskeletal 8 [Source:NCEI 3030186801 1344866294 -1.560414072 1034301424
ENSORLGO0000017048 |hoxb3a homeoboxBaa [Source 2FINAce: 2DB- GENE-990¢15- 6.115468673 0.753846706 -3.438852147 1923252633
ENSORL pmt A 5357600252 0855899793 2503543326 1998640198
ENSORLGO0000000636 [noteh1b [notch 1b [Source ZFIN Acc.ZDB-GENE-090415-1631 4086384164 1052630663 063985968 2394378474
ENSORLGO000000S670 |tubbl Lubuly, beta 1 class VI [Source ZFINAcc:2DB-GENE- 1660065849 [} -1472452009 1512869801
ENSORLGO0000000959 | - 32755742 2673040663 Q084747482 0687229170
ENSORLGODU00000240 |- 5 7184850465 ~11.77105150 ~5.305868721 1556125025
ENSORLGODU00000ZL7 |- - 6611900876 0163353531 5540366167 3226381005
and link protein 1a R
ENSORL hapinta  |fyeluronan and proteoglycan Ik proter | 3830939162 2087300297 0637299902 1156824069
fibroblast growth factor receptor 1b B
ENSORL fafrlb ISour FIN DB-GENE-060503-141 3.784000326 1713848403 1777117737 0.293519203
ENSORLGOD0000L7077 [fox3 forkhead box 13 [SourceNCEI aene:Acc- 1003016151 SATI63863 74537557 ~1437535303 T5215373%6
ENSORLGO0U0000A154 [notch? notch 2 [Source ZFIN;AccZDB-GENE-000329-41 3032362167 0901883641 ~1.070733496 1.060250335
ENSORLG00000012685 |si:ckey-19211g| ;\Skeyrlﬁz\la 9 [Source:ZFIN: Acc:ZDB-GENE-120709- 4010891604 2045130566 -0.809740086 1156506178
ENSORLGO0000016594 [ TSPAND 9 Source NCBI aene Acc TOT 1698951 358667301 1784053068 ~0562078216 0841027350
ENSORLGO0000013238 - 5152248264 0948850451 2272837219 1931037061
ENSORLG00000004641 [RELN reclin [Source NCBI aene Acc 1000492321 4368668463 253634701 ~1.133414024 0699390353
purine nucleoside phosphonylase 5a "
ENSORL pnpsa ! o ot b 25531 4895100153 1938674351 2230045724 0.725965396
ENSORLGO0000012247 |- - 1603861404 1122488198 2127031668 2601266210
ENSORLGO0U00003389 [igh3a ntearin beta 3a [Source ZFIN.AccZDB-GENE-071207-11 .419007853 0748466748 ~2.125525656 1.545503076
ENSORLGO0000015138 [Irrc32 S on sepeat containing 32 [Source ZFIN Acc 205 3270039768 1004496372 -115092006 102510844
ENSORLGO0000012662 |rt94 e etal 13 [SourceNCEl 4384269735 1474124632 -2.608989200 0211640087
bobby sox homolog (Drosophila) [Source ZFNACC ZDB-
ENSORLG00000005486 box 20Bky sox homelog 4083161234 1398201108 0.078224887 2773669373
differentially expressed in FDCP Gc homolog B
ENSORLG00000015641 |deftic e er i ooscos mol 491413801 0795636273 1435035376 2683951072
follstatin-like 3 (secreted glycoprotein) - B R
ENSORLG00000004222 |fst3 follsatin ke 3 (secreted ghyooprotein) 1y 3544933558 0597288362 4403607057 0260900531
acid receptor 6a B
ENSORL 13 {Ipar6a O e oo 13- 3431 4325091105 2093900011 1561613022 0670063323
ENSORLG00000003048 | mala myelin and lymphocyte protein [Source:NCBI 1755624199 1201785874 -2.782156993 1856601515
qeneAcc:101170152]
ol LOCIOT170377 [SourceNCEl "
ENSORL 10 e ] 5705179669 1.90953445 2278526474 151760129
'ADAM metallopeptidase with thrombospondin type 1 B ,
ENSORLGO0000004990 [acarist [ ADAM metallopeptidase with thrombospondin & 3758769774 150230392 3501735011 1244784781
CDCA2 effector protein (Rho GTPase binding) 1b "
ENSORLGO0000014372 [cdazepin | £DC42 efector proten (o CTFase b 4712501344 1523623493 2120844747 1068404496
ENSORLG00000010729 |chesl Checkpoint suppressor 1 [Source ZFINACZDB-GENE- 3204153131 1231307083 -0991239828 1072090404
Single-sirand-selective monofunctional Uracl-DNA
ENSORLG00000015357 |smugl glycosylase 1 [Source:ZFIN;Acc:ZDB-GENE-030131- 3473553304 139096626 -162761347 0455460101
94731
! carboxypentidase B1 [SourceNCEl geneAcc 1011698101 7051475306 0985571272 6777644683 0711455828
sicch211-16317| 5 2111631218 [Source ZFINAcc ZDB-GENE-041006- 6.999924577 3396310201 -0533663353 3070418329
B - 3605861017 7035138074 ~1105221526 0555986568
Cytochiome b-245, beta polypeptide (chronic
ENSORLG00000001650 |cybly granulomatous disease) [Source:ZFIN;Acc:ZDB-GENE- 5425205653 2704668975 -287613327 -0.155023479
040426-13801
inositol-trisphosphate 3-kinase A B
ENSORLG00000015444 |itpka o e e gaets. 116 5322046843 1174141102 2341278208 180711249
transmembrane p24 trafficking protein 6 " y
ENSORLG00000013386 |tmed5 e e 6210161904 3275843885 3408458423 0473655009
ENSORLGO0000016361 |- - 4345203164 1221625402 1262134006 1861728761
R3GC Ristone H3.3 [Source NCEI qeneAcc 1011636931 343207130 1102701403 ~0.36766411 1.852100773
ENSORLGO0000002782 [GCG (1 of marlalucacon Source HGNC HGNCA101] 7.081604855 0174942172 2450539203 23566981
ENSORLGOD000000956 |- - 5238255377 2560401760 ~2.62260585 0144268606
peripheral myelin protem 22 [Source:NCBI "
ENSORLGO0000011131 [prp22b | Peripheral myelin pro 4261914037 1856317485 0675601869 1730479308
ENSORLGO000000611 |NACC2 NACC family member 2 [Source HGNC 5894161038 1.049393503 -2.707159758 2138092476

Svmbol:Acc:HGNC:23846]




Chymotrypsin-Tike elastase famly member 2A B N
ENSORLG00000010663 |ela3! [Source:NCBI aene:Acc 1011657371 10.01339013 3.57369657 17.58445499 11.14479206
‘acyl-CoA synthetase bubblegum family member 2 B
ENSORLG00000009239 |acsbg2 e e oy e 3026229322 1229299857 0863812008 093360245
RAB25, member RAS oncogene family a y "
ENSORLG00000012158 [rab25a [Source ZFIN-Acc ZDB-GENE-041212 691 5.827123876 0.257157534 3.140282519 2944483738
ENSORLGO0000018034 |col4a2 Colagen.ype IV, alpha 2 [Source ZFIN;Acc:ZDB-GENE- 4.200608519 1619743844 -0966533113 1623816686
ENSORLGO0000010138 |- - 3062437047 605548537 ~T611306067 0243932617
ENSORLGO0000007725 [fmnta. Tie 3 fSource ZFINAccZ08-GENE-030T31- 4252069747 932164002 ~0,118606567 2202685048
ENSORLGO0000017B93 |- - 7208083566 ~11.10417938 457193783 1383083000
ENSORLGO0000015B94 |- - 3064911310 956136991 0712145069 181940721
ENSORLGO0000001 125 [tack3a TAG kinase 3a [Source ZFN: Acc ZDB-GENE- 100921-501 3258563557 156731113 ~2544400288 0555916994
ENSORLGO0000010212 |- - 3423672473 305031117 0377526525 1496653501
B-245 Iight chain [SourceNCBI "
ENSORL cyba deneAcc:1011705771 3712391787 1.564219844 0.84677776 1.301878831
ENSORLGO0000021753 |ND1 NADE deyrogenase subunit 1 [SourceNCE! 3178803512 1026975445 -0.098104602 2054298447
meteorin like, glial cell diferentiation regulator "
ENSORLG00000007292 | metrnla | ISource NCBI aeneAcc 1011668751 3.468941135 0.642814205 0.303745223 2522866786
ENSORLG00000004130 |mb mvoalobin [Source:NCBI aene:Acc:1011562241 898274534 -0.631610862 -7.664404818 1.950439931
ENSORLG00000006083 |- - 4.849126811 -0.138206024 -2.933103388 2.054715289
ENSORLGO0000013153 |apodb (1 of m| 32200910 Db [Source:ZFIN;Acc:ZDB- GENE- 7.236043634 3012957613 -2,626019964 1597550858
el Proto-onCogene receptor yrosine Kinase y "
ENSORLG00000013965 |ret | ISource ZFINAcc ZDB- GENE-980526-3071 3.410363581 0.681607479 2745414836 1.347041391
ENSORLGO0000017142 |itpkb O ansphosphate 3-Kinase B [Source ZFINiAccZD5- 3212740056 2108308784 0291038256 1.305054604
ENSORLGO0000016711 | meox2a esenciy e nomeobox 2a [Source ZFNAcc 2DB- 1580618936 1324318737 2356127575 0207340063
ENSORLG00000017937 |- - 3.006467722 0.533736077 -2.962077734 -0.488861316
pyruvate dehydrogenase kinase, isozyme 4 "
ENSORLG00000004460 | pd PyvaLS dehydrogenase Kinese, ioayme & 4137719682 1844763143 0866304662 1427137717
echinoderm microtubule associated protein ke 2 "
ENSORLG00000001463 |emi2 e IaCrOlubLle asociated prote 397892688 0634635337 2391824877 0952951503
d protein k d protein
ENSORLGO0000001299 [MAPKAPK3 | ogen- activated protein Kinase-activated prot 3069596776 1950563439 0143375725 1262894016
ENSORLGO0000000220 |- - 4500474772 1708415637 3304808139 0602264303
ENSORLG00000015001 |pmela e anosome protein a [Source ZFINAce ZDB-GENE- 471066297 060465386 -2.20884088 1807653254
insulin-like growth factor binding protein 5a R
ENSORLG00000014713 [igfbpsa ineulin fike Srowt fector Binding prote) 6.118255007 0921415079 3864508332 1332816241
ENSORLG00000000449 |ckma e oy [SourceNCEl 6666240738 -1.038330727 753135972 0173694008
phosphatidylinositol-speciic phospholipase C. X domain "
ENSORLG00000016062 |ploxdl phosphsticyiinositol specifc phospholipase C. X domer 3697836011 1967257757 0968311256 0762752071
sprouty related EVHI domain containing 2 B
ENSORLG00000002435 |SPRED2 sprouty related EVHL doman contan g 45667712073 1911507178 1448947998 1307651594
ENSORLGOD00001067Z | - 3324966508 2184657427 T56813085 2708975166
nuclear receptor subfamily 2, group F, member 2 R _
ENSORLG00000008429 |nr2i2 ke FecepLor S ey 2 roup F e 3208882184 1809396953 1610177644 0129207309
ENSORLGO0000007167 |sicch1073-184| .ChA0T3 1841221 [Source 2FIN/Ace:2DB- GENE- 9337707948 4431398478 -3.008096596 0908680733
ENSORLG00000009131 [sLC16a7  |Solute carrier famly 16 member 7 [Source HONG 4047961769 1234519571 -1196004731 1617923881
ENSORLGO00000000490 |- e S Sy L [SourceNCE! 3589514847 1105290182 -0236587787 2248121765
ENSORLGOD000001085 |- - 656060767 2590802071 ~1.00753012 T050121581
ENSORLGODU00001383 |- 5 3014039953 284710195 2055048567 ~3.688506012
ENSORLG00000008455 | pdgfab g‘:ﬂ‘z‘e‘ derfved arowth factor subunit A [Source:NCBI 5046079451 2204904722 -2.06560317 0.686055999
ENSORLGO0000020957 55 ribosomal RNA [Source NCBI aeneAce TTT9480TAT 7366530603 4775574153 0252040973 2883492476
ENSORLGO0000015472 - 4.700484438 342042101 ~0,976866333 0301676702
ENSORLG00000006152 [irgl eSS ye gene 1 fike [Sourca ZFIN:Acc 205~ 5237260078 0950342776 4644026967 -0.356624318
ENSORLG00000014801 |2nf292a e Ioer protein 292a [Source ZFINAcc ZDB-GENE- 3200196447 1.04985018 1295136343 2554967379
ENSORLGO0000006559 |duspl gﬁé}’;jgggggﬁf"““e 1 [Source:ZFIN:Acc.ZDB- 3946381482 0935582038 -1.225257187 1786027344
ENSORLGO000001537Z |- - 3660000153 2631043032 ~1252208077 0233754635
ENSORLGO0000017760 |det opectrome tautomerase [Source ZFINAcc ZDB-GENE- 3954361226 0634771596 -0873530442 2446543272
ENSORLGO0000002614 [FBNT fibrillin 1 (Source HGNC Svmbol AccHGNC 36031 3408420067 662185511 1783200250 0036572036
ENSORLGOD000017906 |- - 307690093 1695241081 ~1.125796445 0256347414
ENSORLG00000009085 |apinrb apein receptor’b [Source ZFIN/Ace Z0B-GENE-050913- 4377136024 2079199646 -1451286428 0847135277
ENSORLGOD000011004 |- - 1600703263 1252660828 053418178 2985520472
ENSORLGODU00016506 |- - 7052793135 5430078975 ~1.135450188 0487761015
ENSORLGOD000010823 [ctse Cathepsin C [SourceZFINAcc.ZDB-GENE-030619-01 3510700261 0886791441 ~2.157002103 0867400646
ENSORLG00000011195 |2gc:165502 ‘Szvfn"ggg’:fa‘g;"c’;z’;gsgso““ HGNC 5910715022 1019588224 -3.699679354 1191932257
ENSORLGO0000007224 |- - 4867813825 495021844 ~1085582982 2787693818
ENSORLGO0000005228 |- mUcin-SAC TSource NCBl ene-Acc 1011698141 3561834027 1728116608 ~1.048773203 080442699
ENSORLGO0000007084 |- - 3810000251 ~0.461656356 ~3.060577412 13116634
ENSORLGO0000008507 |- - 4314043266 1472820113 ~0,64589494 2195704241
ENSORL ptgir S aglandin 2 eceptor [Source ZFN;Acc.ZDB-GENE- 4261507001 1417528693 -2.161846662 0682705658
ENSORLG00000016791 |bel2b Egbzéi%z‘ffi%maw b [Source:ZFIN:Acc:ZDB- 4535877934 177606752 -1.362304578 1397991993
ENSORLG00000003383 |chdh Shoins dghverogenase [Source ZFINAce ZD8-GENE- 3813556783 2081358022 0233954952 1.966638735
ENSORLG00000021622 |RFOD405 |Sma) Rucieoar RIA BNORAAA [Source NCEI 4163079204 2305803319 0.485083777 2342704384
ENSORLGOD000002726 [Shisalh[shisa like 1 fSource:NCEl aeneAce 1011566481 4736868812 1499528647 ~T542201411 1695623173
TNF receptor superfamily member 115 [Source HGNC N
ENSORLGO0000004915 [TNFRSFLIB {1V reeeptor superamy 6690315684 3879078844 0915020949 1896712906
ENSORLGO0000010754 |sich73-174h1, 2‘92“73'1““15 4 [Source:ZFIN;Acc:ZDB-GENE-160728- 3343574526 1103084913 -0.335286593 1905688338
ENSORLG00000005509 ngfb e " receptor b [Source ZFINACe 205 3219535072 0.08383287 -152554915 1610638407
nucieonde 2
ENSORL 8 a2 e e anraiae: 1618988574 1300350013 -0.554440136 2632405182
ENSORLGO0000007556 | her6 m{"emea 6 [Saurce:ZFIN;Acc:ZDB-GENE- 980526 - 3494350718 1599639782 -0.469914775 1425280972
ENSORLG00000002112 |prss23 soine Plotease 23 [Source ZHINACCZDB-GENE- 4.268868495 2474990232 -1.340061236 0454302093
ENSORLGO0000015686 [dpt TSource NCBI aeneAce 1011666101 1645439353 520194515 321860512 0452876966
acivin A receptor type 1C (Source:HGNC N B
ENSORLGOD000016705 [ACVRIC 2600 & receptor bype 1 5401154318 2167387159 1363755552 6.205249355
activator, UroKinase a
plaua plasminogen acthator, uroKinase 8 o.2781 4510628041 3291322605 -0.70910272 0509881706
B - 4844068258 1866728057 ~1767143962 1250678001
ENSORLGO0000013293 |- protein phosphatase 1 regulatory subunit 128 3693410426 16279778 -0.798988887 126692847
[Source:NCBI gene:Acc:101165234]1
mitogen -activated protein kinase kinase Kinase & y B
ENSORLGO0000004482 [mapaks | Tiogen activated protein kinase Kinase 3208463200 0087921467 1308110165 1938750638
ENSORLGOD000000616 |- claudin- 34-like (Source NCBI aene Acc 1053554431 5878437766 039142028 3175015672 2308486278




12 [Source:NCBI

|EN ORL si:dkey-26i13. dene 1011666901 3733738843 2.498481419 -0.437435208 D7983D7842|
‘ankyrin repeat and SOCS box containing 16 N )
ENSORLG00000002620 |asb16 e o e coaing 3335149755 0138675325 1088336363 2385970923
ENSORLGO0000013028 |- - 4634832873 1167250656 2700016202 0748048918
ENSORLG00000012170 |MAFG (1 of i NSO 'frféz' ;VW‘E'G [Source:NCBI 16.97535596 1161654425 -2.444044293 2915235775
finTRIM family, member 82 [Source:ZFIN:Acc:ZDB- R N
ENSORLG00000012100 |frB2 . e 3957705437 2315910416 168574084 0043470021
LYN proto-oncogene, Src family tyrosine Kinase "
ENSORLG00000012708 |lyn | ISource ZFIN:Acc ZDB- GENE-040912-71 4.381223008 1.513035605 2.354131077 0.514539864
ENSORLG00000009318 |- - 5.842233403 2.179298555 -1.27955858 2.383857947
ENSORLG00000011060 |gpcla alvoican 1a [Source:ZFIN:Acc:ZDB-GENE-051120-1471 4.370000995 0.809963556 -0.861518679 2.699004904
H2.0-like homeo box 1 (Drosophila) N
ENSORLG00000012055 |nixt. e D ) 3041 4078315628 1618061769 2182976085 027776247
ENSORLGO0000002304 |Ionh (1 of malclaudin h fSource ZFIN:Ac:ZDB- GENE-010326-81 3570075101 72311795793 2495736547 2395616740
ENSORLGO0000007239 |- - 4854353508 1080830391 ~1498396706 2275610749
Goman containing 145 B
ENSORL abhd14b [Source ZFIN-Acc ZDB-GENE-040426.- 13421 4293386312 0.756309106 1.685885805 1.851675986
ENSORLGO0000015171 [sic16a10  |transporter), member 10 [Source:ZFIN; Acc:ZDB-GENE- 4410040589 0577596738 -2.30608787 152689066
£GF containing Tbulin extracellular matri protein 2 " y
ENSORLG00000002007 |efemp2a [Source ZFIN-Acc:ZDB-GENE-041212-81 4296368417 2.295350141 2.347686362 0.346184101
immunoglobulin-like domain containing receptor 2
ENSORLG00000012725 [iidr2 o ot 3664745061 1761519044 0317957343 222166855
ENSORLG00000013339 |xylt1 ’I‘”"é‘{‘;’_@’ff”ase 1 [Source:ZFIN:Acc:ZDB-GENE- 4324992079 0331796636 ~1.343057883 2650623506
T-specific Lyn substrate 1
ENSORLG00000015871 |nclsL e e e 3510863834 2021478622 0573325124 206319446
homeodomain interacting protein kinase 2 " y
ENSORLG00000016085 |hipk2 ISource ZFIN:Acc:ZDB-GENE-031125-41 3.163213322 0.949790948 3.110075558 0.896169037
5 -nucleotidase ecto [Source HGNC » " »
ENSORLGOD000017511 [NTSE (1 of ma| 3 -Peieoridase ecto [ 4674935025 2977083451 0873365179 082497241
Solute carrier family 5 (sodium/gIUcose cotransporter), "
ENSORLG00000008712 |sic5al O o o e ore 4583050074 0727344382 3273244705 0582946995
arginine vasopressin receptor 1Ab
ENSORLGO0000002126 [avpriab | 210Imne vasopressin receptor 1ab, 346931079 2022523152 0,005908503 145318977
ENSORLGO0000012008 |- - 350021563 0859306665 0878756595 T 851637504
Sema domain, transmembrane domain (TWD), and
ENSORL semasal main, . like 596179762 3322936141 -0.393006076 2246344034
Source ZFIN:Acc.ZDB- GENE-050417 - 1711
ENSORLG00000007290 |- uncharacterized protein DDB.G0292642 [Source NCBI 5222090146 2127262349 -1.365261975 1730050848
qeneAcc:101171199]
ENSORLGO000000420L |- - 332797672 1571421417 0258601925 1496439236
ENSORL rbckl e e containing 1 4197146584 034072109 -189450836 1962401815
diacylglycerol kinase, alpha a [Source:ZFIN;Acc:ZDB- R
ENSORLG00000015390 |dgkaa diecylolycorol ines: 3461069611 0933222519 0210760979 2317570499
Solute carrier family 17 (acidic sugar ransporten), y B
ENSORLG00000002237 |sic17a5 O e e s a0t 151 3479668883 010217234 194867904 1633646834
ENSORLG00000011584 |- - 4005031314 2.216285641 -2.501199227 -0.711968737
ENSORLGODU00016B51 |- 5 5853970346 1372503000 047116626 2060794161
ENSORLGODU00021761 |- - 4195025131 0923515803 ~1.030516164 2232476138
N-Geacetylase/N-sulfotransierase (neparan
ENSORL ndst3 3 [Source:ZFIN; Acc-ZDB-GENE-000312- 365271495 0913276734 -3.435435922 -0.695514752
1901
ENSORLG00000015572 gpri7 G piptan eouleq eceptor 17 [source 2FNAce 2DB- 1659203762 [} -2.272401505 1432012783
ENSORLGOD000014029 | - 4321548507 2317590860 2812124073 0807681339
ENSORLGOD000005970 |- 5 5310582106 1774602315 ~2.826855677 0718610341
ENSORLG00000008925 |- - 4334251728 1792683591 0.081187124 2.623242037
ENSORLG00000010727 |thbs2a thrormbospondin 28 (Source:ZFN: AcGZDB-GENE- 3767736679 1635743874 0684761584 1447715851
ENSORLGO0000010452 |- - 3907530252 0556650714 1152678727 23036771
ENSORLGO0000017073 |celd4 C-C motif chemokine 17 [Source:NCBI 4138063686 1813780212 -2.335508455 -0010740179
geneAcc101161792]
ENSORLG00000013510 [mamdczn [ MAM doman containing 20 [Source ZFINAcc ZDB- 3166265468 0749188628 -1.720223465 0697337949
ENSORLGO0000004957 |hephilb Igf;gjf‘g‘g;{ke 1b [Source:ZFIN;Acc:ZDB-GENE- 4673776792 2.460052588 -1.114144796 1100063997
ENSORLGO0000002567 |ic4 A g prorenn nhbitor D=4 [Source NCEI 583376248 0633356815 2901870394 2200020297
ENSORLG00000014514 |esr1 o ogen eceptor 1 [Source ZFINACe DB GENE- 4652918792 2641021003 1223747966 0788634749
- - 7644735793 2604762566 5356201522 0405743801
msda neuronal vesicle trafficking associated 1 [Source:NCBI 3480663825 0013582346 -0973689611 2502876168
a 1011686171
- - 6607096068 1897526888 5175809255 0375845401
- 3558886062 115798625 ~0.962057979 1.439326553
720c91968 TSource NCE] aene Aco 101157451 5222695671 0872814244 ~1.452051048 2898317788
polycystic kidney disease 2 [Source.ZFIN;ACe.ZDB-
pkd2 [ 3250241013 1664765625 0240824503 182678476
- - 75660640655 0 ~15,68063533 0
Phosphatidyinositol-4 5-bisphosphate 3-Kinase,
ENSORLG00000009458 |pikicg catalytic subunit gamma [Source:ZFIN;Acc:ZDB- GENE- 3582887285 1804942619 -0.601072163 1177356868
04042625321
ENSORLG00000000187 |ociad2 OCIA domain containing 2 [Source:NCEI 1601002666 12.33060041 -0.912837095 2767955512
eneAcc1011751421
B
ENSORL enpp2 Sotonudleotide PYTophosphatasel phosphod 4765256771 2884389528 -2.260004061 -0.378651988
StAR-related lipid transfer (START) domain contaming "
ENSORLG00000011266 |stard10 e e oo o 4051138477 2281150588 0672095029 1008368467
ENSORLG00000015653 |scch211-210p|Si£h 211 -21002.3 [Source ZFINAcc 2B -GENE-131122- 3418515065 1669339712 0.048265307 1797927538
peptidase domain containing associated with muscle
ENSORLG00000012089 |pamrl D e e 1) 3492300294 2326462147 1446848529 2613171486
ENSORLG00000014312 |serpinhib  |5erPin family H member 1 [Source:NCBI 4060017288 2164640836 ~1.121091808 0.774769604
eneAcc:1005291941
\-maf avian musculoaponeurotic flbrosarcoma
ENSORLG00000013930 | mafbb oncogene homolog Bb [Source:ZFIN: Acc:ZDB-GENE- 4685064799 1832261703 -3.009584729 -0.156306813
010605-41
ENSORLGO0000006650 [capni calpain 12 [SoUrce ZAN A ZDB-GENE -050410-245] 238135563 2860136415 2025024864 5060828732
ENSORLGOD000010802 |- - 3884661172 16714938 ~0571168856 1442503435
N Gl Geath-inducing p53-target protein 1 homolog "
ENSORLG00000011630 e st 759578547 3261600213 4032128454 0302538288
B - 3580596175 113543643 ~0512064714 1833587518
prisa Do b 52 (renal) [Source ZFIN;AccZDB-GENE- 3453216671 1305657222 -1.308790806 0749254205
- B 630262833 0004749658 3478052543 2810411164
e R
star (star). mRNA. [Source:RefSeq 365111295 174442058 1025710961 2932877806
B . 1504710518 437756700 ~1751819999 0161014105
matrix 255 [Source ZFIN-ACCZDB- " y
ENSORLGO0000006594 [mmpzsb | Tl metafoper 5605990908 294362532 3061523891 0398665812
ENSORLGO0000004996 | hoxada homeobox protein Hox-A3a [Source:NCBI 6.232963216 2113520381 2657567375 1462331794
eneAcc:1003015941
ENSORLGOD000017689 |- - 3634420072 0732681778 2322861604 0579261286




ENSORLGO0000016348 |- I 4272149821 0032756486 2205845061 0059545648
ENSORLGO0000001288 cahs [cadherin 5 [SourceZFINAcc ZDB- GENE-040816-11 3.937919564 2802608136 ~141263117 ~0.276836774
signal transducer and acivator of transcription 1a B
ENSORLG00000000162 [statla [Source ZFIN-Acc ZDB- GENE-980526.-4991 4375486458 0.955853989 1.743235155 1676882212
potassium inwardly-rectiying channel, subfamly 3, " -
ENSORLG00000010229 |kenj13 D e 4987826839 2153151861 4132808782 1297648452
LIM homeobox transcription factor 1. beta b B
ENSORLG00000013303 |Imx1bb [Source ZFIN-Acc.ZDB-GENE-050114-21 3.24630888 0.688270801 1.409298007 1.149225879
Zinc finger and BTB domain containing 46 N
ENSORLG00000009686 | zbtb46 I o oo 3921413101 2097903925 1445665557 0378326924
Onyas pes SRY-box 10 G010 mRlA "
ENSORLG00000014587 [sox10 NAAcCNM 0011648711 5.530974732 1.324125735 2.886690451 1.320644729
ENSORLG00000004414 [kIb \DthD beta [Source:ZFIN:Acc:ZDB-GENE-110909-41 612817988 -0.309015806 -1.434229479 3.4880877
adamtslS |ADAMTS like 5 [Source:ZFIN:Acc:ZDB-GENE-161017- 031660435 063063589 -0.817328664 1151752917
317361427 326901196 -2.798027579 0.192918702
5812 EPS8 like 2 [Source:ZFIN:Acc:ZDB-GENE-131121-3401 7194023072 923449297 -2.41071263 1460345844
- - 773742103 625958364 -1.818245002. 0.330023896
ENSORLG00000015847 |- - 056935897 615679299 0.170110295 261185391
transient receptor potential cation channel, subfamily M B
ENSORLG00000007525 |trpm1b, e e o el ey 5107277724 1450526603 2398078217 1259160439
N Subunit, beta type 9-Tike [Source:NCE B
ENSORL psmb9-like deneAcc:1005291871 5.2034496 1920513164 1.593998535 1.689423011
ENSORLG00000006922 |- elastase-1 [Source:NCBI aene:Acc:1011560801 7.184653081 1.456907167 -4.997437283 0.730796874
N-acetyl-aipha-D B
ENSORL galnt12 12 4077317977 0.540939186 -0.981926364 2.554937291
[Source:ZFIN:Acc:ZDB-GENE-060503-7041
ENSORLG00000001039 [arrdc3b arrestin domain-containing protein 3 [Source:NCBI 4393117881 2387214237 -1626589646 0379798867
eneAcc1011660661
cytochrome P450, family 8, subfamily B, polypeptide 2 N
ENSORLG00000017611 |cyp8b2 o o oy & 3459498144 1219311821 1776494296 0.464177052
ENSORLGO0000012255 |- - 33065156776 0612501642 2025217513 0663834347
eva-1 homolog Ba (C. elegans) [Source ZFNACC ZDB- B
ENSORLG00000014522 |evalba o ool Ba 3.965656904 1853125375 2015031556 0097985188
Cbp/p300-interacting transactivator, with Glu/Asp-rich
ENSORLG00000014202 |cited4b carboxy-terminal domain, 4b [Source:ZFIN;ACc:ZDB- 4322082724 1561520156 -2.113087294 0628010113
(GENE-030425-51
ENSORL tspan34 Iéoz‘ 34 [Source:ZFIN;Acc:ZDB-GENE-060825- 4721400214 0.168203399 -1.718753196 2834928475
ENSORLGO0000004030 [€lk3 (1 of man | ELX3, ET5-domain protein [Source:ZFIN;Acc:ZDB- GENE- 5887067827 3376758068 -0.940879158 1560017772
ENSORLG00000015115 |hmox2a e orygenase 2a [source ZFIN:Acc ZDB-GENE- 577293634 3221855778 -0.513066973 2038498117
ENSORLG00000015670 |tppl gé%e‘;“dy‘ "9“’“"555 ! [Source:ZFIN;Ace:ZDB-GENE - 4949071186 1970815615 -2.456517809 0522222658
B CDBL anticen [SourceNCEl geneAcc 1011662681 3993967575 1712575277 “1373616746 0908258331
potassium inwardly-rectifying channel, subfaily J, N B
kenj16 B S oy 5980046509 1166614854 7.003876201 1064283693
e deltaC Source ZFIN:Acc ZDB-GENE-000125-41 3747976561 810137347 ~T407067197 0522257821
ENSORLGO000000777 {Imod1b (Siomodin b emeoth muscle) [Saurce:ZrN:Ace ZDB- 400104579 1835068074 -1.389546058 086781719
ENSORLG00000003744 |mf165b 09 fnaer protein 1650 [Source:ZFIN:Acc 2DB-GENE- 4069582527 1143635094 -0.262474113 2663956202
B - 313563553 058406285 0561334668 1970023159
ENSORLG00000012555 |serpinbl teukocyte elastase inhibitor [Source:NCBI 3821031801 0506465629 -0.727580748 2587470387
ENSORLG00000010596 |dockéb, dedcater ol yiokness 4b [source ZFINAcc 2DB- 4042291827 1513283549 -0.730764311 1798727617
B - 3065366788 0931734081 02732078 206706105
potassium channel tetramenization domain containing -
ketdis  [potessium channeltetramerization dor 5505808719 1844562711 0469729229 3191998143
- - 3844786224 1764099457 2180752927 ~0.008561178
ENSORLG00000016135 |rab25b RAB25, member RAS oncagene family [Source:NCEI 4468364823 1164819041 -3.2570795 0046951516
enecc101171278)
ENSORLGO0000013507 |- - 3654760572 1061157042 0407065787 2007031566
ENSORLGOD000010308 |- - 4202106732 0934699926 ~1647561852 1710331898
ENSORLG00000001878 |crabplb cellular retinoic acid-binding protein 1 [Source:NCBI 5360505038 1004269545 -2.392261362 1.964458051
qeneAcc1011721571
€3 and PZP-like, alpha-2-macroglobulin domain "
ENSORLGOD000016794 [cpamdg | £3 20 PZP ke alphe. 2 macroglabul domar el 3977207534 1393238998 0742845582 1841607733
family with sequence similarity 49, member A-like B -
nsoRcononoonsyen fimésal |0 e B ot T 414000902 2817474298 2424816339 1101796213
e A
ENSORLG00000015121 |cxcl12 (0xC112), mRNA. [SourceRefSeq 3327384524 1714771733 -1.790518567 -0.177420883
argonaute RISC catalytic component 4 B
ENSORLG00000009865 |agod o R i e 4 casrt 3312305016 0764120279 1664315444 088435408
ENSORLG00000001368 |gata2b e, ) Protein 20 [Source ZFIN;Acc.ZDB- GENE- 8426372580 1759080901 -2.69513264 3972653808
ENSORLG00000014800 |ghrb g&”‘g”ﬂ:i&";;”e receptor b [Source:ZFIN:Acc:ZDB- 4582954356 0514172268 -2.993170459 107609615
amyiod beta (W) recursorThe proton 1 "
ENSORL aplp1 e e 3639594203 2.400232635 0772233234 0467612491
ENSORL apoea o Ea [Source:ZFIN:Acc:ZDB-GENE-010724 16627914 1200442063 -2.734835862 1889124619
UbiquItn conjugating enzyme E2 Q family ke 1 "
ENSORLGO0000014317 [ubezql1 121Ul conjugating ensyme £2 9 4680397730 1807988067 0271536815 2601358546
RNA binding protein, mRNA processing factor B
ENSORLG00000004135 |REPMS RNA binding protein. MRNA proces 3887776423 1476463788 2293247295 0118550365
ENSORL 4 25 00000DLLE [Source 2FIN;Ace:2DE- GENE- 140106- 4147242671 1809499809 2562919873 0224691712
ENSORLGOD000002012 [cldne claudin-4 [SourceNCBl geneAcc 1011600071 5036413004 D6ATI031E 2664700008 2730095677
ENSORLGOD000014843 [c6 C6 [SourceNCBI geneAcc. 1011563431 5784857515 0681511450 ~4712575425 0391255347
ENSORLGO0000009368 [loxa oy 0ase @ [Source ZHINACCZDB-GENE-080426- 4.488250222 0508690729 2034722829 1045321843
ENSORLG00000013079 |- tropomyosin beta chain [Source:NCEI 4272117465 2361058912 -1.268934773 0642608738
qeneAcc101172748]
- - 5306676006 2784734916 ~1146032066 1376305687
Romeobox protein ventl [SourceNCBI "
vox omeabor protein ve 4317092984 0749950308 0721849242 2845769008
L isthmin 1 [Source ZFINACGZDB-GENE-050523-31 315579897 170620180 ~T457070138 0006806342
5 5462520003 0822029362 ~4.151602464 0489375388 |
K15 el e actor 19 [Source ZFNiAce ZDB-GENE- 5022967305 3881574977 1867515369 -0.745637347
- - 3480856318 1524510192 ~To71002722 0043929
ENSORLGO0000011639 |colbal Copegen bype Vi, alpha 1 [Source ZFINiAce Z2DB-GENE- 3787702747 2102328195 2152694728 -0516835051
activator, tissue type [SourceNCEl B
ENSORL plat e s 4652742538 2335352505 1556067459 0761808438
ENSORLG00000016266 |gdil gg:g‘;;%@;g“gd”"‘““m 1 [Source:ZFIN:Acc:ZDB- 3202840259 1457179079 014913246 1895277725
ytochiome PAS0 farly 27 ubarly C rembe 1 N
ENSORLGO0000004419 [CYpz7ct | Yiochiome RSO famil 27 sublr 3698829105 2513055228 0879538916 0306719891
ENSORLG00000001861 |pard6b par-6 family cell polarity regulator beta [SourCe NCBI 4281667959 2178058826 -1.168935889 0935158007
eneAcc:1011699901
Solute carrier family 25 (glutamate carrier), member 18 B
ENSORLGOD000015884 [siczsate  |solute camer famiy 25 (glutarmate carmer), 3850350397 1303162783 1716083731 0840598764
Oryzias latipes cytochrome P450 1A (cypla). MRNA " g
ENSORLG00000014421 |cypla 2 oytochrome S0 LA (oypla 3839113566 163385512 4616752643 241100087




ENSORLGO0000005986 |- I 4300166752 2277067932 ~ZA0746576 2179260585
ADAM metallopeptidase domain 28 B
ENSORLG00000016155 [adam28 [Source ZFIN-Acc ZDB- GENE-060929-5321 4.326649357 0.412013754 1.904752343 2.010369402
Cytochrome ¢ oxidase subunit Via polypeptide 2 B
ENSORLG00000002089 |coxBa2 e e e e 6309030232 1335213996 2938474973 263582624
Solute carrier famiy 6 member 18 [Source:HGNC N "
ENSORLG00000013898 [SLC6A18 Sumbol Acc HGNC 264411 4637168667 1.029798099 -3.203851772 2.463599988
ENSORLGO0000001423 |foxa3 {oknead box A3 [Source ZFIN:Acc ZDB- GENE-960526- 6.403627935 0270875174 -3.244336603 2889100965
ENSORL TNNI2 (1 of m/ roPONIn 12, fast Skeﬁ‘;‘lgm [SourceHGNC 4129144418 1817249628 -5.770261882 0176617996
ENSORLG00000014530 [prdx6 oeroxiredoxin-6 [Source:NCBI aene:Acc:1011741761 3.751365226 0.382081953 -1.662059864 1.707708347
ENSORLGO0000006186 [29c:174917 _|zac:174917 [Source:ZFIN:Acc:ZDB-GENE-070928-421 4017435297 0.985742062 -1.951425702 1.080752297
ENSORLG00000004948 |- - 487513674 1.775597372 -0.805088959 2.294934741
ENSORLG00000010789 |RAB3S (1 of m| RAB38, member RAS oncogene family [Source:HGNC 4002897588 2395538936 -0.1943728836 141347076
Svmbol:Acc:HGNC:97761
ENSORLGO0000004510 |- - 4300616036 2204034776 2838501641 0732523417
- - 3006404772 1841301691 0876323123 2941910226
- - 3821683749 2113604482 -14911409 0217423634
ENSORLGOD000015308 [den Gecorin [Source ZFNACGZDB-GENE-010102-11 3485832123 2154722668 2218205918 ~0.886610732
ysophosphatidic acid receptor 1 [Source ZFINACC ZDB-
ENSORLG00000012111 lparl GENE-030616-4991 3.889302836 3.062559088 0.621639482 1.448867965
- - 3.730609374 0.337465353 -2.315916817 1.077715001
Tamily with sequence similarity 234, member B _ N
ENSORLGO0000014763 [famzaa |2y with sequerce simiaity 231, mentber 3057536058 0.42584915 1604128503 1879741185
NUAK family, SNF1-like kinase, 1o B
ENSORLG00000002921 [nuaklb [Source ZFIN-Acc ZDB-GENE-131120-181 3653289862 1.953206087 1.600884323 0.09968414
- - 3.45092005 -0.255570422 -3.600648605 0.106327249
Caveolae associated protein 2a [Source ZFINACC ZDB- R
ENSORLG00000008729 |cavin2a Coveolae pssociatee 4560456192 1466932817 1812231445 1281776691
ENSORLG00000010906 | p2ry8 EQEX‘EECD%‘;’EETA‘% member 8 [Source:ZFIN;Acc:ZDB- 3113647166 2739715324 _0.87893418 -0.504517897
ENSORLGOD00000B593 | - 5442428514 2578081230 0072324828 2797506618
ENSORLG00000005037 [hoxatta  |homeobox Alla [SourceZFINAccZDB- GENE-000823- 4286082436 0565869286 -2.014815335 1705883945
ENSORLG00000013091 |khk o urce:ZAN; AcGZDB - GENE-040718 - 3938689122 0790841176 -2.176357017 0971976036
ENSORLGO0000014348 |cavinb caveolas associated protein 1b [Source ZFIN:AceZDB- 3807123514 2301332484 2061674781 055530886
ENSORLGO0000006233 [sich211-59d1]- 4137002161 1300504884 ~1087300650 1740072585
ENSORLGO0000011214 |- - 5310771716 1096037176 2743801928 1480417643
Citary rootlet colled-cotl, ooletin family member 2 "
ENSORLG00000001073 |crocc? llary rootet colled col rootieln famiy 4268812318 2079376421 0409913497 1780006586
ENSORLGO0000004725 [cep170za |centrosomal protein 1704 [Source:ZFIN:AccZDB- 4332127175 1.961293035 0,042636389 2413955175
ENSORLGOD000013417 [bard BARX homeobox 2 [SourceNCBI aeneAcc 1011700381 410736335 0200473562 287497339 1113407152
hes-related family BHLH transcription factor with YRPW B
ENSORLG00000012953 | hey1 e o L Lanscrpton facter vt 3674829417 0899755352 1450956348 1315602918
acetyl-coenzyme A synthetase, cytoplasmic "
ENSORLG00000003950 |acss2! T A PP 4354873312 2179497385 1749230782 04266223
ligand of numb-protein X 1 [Source ZFINACG ZDB- "
ENSORLG00000000492 |InxL. e o b e 4722549965 1530012818 2700756929 0.474266182
ENSORLG00000018012 |esr2b ectrogen feceptor 20 [SourcsZFN;AcZDB-GENE- 4.008141509 1.040629626 -1.580189243 1477807952
TSource ZFNACCZ0B- "
ENSORL dmach dmetnyigycne d 5881233165 1630571592 2289529025 1961617417
lin-depends kinase 19 [Source:ZFIN;Acc:ZDB- ~
ENSORLG00000015247 |cdk19 e et 3233721331 1397791558 0008284796 1828130688
ENSORLGO0000006017 |scch11-119e| Jore &, E2 ubiabiun ligase [Source: ZFIN:Acc 2D8- 5136177803 0633249501 -0.861719003 3641691165
ENSORLGO0000002075 |- - Z2B570728 2823699167 ~0.783700218 1271455869
ENSORLGODU00001567 |- 5 3041114864 1950810183 0205112204 2195902010
ENSORLG00000015009 |eef2b Sk O ol etion elongation factor 2 [SourceNCEI 4.492864998 1625884119 -0.725144813 2142322136
ENSORLGO0000017943 |- follistatin like 1 (Source NCBI dene Acc 1011743001 371530133 2652884370 —La75150707 0412257828
ENSORLGOD000000661 [BLNK B cell linker [Source: HGNC Symbol:AcGHGNC: 142111 4600409102 2736465198 1600338585 0165001605
ENSORLGO0000004528 |- - 3603842623 2142328336 ~0.43805759 102294038
transiorming growth factor, beta 3 B
ENSORLGO0000016565 |tafb3 e o241 4004384778 1668106848 1030927407 13958355
Contactin associated protein fike 2 [SoUrceHGNC , -
ENSORLGOD000007122 [CNTNAP2 | Sontactin assaciated pro 3250411849 1421672616 4015360896 1345228629
- - 3996897485 153975482 068604605 771581188
ENSORLG00000003181 |noxolb e orgiaye oroanizer 10 [Source ZHINAce.ZD5- 3824105494 -0.20000344 -2.32386483 1709818077
- - 3363912645 2230002853 1255067751 0121562608
gremlin 2, DAN family BMP antagonist a B -
ENSORLG00000005251 |grem2a B B e B o 441417143 1305756364 0373489691 5346925101
quanine nucleotide binding protein (G protein), alpha
ENSORLG00000006031 |gnai3 inhibiting activity polypeptide 3 [Source:ZFIN:Acc:ZDB- 6286126642 475032571 0784505466 2320794484
(GENE-070713-61
- 15006269 0473826365 ~15A0047071 2144773618

Si:ch73-334d15.1 [Source:ZFIN:Acc:-ZDB-GENE-091118-
351

dene:Acc:101164843

ENSORLG00000014037 |sich73-334d1] 5349465216 2551166449 -2.008106305 -0.109322375
G protein-coupled receptor 1376 [SourceHGNG "
ENSORLGOD000012678 | GPRIST (1 of| & PIoten-couped recep 3666496197 1385183589 2254302742 0027405024
- - 315139705 011576030 0100152239 2935951601
ENSORLG00000015549 |bin2a bloa nteorator 2a [Source ZFINAce ZD6-GENE- 5461214458 1105150771 -1.830771307 251677873
ENSORLG00000001131 [irf1b interferon regulatory factor 1 [Source:NCBI 4282340898 1920439338 -0.607485749 1754900642
eneAcc:1011634301
) tensin 2a [Source ZFINACCZDB-GENE-000312-163] 2037575248 2126712488 0527004533
ENSORLG00000001591 |ckmb creatine kinase M-type [Source:NCBI 6.371220288 -6.056421662 -0.110129021
eneAcc1011636771
[T T-box 21 [Source:ZFINAccZDB- GENE-0B0L04-31 5458009167 5472535387 0.830136160
gals3b alectin-5 [SourceNCBI aene:Acc- 1011590561 520745305 1278895204 ~1306315212 2532727681
ENSORLGO0000015354 [sich73-194n1 [§1e"73-19410:2 [Source ZFINAce 2D8- GENE- 100521 4482537946 -0.70249007 -2.726760978 2456752238
runt-Telated transcription factor 3 .
ENSORLGO0000017515 |runx3 e e R 0805 21 5618973655 1525673375 335534071 0738443549
B - 3559512614 0541956062 ~0.077085519 2540944553
extended synaptotagmin ke protein 15
esytlo e Daowan 3201 3912731528 1894463529 0456184915 2474938166
a2 midine 2 [Source ZFINAcc:ZDB-GENE-090220-11 4500228402 122432177 ~0503557608 2781851683
paired related homeobox 1 [Source:NCBI y B
prixib paired related homeol 4504800212 05522155 2751966377 2305534464
B - 5243751583 573653014 ~0511498581 2759087098 |
proteasome activator sUBUNTE 2 [Source:NCBI "
psme2 o e o) 3197932350 0955875352 0201855335 2040686529
fita follistatin a [Source ZFINACCZDB-GENE-090714-111 4034460661 2076347302 ~1660083150 0998516506
Oryzias latipes aristaless related homeobox (an. MRNA B y
arx ¢ e e oo 3134725199 1993420166 1916728388 0774938168
B - 3256901155 0238627563 5921205574 0797536156
ENSORLGO0000013822 [sichz11-225h S 21122524 2 [Sourca ZFIN:Acc ZDB-GENE- 3258319154 1684133074 002016535 1504836222
ENSORLG00000004146 |- fatty acid-binding protein. intestinal [Source:NCBI 6.011650857 -0.451538831 -5.607302602 0766372093




Solute carrier family 4 (anion exchanger). member 1a

ENSORLG00000002557 |sicdala (Diego blood group) [Source:ZFIN;Acc ZDB- GENE- 5024556219 -1610585595 -4617222042 2018405838
010525-11
ENSORLG00000013949 |PITPNCL e enC. Svmb;'f:f:e;‘g;\“’éegmm B 5173751762 2790767172 -1.21001089 1173457088
ENSORLGO0000008095 [epsBiib 0s8 like 10 (Source ZFIN:Acc ZDB-GENE-050506-1431 3356436302 1111292018 ~1870767043 250744543
ENSORLG00000003115 | phosphol gzg;g?f‘;a;;‘ orphan 1 [Source:ZFIN:Acc:ZDB-GENE- 6953604677 2685135902 5001234682 -0.732281836
ENSORLG00000011991 |- - 3.140516747 1404616424 -0.240645128 1495739698
ENSORLG00000000252 |- - 5.247543991 1645855151 -2.227302165 1374871654
ENSORLG00000004040 |- - 4245777377 -0.82116468 -4.599658687 0.467767901
ENSORLG00000002977 |mki2a A/ ggantike 20 [Source 2N Acc 2D GENE- 3421997524 0579613337 -1.365118753 1477750475
ENSORLGO0000000531 [S100a10b [orotein S100-AL0 [Source:NCBI qene AcG 1011556901 5901841072 173534751 2525014254 641064156
Cellular retinoic acid binding protein 2, a B y
ENSORLG00000010277 |crabp2a V_SOLHCG ZFIN:Acc ZDB-GENE-020320-41 3.295020498 2.053887887 1.317520881 0.075903096
ENSORLGO0000012969 |nt5c2b S nacieondase, eytosolic Ib [Source ZFNAccZD5- 4477122350 1499895086 -0857568079 2120144098
ENSORLGO000000L766 [areq TSource ZFINACCZDB- GENE-141216-230] 5503421324 431049974 3074706068 0188149876
ENSORLGO0000013861 |snaila oy zine finger 1a [Source ZFINAcc 2DB-GENE- 5193969987 3040282133 -2467530086 -031335818
G pr pled receptor, class C, group 5, member C B
ENSORLG00000013801 |gpresc e 6303697649 0280613501 3513205747 2510363189
ENSORLGO0000008111 |slc46al solute carrier family 46 member 1 [Source:NCBI 4501814814 -0.176228759 -0807631685 3870896797
eneAcc1011706941
Zinc finger CCCH-type containing 6 B
ENSORLG00000011179 2c3h6 I e i 181 3436620712 1039356745 0147336639 2250411654
ENSORLGO0000014679 |mycila mve target La [Source ZFIN: Acc.ZDB-GENE-D41001- 322243056 083731284 ~1006861841 1288698717
ENSORLGO0000008674 |c1qtnfd géga%%ga’\f related 9 [Source:ZFIN;Acc:ZDB- GENE- 1705716297 0 1705715778 0
ENSORLGO0000015708 |si:dkeyp-110c g‘:’:ep‘emﬁ"ﬂ“féq"ﬁ‘ﬁ protein 4 [Source:NCBI 5.73357242 2523182233 -3.942179483 -0.731301938
tor VIIL Component N
ENSORL s TN e T 3504806492 1554058612 0004908389 2036323900
ENSORLG00000010362 | nrarpa NOTCH regulated ankyrin repeat protein [Source:NCBI 3301281354 1188567687 0571786914 1541411004
qeneAcc:111046263]
- - 1732585001 1040590728 ~5562361985 1338060085
RAR-related orphan receptor C a [Source ZFIN:ACCZDE- "
e orehan 4192207555 0844314263 2152810866 1195565299
ENSORLGOD000012328 sidkey-4e7 3 [Source ZFINACEZDB-GENE-070917-5421 062640686 1367250051 ~0271651355 2408223674
ENSORLGODU00010231 GO/G1 switch 2 [SourceNCB aene:Acc: 1011568851 5463242254 0523011966 ~5.501655431 0485083973
ENSORLG0000000993 |sic1522 A A T s T 5057322225 1274697482 -3.374659158 0.408450788
Tetinoic acid receptor beta [SourceHGNC " y
ENSORLGO0000008502 |RARB etnole ccid ecentor bel 4930312346 3000879595 2868600237 0929688503
ENSORLGO0000017312 [col1zata  |<Oaen, type Xl apha 1a [Source:ZFIN:AccZDB- 3071353457 198188703 -2.997626513 ~1.907675031
amylod beta (A4) precursor protein-binding, famly B, B
ENSORLG00000012894 |apbb3 amyloid beta () precursor proten bindng, lamiy | 3256800497 1675017188 108050548 0501772783
4 protein 204 [Source:NCBI B
ENSORL imemzoq  |Hansmembrane prote 4426007512 1854343006 239647281 0175676264
ENSORLGOD000017956 [20e 113337 [zac 113337 (Source:ZFIN Acc ZDB-GENE-050306-201 7502366103 3750531067 2004004545 1748216550
(GATA binding protein 6 [Source:NCBI "
ENSORLG00000017667 gatat AT Dinng Broien 3572710785 1793673515 0950992986 082852011
ENSORLG00000015230 |si:dkey-159a1 ;‘0‘1‘;“'155515 1 [Source:ZFIN;Ace:ZDB-GENE-041210- 5922953339 2014676145 -0.248656867 3.660104587
ENSORLGO0000000069 [FIKL {1 of T TSourceNCBl qene Acc 1011670521 382173365 2455849502 1143788272 0222581620
ENSORLGO0000011031 |- - 3207886363 2217792500 2370514248 ~1.269935671
'ATP-binding cassette, sub-family B (MDR/TAP), member y "
ENSORLG00000008269 |abcbé P v e 3681476511 0884080669 2913706245 1652335857
ISource ZHNAC -
ENSORLG00000008051 |cxcl12a derived factor 1) [Source:ZFIN;Acc:ZDB-GENE-030318- 4416944113 1957916649 -2.95854791 -0,500085509
ENSORLG00000010189 |pdgfrl platelet derived growth factor receptor like [Source:NCBI 5579981562 -1.295697799 -5.173881386 170229317
eneAcc1011657391
ENSORLG00000003554 |fnbp1b g“g'l"l‘l”f‘s"“"”g protein 1b [Source:ZFIN:Acc:ZDB-GENE- 3382267829 1442548161 0659065786 2509270279
ENSORLG00000004253 |- Sy e [sourceNCE! 6846993847 1022954516 -5.640484149 0015061426
ENSORLGOD0000L7167 |- - 4771736480 1247916891 5760103150 1148232395
ENSORLG00000010042 |agtr1b S tene regepton type b [Source ZFNiAce 2D5- 3756030834 0816016552 -1.334835165 1605666065
ENSORLGOD000000773 [sickey-234i14| 2341143 [Source ZFINAce ZDB- GENE- 131121 16.68214544 18.56744235 -0.179295701 2915674164
ENSORLG00000016860 |sicch211-251b| Junarate recsbtor 1 [SourceNCEl 4.435400224 18054466 -2.685170002 -0.054731382
ENSORLGO0000000060 |brskzb oo eonne kinase 20 [Source ZFINAcc:2DB- 4990533541 1046711888 -1.302731658 2551576918
ENSORLGO0000006436 |- - 316891689 0762301504 2801719710 0304618020
ENSORLGOD000007024 |- - 3827125173 0572426506 ~13724814 1.862600848
ENSORLGO0000011686 | cerk oeramide Kinase [Source ZFINAce ZDB-GENE-041210- 4805589893 153438212 -0464387364 2807305373
ENSORLGOD00000LATL |- - 307569275 0467022515 2126468644 416731224
Tunt-related transcription factor 2b B
ENSORLGO0000010169 |runx2b e a1 6088456442 2263313281 1556208862 2267337601
ENSORLGOD00001683Z |- - 4681775423 2455211746 0235866753 2462916675
ENSORLG00000004731 |- o By 2105 i 4 [SourceNCEl 1589803495 9.904602855 3561066636 2322739529
ENSORLGOD00000039 [7ge 136461 [zac.136461 (Source:ZFIN AccZDB-GENE-060518-71 7267860421 455082041 6701466177 0889093864
cyclic AMP-responsive element-binding protein 3-like B
ENSORLGOD000004610 [crepaiza | /e AP responsive loment binding proten 5499380209 1824464451 1479175471 2196228057
ENSORLGOD0000ITI0Z |- - 546298521 2100451193 ~0o018BATAL 754447055
ENSORLGODU00006725 |- - 224772800 0173797967 2626302063 425157226
ENSORLGO0000016341 |- - 034207641 033770390 ~0.704752796 992235062
ENSORLGO00000066BL |- - 084516082 0685751564 0844703565 554846799
ENSORLGO0000005362 |- Kallirein-8-Tike [SourceNCBI aeneAcc 1011700091 954260544 2775203108 ~0.35806 7317 821484433
ENSORLGO0000004515 |- - 831007364 1275215112 ~0.476220393 930126081
ENSORLGO0000012369 |- homeobox B1 [Source NCBI aeneAcc 1011662051 535820684 2242832701 ~1.222589861 370889557
ENSORLGO0000009734 [plek? Dleckstrin 2 [Source:ZFINAcc:ZDB-GENE-080219-21 475782685 161351398 ~2.150718089 712031276
ENSORLG00000006646 | psmbSa g’g"ea”me 55“}7“”“ beta 9a [Source:ZFIN;:Acc:ZDB- 5275748857 201778881 -1.469128831 1789316341
£74-Iike ETS transcription factor 1 "
ENSORLG0000000918 | eifl e e n 0526, 3351 3762036728 0588745586 2935620538 0238156135
ENSORL rspo3 lgyz‘as latipes ’;;&T:&%ﬁp{?gf‘z?y; 594472652 0.765571189 -2,686708295 2.492930307
SKI proto-oncogene [SourceHGNC "
ENSORLG00000016855 |SKI e oo ot 4741702179 176110162 2605303482 0375687946
ENSORLG00000006683 |gpsm1b gg;\'féfi‘;;z‘%g?‘s‘?g modulator 1b [Source:ZFIN;Acc:ZDB- 3343503217 1524679768 0846919044 266622704
interferon regulatory factor 10 [Source ZFINACCZDB- B
ENSORLG00000011745 [irf10 e 479451104 1696512976 1545584787 1552808416
ENSORLGO0000002661 |- - 4503105724 0949310357 ~Z5I3617479 0899256571
- - 5079469540 0.158824428 ~2.703811055 2217316856
- - 3267476224 2020316272 ~0.226395234 1.02125155
B TOCI0T165601 [Source NGl "
sich211-161n| Uncheracterized LOCI 4579047917 1200274393 0465831323 2913427116
o LOCI01172412 [SourceNCEl "
sich211-7612¢| nchéracterzed LOC) 5300496198 0.401587774 3416653362 1482738568




Kruppel like factor 5 [Source:HGNC

ENSORLG00000005490 [KLFS Sumbol Acc HGNC.63491 4739686663 097211995 -2.224866963 1.543184199
ENSORLG00000008664 |ZNF503 (1 of 1|20 finger protein 503 [Source:NCBI 4391903561 1271804088 2528719757 0501863384
Oryzias latipes twist family FLH transcription factor 1
ENSORLG00000007251 |twistL (twist1), mRNA. [Source RefSeq 5349524748 037404307 2672716532 2308250607
mRNAACENM 0011047071
4-phosphate 5-Kinase, type I
ENSORLG00000015327 [pipSkica | Phosphatidinositol &-phosphate ® inase ype .| 4617531578 2356365741 0447068071 2708717143
ENSORLG00000011369 |sparc secreted protein acidic and cysteine rich [Source:NCBI 4578540502 2650840421 -0.827886143 100120898
ene:Acc:1000485361
ENSORLG00000017794 |- - 3.062022126 -0.543257987 -1.777751907 1828014201
ENSORLGO00000001590 [plac8ll PLACB-like 1 [Source:ZFIN:Acc:ZDB-GENE-091204-1651 5.244071442 0.654996216 -2.063155107 2.526403074
ENSORLGO0000001285 |urocl urocanate hydratase 1 [Source:NCEI 7582490988 3186387252 1614484687 2782124701
B - 3514323938 1260681224 0472744218 2726870975
ENSORLG00000017340 |si:dkey-121j17) j‘;ﬁy‘uhﬁ 5 [Source:ZFIN:Acc:ZDB-GENE-030131- 3254402334 -0.366908086 ~1.008932919 2612861276
interferon regulatory factor 9 [SoUrce:HGNC )
ENSORLG00000013335 |IRFO pterteron requitony o 4062769782 1163002195 1669244948 1231007208
o2 SOX3 brotein [Source:NCBI aene/Ace 1000493681 5234865626 0754781503 ~1787379463 2603169614
N actor properdin [Source:NCBI " N
dene:Acc1011549791 3565965848 2.310200627 2521177729 1.264927499
- - 3.906016995 2.447579044 -0.092731977 1366191783
megakaryocyte-associated tyrosing Kinase N
ENSORLG00000017415 | matk |Easeediie 0 i i 3632156066 124723067 1769510762 0615889874
ENSORLG00000009298 |elk3 (1 of man g;'é%‘lg;doma‘” protein [Source:ZFIN:Acc:ZDB-GENE- 5.193897557 1226377057 -1.997980925 1970024763
bloodthirsty-related gene family, member 2 - B
ENSORLGO0000007167 |btr02 [ e 3775009111 2486128329 1444650725 4816959833
muscleblind-like splicing regulator 3 "
ENSORLG00000002183 [mbni3 ISource ZFIN-Acc ZDB-GENE-081002-31 4321189872 1.178136321 0.219588168 2923950296
calcineurin-like EF-hand protein 2 B
ENSORLG00000000410 |chp2 e e Pt 2 a1 50101 6657802245 2015251353 3619032968 102401007
ENSORLGO000001623Z |- - 1656982758 350643787 “1186133420 1767723768
- Claudin 5 [SourceNCEl aeneAcc1011735631 472163541 344338364 ~1.305748633 2072032411
5 4.041288356 129182608 2410565004 1760392624
oa-b7m b7 TSourceNCEI qeneAcc 1000491651 5128797733 740970843 ~2.121743518 186655954
5 3822129318 ~0.934433715 ~1505103879 3262549012
viorcl amin K epoxide reductase complex Sounit 1 3014390309 1295903831 -0068941897 1650029462
htralb HurA serine peptidase 1 [Source:NCBI 3046161904 -0.318602883 2188626527 1176623381
ene:Acc:1011601991
- - 3403306831 0452807012 0555442315 2705542588
G protein-coupled receptor 1325 [Source ZFINACG ZDB- N B
gpriazo |G prorein coupled 3386122824 1574739083 1081115696 3
- - 4277547335 3.613655117 -0.52120362 0.143170419
ENSORLG00000011273 |collalb collagen, ybe. slpha 1b [Source ZFN:AccZDB- GENE- 5261473093 2067714767 -4.035065645 -0.840822291
myosin ight chain L. skeletal muscle isoform N N
ENSORLG00000015981 | myl1 oo oo A otaessoon 3741705665 0234810104 6041508633 253412506
ENSORLG00000012809 |- - 3.004525253 2.221521341 -0.634767113 0.148721966
ENSORLGODU00021247 |- - 3807850521 1294431062 ~1.207318760 1306584607
TIM domain only 2 (rhombotin-iike 1) R
ENSORLG00000004735 |Imo2 M domein only 2 (hombotin e L) sial 6360719907 16588261 2611004617 209128562
ENSORLGO0000006705 |- - 036248302 850103807 ~1607489422 0279739881
ENSORLGOD000021759 |- - 4511627187 1170090733 ~1.116041108 2223179901
ENSORLG00000018031 |cel25a C-C motif chemokine 20 [Source:NCBI 6.133300104 0.121987856 -3.007421901 2914384299
aene:Acc:101171112]1
- - 4333617614 2933506558 2001568536 069007770
quiescin Q6 sulfhydryl oxidase 1 [Source:ZFIN;Acc:ZDB- . N
ENSORLG00000017352 qsoxt. quiescin 95 sulfydey 1614661044 1421062341 2361693401 0425239222
ENSORLG00000016549 | mobac oo o oietor 5¢ [Source 2FINAce 205-GENE- 3895399488 3055027698 0561370594 1454561428
ENSORLG00000005216 |acad8 Zgyn:CoA defydrogenase famly member 3 [Source NCBI 381868258 117720354 -0.721058737 1920005778
N b llin B3-1ike [Source:NCBI N
ENSORL 17 e B 6794531982 0552418671 5764708255 0.477889539
ENSORLG00000004090 | cdké T 4.208088046 1814508873 -0.765262986 1719701891
Catenin (cadherin-associated protein), delta 1 B
ENSORLG00000010944 |ctnind e e 1 4771913785 0.406361697 164118629 2724850316
ENSORLGO00000I3127 |mei2a Meis homeobox 2 [SourceNCBI aene Acc 1011748731 5164361887 1763370116 7416086238 0965390660
ENSORLGOD000015959 |- - 6149707589 3394693681 ~1.227411650 1.526088698
RAR-related orphan receptor C b [Source ZANACE ZDB- B
ENSORLG00000014886 |rorch RAR elated orphan 4637352788 1983920376 1751351346 090256572
protein phosphatase 1, regulatory subunit SA "
ENSORLGOD00000418 [pppirda  |PrOleIn phosphatose 1, egrlatany Subunt 5276035028 2328787263 2026885096 0920848235
ENSORLG00000003750 |arsg ‘;gﬂ?“"a‘“e G [Source:ZFIN:Acc:ZDB-GENE-060503- 4960256697 2.956954072 0067968117 2071752221
ENSORLGO0000017047 |PLD4 phospholipase D family member 4 [SourceHGNC 4776842794 2698788288 -0.025247093 1153202515
SymboliAcc HGNC.237921
I
ENSORLG00000003559 [sic43ala  |transporter), member La [Source:ZFIN;Acc:ZDB- GENE- 5891831357 180827994 -1174308713 2909126813
ENSORLGOD000016195 [znfagsp |21 o proteln 3950 [Source:FNiAcc ZDB-GENE- 4055800027 1987441528 024254988 2311393055
ENSORLGOD000003794 |- - BI79715207 2303655528 05220652 953577047
ENSORLG00000003575 |fkbpl0a ;ggggf{‘;g“”g protein 10a [Source:ZFIN:Acc:ZDB-GENE-~ 3601697969 1713736805 0671598918 2560045202
ENSORLGO0000013155 |- - 3127160075 1440760868 2807121403 “1260227629
ENSORLGO0000012333 [trbT ribbles homoloa 1 [SourceNCEl aeneAcc101160746] 5102626851 0469903083 ~4.134893101 0498314222
ENSORLG00000005412 [amot 1Source: ZFIN:Acc:7DB- GENE-030131-74871 4.843021988 2208813130 ~0,607425109 2127268704
Kazin, periplakin interacting protein b B
ENSORLG00000003973 |kaznb B e e 11 4774961392 1574948892 1374990218 1825496868
potassium calcium-activated channel subfamily M alpha B
ENSORLGO0000008798 [KCNMAL (1 o PSE2551Um calcum- actvated channel <uf 3078494984 0510299202 1362501304 1206088842
Oryzias latipes alpha-2,8-sialyltransferase ST88: VI
ENSORLG00000003021 |stBsiat (st8siat), mRNA. [Source-RefSeq 3854618967 18324377 -1.057446194 0965220237
mRNAACeNM 0011049051
protein tyrosine phosphatase, receptor type, Nb B
ENSORLGO000000L705 |ptprnb Fowe tyrosine phosphatase, receptor 3.183164287 065606123 1481567798 1046020018
lin-7 homolog A (C. elegans) [Source:ZFINACCZDB- N
ENSORLG00000016254 [lina e onood A 357378169 2735620007 0089026474 0739619917
ENSORLGO0000016820 |- uncharacterized LOC101162953 [Source:NCBI 166088462 1056750932 -3.292620433 2749179261
qeneAcc:101162953]
ENSORLG00000017122 gata3 ooy Pt [ourca ziiNAcc D8 GENE- 4810897244 -0.23103759 -3.171008543 1872312403
B-box and SPRY domain contaming B
ENSORLGO0000007186 |bspry |LSWCe Y domain oG 9101 5651780462 2109395835 2340262691 1202615416
ENSORLG00000012289 |csrp2 cysteine and glycine-rich protein 2 [Source:NCBI 5154242963 1562123761 0634822369 2957681211
gene:Acc:101171714]
- - 080000667 2449974196 0568505988 0970915007
spilb gggslzg[“l‘;ﬁmmge”e b [Source:ZFIN:Acc:ZDB- GENE- 3817823343 2724539385 -1.786545624 0602776488
T-box 4 [SourceNCBl geneAcc 1011728081 4002276847 0200671653 31007855221 1285478727
ENSORLG00000014364 |itgadh preorn alpha 6b [Source:ZFIN;Acc:ZDB- GENE-050320- 3724483837 1997393703 0366525393 2094100826




ENSORLG00000004392 |sgce gz’g?zgkcﬁ”‘ epsilon [Source:ZFIN:Acc:ZDB-GENE- 4036959787 1621053728 0414094462 2830485839
reticulum calcium ATPase 1
ENSORL ap2all Ty 6334076992 0946001909 -5.20897999 -0.010424465
ENSORLG00000004782 | prune2 Z'E“'\']E_Zgu'";’u‘g?ég'os"p""a) [Source:ZFIN;Acc:ZDB- 4843749314 -0.357482227 ~2.080546291 3121172307
ENSORLG00000009882 |- - 3.900904808 -0.926651306 -0.865505296 3962533941
ENSORLG00000013049 |- - 3.952308962 1613426645 -0.004562148 2.334805161
ENSORLG00000014588 [si-dkev-28n18 ti nexin-6 [Source:NCBI aene:Acc:1011684531 3.326288613 0.66128161 0.127170682 2.792662534
eta
ENSORL hexb e B e e pasal 3102809433 0342108176 -2.249213333 0511972888
ankyrin repeat domain 138 [Source ZFIN;ACGZDB- B
ENSORLG00000013892 |ankrd13b GENE-050913-1511 5.085955187 0.879658415 1.218136556 2988644864
"ATP-binding cassette, sub-family G (WHITE), member 22 }
ENSORLG00000002735 |abcg2a e i e 20 CaNE 0155 4371110333 0258495174 2271084843 1842024295
ENSORLGO000000002L |- 3266035518 144754963 0406649457 2230620738
N 13
ENSORLG0000000° galnt18b |FSource NCBI aene:Acc 1011583401 4026517422 2.565917989 -0.152517582 1.308566054
discoidin domain receplor tyrosine Kinase 2b
ENSORLG00000010857 |ddr2b e e e 4491963034 2277485872 0297544225 251251003
ENSORLGO0000012027 |- - 338045250 0534166688 1264938467 561831287
ENSORLGO0000012710 |- B 4304856138 0.735636703 ~1867650082 1792056879
ENSORLGO0000006370 |tead3b e formy member 3 [Source ZFINAce ZDB- 3.065054236 1204854425 0.712136004 2483720417
ENSORLGO0000017995 |0xi5b. ey oxidaselike S0 [Sourca ZFIN;AccZDB-GENE- 6553301427 0749386998 -1.231638797 4572850933
MIDL interacting protein 1a [Source ZFNACC ZDB- B
ENSORLG00000011645 [midlipla GENE-990415-811 3786863829 0.049036758 1.739111983 1.999200033
T (soluble) _
ENSORLG00000012805 |pekl B o nace L &2 6753236345 0122523888 5559201607 1071995765
loid-specific peroxidase [Source.ZFIN.ACCZDB- " y
ENSORL mpx (1 of man| GENE-030131-94601 4512336412 1331772347 3.186009127 0.004959791
ENSORLG00000012238 |kat2b [ysine) scotyfransfersse 28 [SourceiZFIN:AccZDB- 381760459 217754179 0.068151907 1708701109
Fr
ENSORL 715 [sicasaza \ember 2a [Source ZFIN;Acc:ZDB-GENE - 4166239629 1.995254582 -0.363502204 180796772
ENSORLGO0000004406 [sich?11-18i17| 3 en 21118172 [Source ZFINAccZDB- GENE-030131- 337380799 0345311706 2475087569 0553893421
ENSORLG00000011021 [SLCagag |SOlute carrier family 49 member 3 [Source:NCBI 5108174942 1.685635017 -1.109083157 2313941721
eneAcc1011716771
ENSORLGOD00000L737 |- - 5750183710 306848572 3384142006 0682957787
ENSORLGO0000005980 |notcha notch 3 [Source ZFIN:AccZDB-GENE-000320-51 4002467747 2072218687 ~1.434725768 0496004001
B-cell CLL/lymphoma 6, member B B
ENSORLG00000006659 |bcl6h e o e 711 3.924769947 1458894335 12289678 1237392042
fon-specic oito: cel receptorprotal 1omelog B
ENSORLG00000000459 | ncerpl non-speiic cytatoxic el receptor protein 382390573 1450087244 1891310091 0.482083201
ENSORLGOD00000600 | - 3107957541 —T53aa8ATE 3114575060 2075761563
ENSORLGOD000005142 | 5 51661575 3667238441 ~1.78544579 ~0.286035567
insulin-like growth factor-binding protein 5 B
ENSORLG00000016636 |igfbp6h ineulin-fike growt fector Dindirgf 3.143474343 0744389205 1085242471 1314327728
ENSORLGOD000006827 [25e 194312 zac 104312 SourceiZFIN AccZD6- GENE-081022-1021 4316247873 579994012 348025262 ~0.743550147
ENSORLG00000011742 |rasipl ot nieracting protein 1 [source:ZFIN:Acc ZDB-GENE- 3815985015 2981649441 031548535 1150308523
ENSORLGO00000009T5 | - 456908775 00173109 To876722 252203337
pancreatic progenitor cell differentiation and
ENSORLG00000014723 |ppdpfa proliferation factor  [Source:ZFINAce:ZDB-GENE- 6120828034 1833150834 -4.406748347 -0.11850548
0302192041
iroquois homeobox 5 [SourceHGNT B N
ENSORLG00000013711 |IRXS Svmbol-Acc:HGNC: 143611 3017234182 2.32440747 1.759076061 1.065764858
ENSORLGOD000006ATS | - 16.62606042 096657755 2504206235 2066639812
ENSORLGOD0000T3771 | = 3407733628 1357465311 ~0.363031639 1686821366
SH3 domain binding glutamate-rich protein like
ENSORLG00000010410 |sh3bgrl 33 domein inding glutamste Tch protein 3.13928051 2314524306 0588396355 1413637628
Oryzias latipes collagen type 1 A (col2ala), mRNA " N
ENSORLG00000005102 |col2ala e e e desaoien 3178352637 2231170855 2329221704 1381555762
ENSORLGO0000009155 [sickey-266rmi ) “key'm"‘“ 5 [Source:ZFIN: Acc:ZDB-GENE-070705- 4146502684 2207156711 -0.331572193 1608258495
venepmv nteracting serine-threonine Kinase 3 " y
ENSORL Tipka e 5195706184 1715183967 3500117032 0019110216
peroxisome proliferator actvated receptor Gamma B
ENSORLG00000004432 |PPARG perowisome prolferator actvated recept 4377479104 1606469184 1683674834 1087810972
ENSORLGOD000006954 [trim3s-12  |{TRare morfantaining 35-12 [Source:zFINiAce 206- 6.368510484 1189602574 -2.084776883 2194535073
Solute cartier family 22 (organic anion fransporten), " "
ENSORLGO0000000981. [slc22a7a  |solute carer family 22 (organic anion transparter) 3616947677 0151243441 4156598965 0690413352
ENSORLG00000003177 |vatl e o ansport 1 [Source ZFINAce 2DB- GENE- 4207450298 2178399427 -1.106417198 0833116728
ENSORLGO0000007485 |2nf385a o Anoer protein S89A [Source ZFINAce 2DB-GENE- 4.486110103 123448233 -2.946083137 0306032128
ENSORLGOD000006265 [selenom —|selenorotein M fSourceZFINAcc ZDB-GENE-030410- 4334653627 7693365285 0152541332 489231663
ENSORLGO0000007736 |gata2a S aaciey 2 [SourceNCA! 4710775921 0861396687 2627352534 122251261
pleckstrin homology domain containing, family F (with
ENSORLG00000014926 |pleknfl FYVE domain) member 1 [Source:ZFIN;Acc:ZDB-GENE- 1610230753 0 -3.045397446 13.05749258
040426-12891
ENSORLGO0000016885 GNALL (1 of nf JUanine nucleotide-binding protein G(g) subunit alpha 3156453728 0596253215 -0.63451817 1726167661
ource:NCBI aene:Acc:1011589341
ENSORLGO0000016641 |caskinl g;«lsll(lg};racmg protein 1 [Source:ZFIN;Acc:ZDB-GENE- 3696403479 1508267648 -1458419389 0730201266
ENSORLGOD000006160 [sichz11-153b| S 211125423 4 [Sourca ZFIN:Acc ZDB-GENE- 3981379635 1425254123 -2.165526883 0391083191
ENSORLG00000017370 |- e sy V1101691 [SourceNCal 5363740047 165756761 -2.792250522 0.914406854
e Corea s sl Ty SomleR N
ENSORLG00000004290 |MPDZ (1 of m] e e e 4587703993 2391187616 0407685149 1789314738
myosin light chain, phosphorylatable, fast skeletal Ny B B
ENSORLG00000002168 | mylpfa yosin light chain, phosphorylatable fast skeleal 6300930238 052295267 1094037035 4116002126
ENSORLG00000010342 |7 el ke actor 7o [Source: ZFINAce ZD8- GENE- 5009076035 2578572216 -0.755830626 176515472
- - 3606030096 0891610402 027015421 3570222206
tfpia e foctor patfway Inhibiora [Source ZFINAce 2DB- 5160657701 0188255232 -3.008429651 2340068587
B - 3619600831 7538080040 ~1023859796 0052145036
ENSORLG00000007868 |gucy2d uarlate oyclase 20 retinal [Source ZFNiAcc ZD5- 3.947644366 2332752961 -0.430862203 1184413695
Flomolog [Source NCEl
ENSORL cmbl carboxymethylenebut 3141900812 0971343241 0.021738422 2192780725
Oryzias latipes vitamin D (1.25- dihydrovitamin D3)
ENSORLGO0000016402 |velr receptor (vdr), MRNA, [Source:RefSeq 3120066476 0060388589 -1.208172728 1766989706
RNAACC:NM 0011285171
ENSORLGO0000010166 [sic7a2 solute carrier family 7 member 2 [Source:NCBI 5322047473 0.095393686 -2.873804805 2354234972
eneAcc1011654871
ENSORLG00000012540 |pxciclb o ko) * [SoureeNCEl 4640245155 2995636034 -0.267584211 1377500199
ENSORLGO0000006079 |sic22a61 solute carrier 'a’““y e [Source:NCBI 6.877724768 -0.701197334 -5.630916679 1.048492908
eneAcc:1011686411
[ENSORIGO0000013845 |- - 5860735513 2044014911 2064315831 75288776




ENSORLGU000000418 [veia Vinculin a [Source ZFINACC ZDB-GENE-050606-611 485619483 2654586431 ~1140654988 1052437035
ENSORLG00000011362 | duspd g‘g\lé}’;jggggzgﬁp“““ 4 [Source:ZFIN:Acc:ZDB- 5272344634 -0.059173465 1577894216 3.754106664
ENSORLGO0000016315 |nr25 clear receptor sublamly 2 growp Fmember's 4418504357 0602789032 -2.717595999 1.008605478
ENSORLGO0000016B96 |- - 4388824271 0931505027 2467825415 0989977678
ENSORLGO0000016570 |- - 326183029 2290739373 ~1101021273 ~0.213451583
ENSORLG00000012490 |gli3 gﬁﬂi’?”{é? finger 3 [Source:ZFIN;Acc:ZDB-GENE- 4511450875 1682114558 -0.971705591 1858113508
ENSORLG00000004902 |- - 6.314043665 3.070614536 -2.798839148 0.44507679
ENSORLG00000007318 [mmp1da |22 metallopeptdase 14a (merbrane-inserted) 3261565637 2314552132 -1185809533 -0238311175
ENSORLG00000012076 |KCNK3 R 5617303062 2804072831 -1.556195966 1255512778
ENSORLG00000001086 |CLDNS claudin-5 [Source:NCBI aene:Acc: 1011665661 4.4651649 1.965256725 -3.088062028 -0.587669066
Oryzias latipes cytochrome P450, family 26, subfamily B,
ENSORL cyp26b1 1 (cyp26b1), mRNA. 4954290288 1531337986 -1.127641186 2295793481
mMRNA:Acc:NM 001 1
ENSORLGO000000L617 |- - 6580751487 1489303931 2468241899 26236904
3.903017468 ~1301421806 -3.37067352 1924251241
ENSORLGO0000007393 |79 154058 |zqc 154058 Source:ZFN. Acc ZDB-GENE-060020-461 3870483404 0501753601 0536259693 2832055520
ENSORLGO0000012858 |MAT1A ethonne ader o hransierase 1A [Source HONG 3441744233 2025368366 -123465156 0.182209688
ENSORLGO0000016620 |sic 1 {gickey-235d18.5 [Source ZFNAcc ZDB-GENE-041014- 4379577653 0740924505 -2115018194 1524119329
ENSORLG00000016941 | THRA o hormere (eceptor aloha [Source HGNC 3248332195 1.010604936 -1670886502 0567325114
ENSORLG00000013461 | mitfb microphhalmia-associted tanscrpton factor 5.739051788 3.486595123 -0.530365837 1722568438
ENSORLG00000010611 |ncf4 neutiophl eytosol actor  [source NCE 3463460431 1893068708 0084477729 1486407299
ENSORLGODU0001B0TS [KLF2 Krupoel like factor 2 [SourceNCBl geneAcc 1011701271 5508020607 1410574357 2458320049 1639601151
ENSORLG00000001321 |eraplb oot ;XE::‘:C;I‘;;GENE—OADAZSVQ;; 3560013605 1079108934 -2.063488049 0417901473
ENSORLGO0000013048 | gryit1b ucosile iosyliansierase 1b [Source 2FNAce 2DB- 311212787 1420426148 1207766847 2989952883
ENSORLGO0000003707 [dabzipb | 4B Interacting pratein b [Source:ZFINiAcc:ZDB- 3681301685 0871295611 -1168659399 1641920802
ENSORLG00000017983 |cfd complement foctor D (adipsin) [Source: ZFINAce 20B- 3932067185 276540052 -0.096865341 0171185989
ENSORLG00000005107 |jazfla g;é;;‘ﬁggf'e' 1a [Source:ZFIN;Ace:ZDB-GENE- 3768955583 1624577736 -0.224585534 1920277082
ENSORLGO0000005025 |- - 5814213854 1398025046 4235434948 0161236343
ENSORLG00000012601 |- L e o I ool 4289331491 091196107 -0.650817134 2727038722
ENSORLGOD000013422 |ARGL arainase 1 Source: HGNC Svmbol:ACGHENC663] 8210352660 0792385696 6570751425 0836700312
ENSORLG00000016029 |tspanga :;‘;Wa”‘” 9a [Source:ZFIN;Ace:ZDB-GENE-060503- 3970943297 1822170711 -1.836585203 031267338
ENSORLGO0000000655 |ampd e osine pooblosphate deaminase 1 [Source NCE| 5667454605 0046863398 -3.071647635 2549435504
ENSORLGO0000004319 [ col1a2 collagen. type . sipha 2 [Source:ZAN.AcGZDB-GENE- 5148868364 2037238394 4017331727 -0.905216882
ENSORLG00000004132 |pla2rl Dliosphopase /2 receptor 1 [Source ZFINAcc 2D 3075461269 1743981577 -0.518836998 0813128284
ENSORLGO0000009951 |col21a1 collagen. type XX. alphis 1 [Source ZAN;Acc.ZDE- GENE- 5877649695 3368002607 0018232301 252327808
ENSORLGO0000015339 |gpxda Otathlone peroxidase 4a [Source 2PN Acc ZDB- GENE- 3106227288 1196045241 023746637 1673200645
ENSORLGO0000016690 |nagh o X receptor gamma b [SourceZFIN;Acc:ZDB- 383834821 0972336315 -2.796817682 0.069678877
ENSORLGO0000015684 |pramia 'ZS&'S?Q,@?;‘Z“‘D“EQéihf‘g“(‘)azggf%’"lgg 376493368 0049078314 -1.092579974 2721917019
ENSORLGOUU000I0EE9 [PLYXNDT ol DI SourceHGNC Surbol A HGNCSTOT] 3451009632 1387330413 220719021 018208547
ENSORLG00000016181 | peli2 onrou G aoneAce1on 0RsL - 410784576 1705388149 -0.877556893 1525385664
ENSORLGO0000004B18 |- - 4247045207 1240405568 ~1580643095 417280600
ENSORLGO0000000014 |- - 3.742265713 0884645425 ~0.854781467 200332373
ENSORL zgci163057 |Pemogioblh subunt alpha-D [SourceiNCE! 1844580892 12.25114803 -3.275040664 292017791
ENSORLGO0000016560 [ical ol Gutoantigen 1 [SourcerZFINAcc ZDB-GENE- 3.087056699 1155519986 -0.789019427 2042009223
ENSORL 475 |sic19a1 o e aaneporer). member 1 3480983437 0922701173 -1175111887 1383655018
ENSORLGO0000002774 |- - 306304837 1656305061 0210351303 2006786845
ENSORLGOUUU0015717 [7ge 113307 |7qc 113307 [Source:ZFN Acc ZDB-GENE-050522-201 5076785335 ~1.361031656 233341003 4104884341
ENSORLGOD000012375 |- - 3867531730 1196350619 0157420038 2534247085
ENSORLG00000012424 |wtl e yopressor 1 [Source NCBI 3.388604054 2008942609 -0813554472 0566591999
ENSORLGO0000015724 [ 110 interleukin 10 [SourceZFINACEZDB- GENE-051111-11 T5 6646931 1168304285 0101787198 38803312
ENSORLGO0000016391 [ 2ac.153031 [Source:ZFIN: Acc.ZDB-GENE-060928- 11901 3296230654 0427956608 1784221805 108454627
ENSORLG00000006750 |uncsa e sna S eceptor Alsourca ZFNAcc ZDB-GENE- 4284611910 -0.580364298 -0.815450508 4.050013504
ENSORLG00000013713 |KIft é;“ﬁgfg"s“u‘;??;;’ 1 (erythroid) [Source:ZFIN;Acc:Z0B- 15.97609441 8822002774 -5.056898177 2097565516
ENSORLGO0000014351 [cphdb comolexin-3 [SourceNCBl qeneAcc 1011676041 567844512 1375439288 1567844389 1375441884
ENSORLG00000008716 |TC2N e 5138777268 0947970851 -2.203887921 1897309642
ENSORL tfap2a Lanecription iaeior AP-2 alpha [Source ZFIN Acc 2D5- 4706341633 -0.946754881 -2.598634506 3054945509
ENSORLG00000012066 |sox13 'f:’?u(VSCE:;FT‘NEkmc‘c“‘Z“DQE[EGQE‘%“EYib%‘gi;7311 500707375 1076975166 -1.366176606 2564411145
ENSORLG00000003886 |Idirb I‘L‘;Vovuffgsz‘m“‘;ﬂcz'ggs"jéiﬁgfg;gus'm“ 5853679414 2102363212 -1.199253951 2552547415
ENSORL tcrri2 ey e 2 [Source ZFINiAce.2D5- 3081011909 0886394894 -0.101387575 2008714341
ENSORLG00000010082 |arhgefd0 E"OZ?C“:Z”‘H”S xﬁg‘;g‘é‘fzgﬁg‘fﬂ%@;@“};’ (GER) 40 3250827005 1464423913 -1.459680523 033620708
ENSORLGO0000002376 |- - 3167323108 1269001028 3024501964 1783424368
ENSORLGOD000015484 |- 6585660236 ~5.696045993 ~2.314360802 1397725488
G286 (L of 286 Source:ZFIN AccZDB-GENE-040406.-41 1641867998 12 10055644 ~2.025246871 2291342652
ENSORLGOD000004051 [itgbb intearin. beta 6 [Source:ZFIN:Acc. ZDB-GENE-100812-21 421117613 1617006368 1181350453 1212705505
ENSORLGO0000002527 [nectint | Reetin eeh adhesion molecule 1b [Source ZFINAcc:208- 5519172402 2114556188 -1.169266799 2235833162
ENSORLG00000004864 |kdm6al I}_‘gﬂzfﬁﬁm!f;;g%mfg%1"2*?20021 4604260181 1687897852 -0695764119 2221082636
ENSORLGO00000006558 |fam78ab g;"u"VVCQW‘Z'Q;e::fggesf‘é“é‘s'E‘%gg-z;“;’;;e’ Ab 4626430079 1490814975 -2924503828 021159784
transcription factor AP-2 gamma (activating enhancer
ENSORLGO0000006156 | tfap2c binding protein 2 gamma) [Source:ZFIN;Acc.ZDB- GENE- 3405373925 0011718694 -1453782196 1963797504
041212-611
ENSORLGO00000016159 | tcima %f)"jfc'e“’z‘ma/‘mac“;D"gfg“g’m'fgggg;;f;g}“'a“”a 6122102923 2206140499 -1.927976785 1.988470295
ENSORLGO0000008678 |rgmb e e ey 7" 3162512035 1.200097304 0.327868065 2301768356
ENSORLG00000021517 |RF00180 Is—‘"a” nucleolar RNA SNORALGB/SNORAL6A family 3972871705 3131112837 0862285692 1704532694

[Source:NCBI gene:Acc: 11194




adhesion G protein-coupled receptor E5b, duplicate 3

ENSORLG00000015018 [adgre5b.3 [Source ZFIN-Acc ZDB-GENE-121214-275] 4570638617 0.799120706 -2.749473618 1.022529762
six2a SIX homeobox 2 [Source:NCBI aene:Acc:1011612601 4.065318586 -1.203215336 -2.797770357 2471249641
- o oIS Protein 2-lke [Source NCE 1585340181 12.40712168 -2.766180945 0680567516
B - 3357537102 0478355217 0935667507 2900700546
ENSORLG00000011935 |beard B e e a1 4.143683494 1721264951 -0982757821 1.440146191
ENSORLGO0000016242 |HMBOX1 gj%“;;b:;:ggﬁgg’gléﬁ"“’Ce HENC 3066091825 0667940129 -0928263083 1470373754
ENSORLG00000015287 |adgral R R e 5048999299 106277812 -1.827196465 2.150509694
ENSORLG00000004204 |fzd2 s by e ? [Source ZAINACCZDE-GENE- 5408865541 2718099423 -0.292247185 2399005819
ENSORLG00000002956 | tnfaip8I3 %&%g%ﬁzj%éa(‘s;ELEE‘SgE)J:;gpS{;n 8-lke 3 4493730894 1416954037 -2.085632159 0991629899
ENSORLGO0000011143 |itgad niegrin.alpha 9 [Source ZFIN/Acc ZDB-GENE-040426- 4281112267 2.902353009 -1.335108111 0.044135609
ENSORLG00000002200 | prelidib fs'l%"c: e contar 10{’1";‘653‘201]‘ i 3890521639 1528684716 -0.828193734 1534128321
ENSORLGO0000011552 Izts2b eucine Zipper turmor suppressor 2 [SourceiNCE] 4472687799 136197157 -0.249524185 2861676804
ENSORLGO0000016356 |- - 7568055085 0264367663 7023211339 0280960771
ENSORLGO0D00009243 [1[13639 13630 fSource ZFINAce 70B-GENE-030131-81041 4236568607 ~0.257050745 ~1.25050852 3243508796
ENSORLGO0000005778 | 2btb7c o e a9 7 4208348966 1446748849 0611562167 2240523383
ENSORLGO00000006274 |pnpla2 fsao‘j‘r‘c”e"z“;fN";gsFZ’S’B‘PSEZ‘E’?SE‘&‘;;%E‘“‘“Q 2 3606293633 0.859378643 -1.090389126 1657010996
ENSORL - et e g /2018 [sourceNCEl 3472982734 0.966232638 -0.384797337 2122437681
ENSORLG00000010404 |atgdc ::‘;’;::f{ﬁ‘f;: 1"5 cysteine peptidase [Source:NCBI 3234874247 0.669478805 0387344162 2953224513
ENSORLGO0000001005 |- - 3204831652 1261812126 2202008109 0168503741
ENSORLGO0000006624 [252 153704 | inocalin Tsource NCBI aeneAcc 1011656631 3371410698 0488336044 ~0.270827356 2612730487
ENSORLG00000005847 |rbma7 R g motl protein 47 [Source ZFIN:Acc ZD5- 5837069111 1445745871 1423529452 2968278731
ENSORLGO0000006206 | eya2 R e A T 4.442405682 236254681 -0.330293324 1741047867
ENSORLGO0000016574 |- I- 374047824 471682563 ~0§0607672 1713203957
ENSORLGO0000001787 |sic35f2! lg;’jgé“;lﬁfx‘cec'z'g;‘_‘ég&s&'ggggfibgﬁ 514431688 -1075365115 -2.481232205 3738932372
ENSORLGO0000015827 |wfdc1 A o 123521 6.262732906 4077999011 -2.567740186 -0.362518982
ENSORLGO0000002466 |scch11-85n | Schat o164 [SourceiZFINAce ZDB-GENE-030131- 3404794691 1721884631 -1.056391451 0627003184
ENSORLGOD00000065Z [tuftia tuftelin 1a [Source ZFIN: Acc:7DB-GENE-061103-1841 3370216607 0620263207 ~149844757 1251000812
ENSORLG00000008660 [Irrc3b e 3047968067 097762434 0376933039 2447762012
ENSORL 16 |cish cytokine nducible 2 contaning proten 3263763348 0.191898822 -2.188085497 0884263869
ENSORLGOD0000L7279 |- - 553260811 1004328708 0525418565 1534707181
Oryzias atipes alconol dehydrogenase 5 (cass ). chi
ENSORLGO0000017646 |adhs polypeptide (adhs), mRNA. [Source RefSeq 7012723622 210697285 -4.166887337 0726624268
mRNA:Acc:NM 0011047961
ENSORL thoub 'g:ene e gty Protein Rhol [source NCE| 5976790726 1440514612 -177015053 2766610691
Catsteeany
ENSORL 8 |spock3 3 [Source:ZFIN;Acc:ZDB-GENE-090311- 4595221344 2.155562858 -2.006033503 0434110177
ENSORLG00000002084 |prss35 P otease, serine, 35 [Source: 2PN Ace ZDB- GENE- 4465405264 059120549 -3.250757889 0623927177
ENSORL coro? bt T‘MIE‘,’“P“":‘ ‘”L‘i"zz’:g’“ff:’f“?jﬁ 3216452622 0670427544 -1481333522 1065176596
ENSORLG00000011190 gpri8 O s gy coPrer 18 ouree ZANACE 208- 4705411228 2722221131 -2.486450819 -0.502775332
ENSORLG00000004145 | pedh1g30 g;“,\‘;f;‘;ggg;}gf’"ma 30 [Source:ZFIN:Acc:ZDB- 3479618934 1353401468 -1.449514527 0677188664
ENSORLG00000003502 | sikey-165a21 i‘wdkey'maz‘ 9 [Source:ZFIN;Acc:ZDB- GENE-141209- 5982143895 3212580671 -2.103658878 066638919
ENSORLGO000000BS6S |akrlala o ey dlogerase NADP(] A-like [SourceNCEI 6.117376906 0701703716 -0860778803 4555373535
ENSORLGO0000005567 |ZNF462 T 328689027 104510333 -0.684060665 1556211041
ENSORLGO0000014548 |- - 1634606044 TA 50454157 2775025689 1062950861
ENSORLGO0000006847 |gpd1b O e e 3620845298 2750847547 -0071383961 0.989507567
ENSORL hbaes s embnvonie s [Sourca ZFIN:Acc 20B- 5703767998 1022274623 -2.732392129 1.949606008
ENSORLG00000012307 |zfandSa e ey g CO@nin & [SourceNCEl 3412835782 1056950034 -0.251858479 2104503201
ENSORLGO0000016164 |- - 4533368504 “13:64884177 2651719260 353100124
Smox Soermine oxidase [SourceNCE] aeneAcc 1011642101 426135687 2085021747 ~1.055305636 11215165
- - 3792461234 0.753901500 2143678477 089536596
ENSORLGO0000010039 [ndrgZ orotein NDRG2 [Source NGBl aene Acc 1011633611 4992673646 2923724478 2457129313 ~0.387695137
ENSORLG00000002123 | boka o 2211 451575064 0966031004 -3.058117047 0.492087143
ENSORLGO0000016510 |zfyvedb A AT 5009054544 2781797475 -0423987415 180375256
ENSORLGO0000014497 |- - 3784599818 150473428 0050063552 2240413658
ENSORLGO0000010566 |- - 3892361887 2509148212 ~3.773004011 ~2389305131
ENSORLG00000015418 | mmp15 Oryaias fatipes malri metalopepticase 5 (Tmot) 4523460121 2.442627569 -1675747397 0.405570183
ENSORLGO0000017446 |cebpd e e 4553648809 05661757535 2914357292 0978018894
ENSORLGO0000005072 |rbpd ;ee“n“e"/‘;z’c‘"fm‘ggaﬂ'gg‘w“ 4 [Sourca:NCBI 5653984309 1496048246 2183993131 1974427969
ENSORLG00000008004 |zge:t0110 |00 eated protein 2-B [SourceNCHI 34933553 1681319717 -1.448959149 0363561857
ENSORLG00000014950 |olfmi3b Oactomeely ke 3b [Source ZFNiAce ZDB-GENE- 3853169143 151851508 -3.557849562 -1222709862
ENSORLGO0000013633 |- - 3700054915 0862532907 ~1411%5758 1436648895
ENSORLGO000000750 [slit2 oot 2 (hrosophiia) [Source ZFINAcc ZD6 - 4.917354046 1442575656 -111356702 236167729
ENSORLG00000005424 |cdh16 éa;,‘\‘h;f‘lzg-mgi";&ad“”“ [SourceZFIN;Acc:ZDB- 5005252235 2633212238 -6.287975586 1350060913
ENSORLGO0000010812 | eef2k Egjzﬁ‘%;ifggﬁg%ﬁﬁg?o‘;g;igm 3385041159 1362499616 -0.825391603 1197634894
ENSORLGOD000011290 |- - T125955758 206450236 ~0.188351003 873497408
ENSORLGOD000013379 |- - 5151740706 2228572022 ~0,698366401 7025285999 |
Tamily with sequence smilarity 20, member A "
ENSORLG00000003869 |fam20a e e 4164265600 0.142912802 251575689 1
ENSORLGO0000005345 [sic16a% EA“H‘EJEZ'ELZ’Li’g‘;éé?éga’g‘f’&’gfm L3601 5356136886 362127558 -0547144453 1.188201683
ENSORL 12 [imemgp |1onsmembrane protein S8 [SourcelNCEl 368782273 1428063506 -2531421028 -0.271176881
ENSORLG00000017603 |clecila E;K?;‘;ﬁ;j:gc"'zaD‘”Bfggﬁ‘E’{‘{‘Bgoégres” 3234191687 2058036603 -0.114141093 1.06249894




uncharacterized LOC101155763 [Source:NCBI

ENSORLG00000015630 |- deneAcc1011557631 6.103342151 3328185039 -1.459025504 1316617416
ENSORL SYTL2 ynaptotagmin Ike 2 ISaurce HONG 4122355271 0362325521 -0212770739 3547747006
ENSORLGO0000006286 |- ke [Source:NCBI aene Acc 1011707881 507824688 2878486920 “231318611T 0112937954
ENSORLGO0000015958 |- - 3413553284 2176844001 ~1477076973 ~0.239883077
ENSORLG00000009075 |- e omne 2 [sourceNCEl 5067820213 1987717512 -1574152345 1506435013
ENSORLGO0000011996 |ehf o omaiogous factor [Source ZFIN;Acc:ZDB-GENE- 4.922940654 0813509519 -1.506997488 2602824394
B - 3168947553 1004336971 0480801854 684104062
ENSORLG00000001741 |fhilb o 2" palf LM domains 10 [Source ZFINAcc2DB- 3198891418 131948378 -1268971582 0610921476
KIAADB9S like [Source: HGNC Svmbol:Acc:HGNC:344081 5101218578 2.908184056 0493276772 2.686794532
ENSORLGO0000008874 |plvapb fs‘zsu’fe‘ez’;‘m2:;5‘2‘:‘;;§g§‘§fg§ggf§‘;‘m 3612773923 1966822954 -1529648545 0116787228
ENSORL MBNLL musciebl 101“;515;5‘51‘“ regulator 1 [Source:NCBI 3732031226 1770005301 -1.770151745 0192357887
ENSORL PDE3A phospodesterase on LoureeHeNe 6562701993 3302181412 -1.029461189 2161527474
ENSORLG00000006250 |ketd12b ?g;a%‘g“u':‘cg"zag'z%i‘;[)m;g?;;g_"égf;’_‘f&?‘“"‘"g 4574919553 2.6526869 -1.744699086 01780178
ENSORLG00000011457 |- - 3.117539044 -1.382710683 -2.830037494 167069659
ENSORLG00000011071 |ulkib ;*S’:urile ‘Z“;Thf:ﬁ:"z";a;E&";‘é’ﬁ;‘u"f; B 3142591519 0.66745485 -0.10453751 2371083549
ENSORLG00000000472 |5100s (Sslg\‘“{f;f‘u“s’;‘;_‘;fw‘”g protein S [Source:ZFIN;Acc:ZDB- 4532172644 0.716893675 -0.924036776 2801725363
Oryzias latipes antigen peptide transporter 2-Tke
ENSORLG00000006618 |abcb3 (abcb3), mRNA. [Source:RefSeq 4774648547 1.828663771 -1.037213822 1.909254883
mRNA:Acc:NM 0012788871
ENSORLG00000013025 |01 Yoy oxcasefike & [Source ZFINAcc ZDB- GENE- 323195212 1702848123 0392293851 1137295502
ENSORLGO0000016765 |pycard [SourgeZFIN Ao 7B GENE 000121 5299448737 2529300501 -1.32763054 1442994019
membrane associated guanyfate kinase, WW and PDZ
ENSORLG00000010588 |magila domain containing 1a [Source:ZFIN;Acc:ZDB- GENE- 3089529279 0794379501 -0.314098394 193153702
081105-131
ENSORLG00000000395 |ppplridaa POl Phoshatese 1 requlatory (D bton) supunit 5.769744357 2692745404 -2.173335423 0904147531
ENSORLG00000000239 |- et o rotease [Source NCE! 6864075363 2227959485 -5.444268438 ~0.80766773
ENSORLGOD00000Z667 [sncab (1 of TSource NCBI GeneAce 1011700441 7645560221 3414551350 3736708701 0492870107
ENSORLGODU00018251 |- - 4257020241 0390654053 ~2.25715622 1.649602516
ENSORLG00000005018 slcd3az |[219° newta amino acice franeporter small subunit 4 5444736743 1304467199 -3.324295467 0796458917
ENSORLGO0000017366 [storn stomatin [Source ZFIN:AccZDB- GENE-080526-4861 41378401 2174322048 0350870854 604136218
ENSORL pgms [ 5 [SourceiZFIN;Acc:ZDB-GENE- 4533151848 1873184961 -1512500158 1147862059
solute carrier family 12 (sodium/potassium/chloride
ENSORL sici2a1 porter), member 1 [Source:ZFIN;Acc:ZDB-GENE- 4923700544 -7.438820311 -4.426561328 7936477616
080130-31
ENSORL 17 [EnpP7 ectonudleatide pyrophosphatase/phosphodiesierase 7693288325 -1.320668306 -4.847301523 4176136128
ENSORLGOD000016750 [sich73-21k16 5 13-21K16.5 [SourceZFINiACG:ZDB- GENE- 030131 - 3511007667 0.925089491 0.066464666 2653767984
ENSORLGO0000001847 [coroZba _[coronin 26 [Source NCBI aene/Acc 1011678571 3824746950 2544391415 0771307489 20652147526
ENSORLG00000008993 |ptkzbb D oLe yosine kinase 2 beta, b [Source ZFINAce 2D 5181390032 1603885143 -1.032938078 1645051834
ENSORLGOD00000L768 | - 6630526034 1734563153 1541200432 3255231724
ENSORL tgfb2l e o n G Zata2s-31 6607878217 3027119631 -1.871435505 2209813454
ENSORLG00000013450 |foxo3 ?Wz‘as latipes f;mfzfﬂ"s'33og‘ﬁggl6"‘5f“’* 3878185765 1719345552 -1.963968721 0.195356635
ENSORLGO0000008849 |wasf3b e ol member 3b [Source ZHINAce 206+ 3706424284 1825344558 0379745071 2261310274
ENSORL opaa | D ot omeaa ) PoYPePde L 3358308331 1401657138 -2.116289762 -0.150151466
ENSORL( cpe e E [Source:ZFIN;Acc.ZDB-GENE- 4844299229 1623737065 -2.289751318 0931294348
ENSORLGO0000010881 |actal Oryzias fatipes acti aloha L sxeleta) musce (actal) 5927846049 -0472017521 -6.687832166 -0.287483837
ENSORLGO0000014469 |- 053764778 1863311068 0236038428 195260008
ENSORLG00000005839 | hspal2b 838‘2;";“?‘( protein 128 [Source:ZFIN:Acc:ZDB-GENE- 3420061084 1868953732 -2.043735348 -0.492143102
ENSORLGO0000000783 | col27a1b E‘E"‘\?gel“néype X’iv” alpha 1b [Source:ZFIN;Acc:ZDB- 3520389171 1.285407052 ~1.390000986 0854464895
ENSORLG00000016380 |hnfda e e e 3110771 4.12508924 1072303248 -2.538709615 2650256834
ENSORLGO0000001940 | kel ‘Fs‘gauﬁie‘”;;% i‘é’g‘;‘g;&iﬁgfég& 0511 5212538862 2659379731 -25514044854 0.039597895
ENSORLGOD0000L7175 [dspa urce:NCBI qene:Acc 1011657631 3011343555 1784934491 0222605667 T004108188
ENSORL tmemi7s  |anmeneiene protein 173 [Source ZFINAcc ZDB- 3083920659 1072227199 2420324146 -0.408145039
ENSORLGO0000008504 |tnfsf1013 ;‘;Qgﬁg:ﬁ;gs‘;;f;‘i’cg ‘;;g‘f&‘;fﬂi’g‘gégﬁmbe’ 10 4327372037 1287629612 -0162202039 2878025745
ENSORLG00000017407 |foxa2 e e o b e e, MRNA 6581337347 0555006044 -3.467806299 2550006202
ENSORLG00000005897 | dokib. 82’5:?3%%‘;‘" 1b [Source:ZFIN;Acc:ZDB- GENE - 4545913678 1723577218 -1.229216131 1593606764
ENSORLG00000014515 |- e monoon aenese I et 15 4.008732431 1503550666 -0932807675 1657849914
ENSORLGOD000008B70 [anall annexin maxd [Source: NCBI aene:Acc: 1000494561 4229902906 1875711101 ~0510568155 1794108604
ENSORLGO0000013881 | foxi1 forkhead box L1 [Source:2FIN;Acc:ZDB-GENE-040426- 6.247668972 0.438893388 -3.352793304 2456471901
ENSORLG00000003956 |smad 'gg”l‘;‘g 'E;““Y member 9 [Source:ZFIN:Acc:ZDB-GENE- 3073149788 0267152494 -1.008451423 1798030386
ENSORLGOD000017658 |- - 3286767068 0167502502 2667087966 0452562207
ENSORLGOD000000336 |- - 4541647285 160989263 ~5,528993986 0596754999
ENSORLGO0000010269 [tmemgga  |[1ansmembrane protein 88 [SourcalNCEI 4700375791 1996262353 -2.371180608 0342397901
ENSORLGO0000004966 | ADAMTSS g‘?}ﬁ:@’gﬁzl‘sjﬁ‘gﬂg?\/ﬁ;’;T\'CUC’T:"’GD;"CD;‘;;W” type 1 3099857369 2341918916 -2.048055951 -1.289633266
ENSORLG00000005788 |VAV3 O e er ey 9@ factor 3 [Source HGNC] 4110978885 0572665321 -0.692669023 2846131286
ENSORLG00000013277 | fgfr2 e e e 2311 3746678564 1660036435 -2.0960608 00089338
ENSORLG00000003949 |skib E;E‘vé"e";zl;%‘Z‘;%‘é‘f@gﬁéf’g;gflg?ﬂﬁ‘”9 b 4053875151 1.140676757 -1.997508383 0916174417
ENSORLGO0000015508 |HAND1 e o e rest ervatives xprensed | 7582275021 1707666497 -4165770149 1700320815
ENSORLGO0000008785 [sidkev-15152] - 3844381504 1791787227 0547774311 505304981
ENSORLGO0000016245 |- - 461852206 2371342150 ~0.523444845 172422035
ENSORLGOD000016845 |- - 7851985505 0279102756 ~3.308179482 1264188403
ENSORLG00000010315 |Ipard N 120201 - “‘” receptor 4 [SourceiZFIN;Acc:ZDB- 3130622088 1452022582 -1.747312841 -0.068229606
ENSORLG00000017235 |sich211-234h |5 5“211 23408 7 [Source:ZFIN;Acc.ZDB- GENE-061009- 3586371054 -1.341567501 -1.273555287 3654870223




G protein-coupled receptor 143 [Source:ZFINAcc.ZDB-

ENSORLG00000017851 |gpr143 GENE-040426-14761 3.873329835 0.591496324 -0.956412626 2.325905734
‘ankyrin repeat and SOCS box containing 9 N
ENSORLG00000017849 ASBY e O Lo contany 17.05404081 1121400334 3461396282 2379100007
Neddé family interacting protein 2 "
ENSORLG00000004591 [ndfip2 [Source ZFIN-Acc ZDB-GENE-040426.-26621 4103084166 1.151111393 0.239556521 2.712901346
heparin-binding EGF-Tike growth factor a
ENSORLG00000006983 | hbegfa R e e 3.129506028 2134782058 0467854337 1463063085
ENSORLGOD0000T 3940 [STch2T1-1a18 |cinaulin [Source NCBI cene Acc 1011700161 507600771 2838345605 0544468354 1543678754
ENSORLGO0000010146 [extlc exostosin- 1c [Source NCBI aene Acc 1011693741 3023150541 1803800992 ~0,04504123 1274793374
ENSORLGO0000008809 |anad e e e i1 4175848203 1373028923 -0229704098 2572700166
ENSORLG00000016533 |- - 6.226066823 3.76663771 -2.896911422 -0.436993573
ENSORLGO0000006703 [irf3 oterteron 1egulatory factor 3 [Source ZFINAcc ZD5- 4862285038 1761318364 -1192502724 1.908860348
ENSORLGO0000013754 |- - 1568443168 1288815342 21767173 0620027631
ENSORLGO0U000L1317 [LPINZ (1 of me[lipin 2 [Source HGNC Sumbol Acc HGNC 144501 4800176033 170460619 1874749715 1230307262
ENSORLG00000015032 | cebpb gg::;éi"i“uaﬂ%?sg‘ﬂd‘”g protein beta [Source:NCBI 5.230046071 1018395264 -3.380430204 0833705597
ENSORLG00000013738 |- - 6.337899116 3470281704 -2.283467392 0.584630172
ENSORLGO0000014408 |cpz corboxypept dase Z [Source ZFINAcc ZDB-GENE- 4476673972 1115059134 -2.005371591 1266727993
ENSORLGO0000005883 |sch73- 16019, |33~ 160191 [Source ZFINAce 2DB-GENE-141212- 510918839 266778111 -1.902447004 0530441634
Zinc finger and BTB domain containing 32 )
ENSORLG00000006489 | zbtb32 I o o) 4385899101 2079185954 1859866046 0.447336328
ENSORLGO000000L76 [agp3a TSourceNCBI aeneAcc 1011630891 4755871038 2023699902 ~1461336299 0771270648
ENSORLGO0000017404 |- - 5150022212 0915045692 ~2.113267408 2130294176
ENSORLGO0000000128 |SLC5A S gy [S0urceHONC 4854237171 0276457814 -3112832935 1465432229
ENSORLG00000010062 | mef2ch ggﬁ;yﬁzggi”ﬁ' factor 2cb [Source:ZFIN;Acc:ZDB- 3768594987 2161966814 -0.264395254 1342718517
ENSORLG00000008926 |antxr1b iy (oan receptor 1b [Source:ZFIN:Acc ZDB-GENE- 3425506804 0369340878 -4,037231018 -0.98058035
ENSORLGO0000013146 [Irrc17 |cucine fch repeat containing L7 [Source:ZFNAcc ZD6- 3.085430061 165053643 -0454197267 1822180985
-~ embryonic subunit alpha-Tke [Source:NCBI "
e 10 b nemoglobin embryon 6637479633 0.700020365 3522005273 2415938999
matrix-remodelling associated 5b R
ENSORLG00000016206 |mxrash T o 04 110] 3754660707 0812530722 098172395 1960883026
ENSORLGO0000006869 [ntns nettin  fSource ZFIN Acc Z0B - GENE-130530-583T 05516863 0782957633 3506588346 1332023768
ENSORLGODD00000965 [cpa2 carboxvoetidase A2 fSource:NCBI aene:Acc: 1011591881 4843267596 1701167503 ~4.121319204 ~0.078194311
ENSORLG00000004769 |perp PERD s aboptoss efector [Source NCE! 4256952546 1374318729 -1129372356 1753746472
actin related protein 2/3 complex, subunTt 18 "
ENSORLG00000009068 |arpelb gctin relsied protein 2/3 complex. subunit 4843312734 2733611327 165167049 0558506886
ENSORLG00000010461 |tfec ranscription factor EC [Source:NCBI 3266460849 0509702697 -2.703368938 0053874503
eneAcc:1011675031
ENSORLGOD0000L7386 | - 3927377832 0396452966 7408333799 1083070772
Tl aipha b
ENSORL mat2ab P e e T 3.020622658 1878268271 0351648863 1494488169
ENSORLGO0000011256 |cada o boryC annvdrase IV a [Source ZFINAcc ZDB-GENE- 6.967194652 1014603219 -6.493204638 -0.540129242
ENSORLGOD0000T1492 |- - 3677579382 35056710 1107560838 1776424708
ENSORLGODU00007225 [pa® baired box 8 [Source ZFIN Acc ZDB-GENE-001030-31 6604350071 1013737335 ~3.460790799 2211299868
sphingosine-1-phosphate receptor 5a B -
ENSORLG00000015375 |sLpr5a o P e e 3.124550057 2088216831 1466357148 0429538295
ENSORLGO0000001918 |- - 3957584545 1965580361 ~1666841936 0065648214
ENSORL 19 [aldh1a2 iy e ey drogenase 1 o, memoer A2 5067048294 201636065 -1562017536 1489154634
ENSORLGO0000006756 |tmemS6a IEEET;;U%;'EXO‘EW 56 [Source ZFIN;Acc:ZDB- 4504708678 1163583809 -1.430847066 1910762416
ENSORLG00000012284 |rhag e iy s ot [ource ZFN A 208 5622492143 -0.270062113 -3.030580172 1.962448586
A receptor [SourceHGNC B
ENSORL CCKAR cholecystokinin  recep 7262951458 2796792571 2614253649 1852396798
ENSORLGO0000018138 [tmemz06 | 1ansmembrane profein 206 [SourceiNCE! 4006231721 1832545402 -0.524796094 1649375554
ENSORLGOD000010199 |- - 3603453364 1841464189 0028008167 1734465073
ENSORLG00000014802 |si:ckey-183n2| 3‘4%?11115530?20 15 [Source:ZFIN;Acc:ZDB-GENE- 6337020533 1.046020807 269261359 25088701
SAM domain, SH3 domain and nuciear localisation
ENSORLGOD000014201 [samsnta | 3AM domain SHS Jomain o nuceey locbsaion 501 4981287462 1.984012529 -2.232470147 0765289984
ENSORLGOD000016004 [renbp renin binding protein [SourceNCB! 3823662921 0394225920 1714270301 1715610367
ENSORLGODU0000031T - 5915225207 2419171733 ~1.260000017 2227436246
SUppressor of glucose, autophagy associated 1 B
ENSORLG00000002608 |sogal suppressor of glucese, autophagy asocial 3680745216 0180792558 1502734166 199770281
ENSORLGO0000013782 | frzb frizzled fﬂf‘m’ protein [Source:ZFIN;Acc:ZDB- GENE- 3066600418 2331430377 1177273237 -0.441618255
ENSORLGO000000403L [MYOF mvoferlin [SourceHGNC SymbolAcCHGNC3656] 3715608108 1524004032 ~1262370038 0909628076
hydroxyacid oxidase 2 (long chain) B
ENSORLG0000000B512 |hao2 BB i 2 oo o 6. 12391 7288125433 1336203432 2982333804 2970085771
ENSORLG00000001350 |kits e lammen, Protein ONS [SourceiNCE] 5052849942 0055527141 2567325756 243048181
Tike splicing regulator 1 B
ENSORLG00000015858 | mbniL |RaiceTiiins T G G o 3.898112438 1443381687 1722568228 0732647339
ST alpha-N-acetyl-neuraminide alpha-2.6-
ENSORLG00000014634 |stBsial sialyltransferase 1 [Source:ZFIN;Acc:ZDB- GENE-051005- 3252700713 1552043154 -1221824493 0479310562
ENSORLGOO0000T6551 [70e 158846 |7 156846 [Source:ZFINACc7DB-GENE -070209-501 T45972425 0364777082 2567248084 2237738160
ENSORLGOD000007369 |- - 4520617215 2888684653 056427697 2196694857
ENSORLG00000017036 |- o By e o863 [Source NCBI 713747335 0.346745587 -5.547586123 1243628743
ENSORLGO0000016665 [olfmizba | Ofactomecin-Tike 26a [SourcazFINiAcc ZDB-GENE- 5660086781 1238954915 -1642153884 2779469001
- - 3520604774 0506426434 ~0.00198988 2923762257
ENSORLG00000015087 |sicdkey-109a1 “nhorac 10117215?;1“1172979 [Source:NCBI 3515183331 06892272 -1.491658411 1334782475
signal peptide, CUB domain, EGF-TIke 3 " y
ENSORLG00000013085 [scubes [39ne Pepie B o e 1 3500501376 1426395941 2231078523 0066488077
- - 6420429115 311018277 0516331361 2604402257
ENSORLG00000002372 |si:ch211-93g2] Zg;“;\;"fﬂ‘ﬂg“;;é‘f’ase DDB_G0268948 [Source:NCBI 2654053188 -0.057097945 _4.01667085 0604968369
Solute carrier organic anion transporter family, member " y
ENSORLG00000000985 |sico2al e o e ones tam 3869148834 1730762387 3042213249 0912350547
ENSORLGO0000002431 |- - 723733133 2814664365 3036516250 1386634243
ATPKL 2loha inase 1 [SourceHGNC HIGNC200171 4306323965 1615810537 ~1410313544 1271672449
epithelial splicing regulatory protein 1 B
ENSORLGO0000008S76 |esrpl e 3388034523 1428944762 1985428414
ENSORLG00000003862 |fn1b g:m“”” 1b [Source:ZFIN;Acc:ZDB- GENE-030131- 4865386579 0413072311 -3.893585318 0.559213809
ENSORLGO0000005829 |col5a3a o e V. alpha 3a [Source ZFINAcc ZDB-GENE- 4735875385 2316642635 -0853533886 1566180547
ENSORLGOD000012003 [T four ointed box 1 [Source NCBI aeneAce 1011708931 3071348526 1435994881 0835822212 0.800016621
ENSORLG00000006439 | mxd4 e nereation protein 4 [Source:ZFINAce Z05- 5061537794 2261716314 -0.369394067 2410011379




ENSORLG00000014162 |vwall o e Ay roraeno 1 3918600014 -0.282685577 -1994112108 2207658221
ENSORLG00000006426 |2ge:171592 ac:171592 [Source:ZFIN:Acc:ZDB-GENE-080220-231 7.708085021 2.388088241 -8.059898966 -2.739417255
ENSORLG00000017121 |dhrs3b g::id“’g:ﬁ?g“g?ase 3 [Source:NCBI 3619859359 2219009411 -1.946774347 -0.545439798
ENSORLG00000016942 |gchfr e o oy 5038822981 2912160681 -1545191041 0581956738
ENSORLG00000000812 |2gc:101583 ;“;f;es‘“:"”ﬁf””m‘e' NIPA2 [Source:NCBI 3313070875 2070672086 0909596384 2152479609
ENSORLG00000010100 |bag2 gggzﬁi"f‘;;ﬁ&i‘g&”"ge”e 2 [Source:NCBI 4024853672 2681279587 0349353808 1603412962
ENSORLG00000005621 |- - 4667573791 1815645853 -0.280007646 2572405174
ENSORLGO0000006652 |def6a DETE, uanine aepetide exchange factor [SourceiNCE 3502670766 2281792606 0.360248311 1671611874
ENSORLGO0000002844 | rassf2a e R ol el Tamly member 4490494489 1990262742 -0189423475 2311292906
ENSORLG00000002501 |- - 5.903923266 0.508623717 -6.006582356 -0.610799074
ENSORLG00000016428 |- D el [Source:NCBI 6183049761 157612217 -4,810948029 -0.203536051
ENSORL pck2 TSource:NCBI aene-Acc 1011581451 2 3.265679773 0.092162479 -2.768800011 0.405202106
ENSORLG00000007902 |hoxe12a Ez;f::igﬁ;?g;;f’*'c“a [Source:NCEI 3866480507 0.075003798 4468793712 0676830569
1
ENSORL( ERMP1 i HGN?&“S’:\‘;‘:‘ACC Cone. 2370311 4.096468942 1517729029 -1.406617832 1172606345
ENSORLGO0000004256 |empl. E@L"Eej‘na;gg;’z"f’z'f” protein 1 [Source ZFIN:Acc:ZDB- 3549150019 2020821594 -0941595418 0587218887
ENSORLGO0000016624 |- I 5549173265 3005503028 ~1875605084 057855027
ENSORLG00000003247 | foxd1 [ e v T o 1560788521 1028146644 -5.462715463 -0.045834351
ENSORL sich211-276f| dlucose-fructose oxidoreductase domain.cor 4107160357 1606858688 -0.966569281 1534217622
ENSORLGOD000017006 |- - 534860083 2417790088 2548601988 0352693560
Oryzias atipes twist-related protein 2-Tke
ENSORLG00000016373 |twist3 (LOC101165873), mRNA. [SourceRefSeq 5648500059 24557753 -4,61383852 3.490829865
mRNAACCNM 00130901
ENSORLGOD000010ZL | - 3710660037 1766606627 0365568847 1567688363
ENSORLGOD000010556 [cntn Contactin 2 [Source ZFINAcc ZDB-GENE-690630-121 5645665014 1607491533 ~0.0208537 3100303490
ENSORLGODU00016B95 |- - 3013161065 1195008539 0415075518 2302591728
ENSORLG00000001490 |spry4 Eﬁ:‘yu;‘uosmuzbz% 4 (Drosophila) [Source:ZFIN:Acc:ZDB- 7.520409181 4487721519 -1.204327249 1828850574
ENSORLGO0000016561 |esirb Cetoger rermed receptor beta [Source ZFINAce 2DB- 1711569639 10.55807549 -2.477456588 407973655
ENSORLGO0000014146 [ENTPD2 | eEtonuciecside trighosphate diphospho 2 4345379155 1132135707 -0.343418897 2870310874
ENSORLG00000015532 | pkdcch Fs'gie"c”e’;gﬁigé’?g‘s“_g‘;“hjg‘»”fggé%‘_‘g%'gfm‘c b 3799533712 1841383388 -2.412930836 -0.454295585
ENSORLGO0000016908 [GREM (1 of g;?:t‘:‘n‘:r\‘ i‘fﬁ&'ﬁ?‘;‘uﬁw antagonist [Source:HGNC 4.058075985 2026219677 -2.767304688 -0.734963767
ENSORLGO0000016585 |- - 3548072816 1523896017 0537880601 1086780957
ENSORLGO0000001278 |plekna7a |Pieckstin homolooy demain comaining, famty & 3.606614855 1177390926 -1198779787 1430929891
ENSORLG00000013479 [fma4b> |G o7 coiana 4B [SourceZiliAce 208 3226525646 0737933796 -1498470634 0989605429
ENSORLGO0000002013 |ciant claudn | [Source.ZFAN.AcGZDB-GENE-010528-01 7015860857 1735556816 “586301023 0582199168
FBLNT (1 of m]fibulin 1 [Source: HGNC SvmbolACcHGNC:36001 3873900029 0532417758 ~2.006286771 ~0.564310697
ENSORLGO0000014 761 [tns1b tensin 1D [Source ZFIN:Acc:ZDB-GENE-030131 69331 4121743436 1717167432 ~1.235086842 1160973935
ENSORLG00000011664 | mfap5 mcrofbrilar assooeted protein 2 [Source NCE! 3656750043 2841362638 -1.397249606 0581376241
- - 5355331067 0583359906 0665400873 7106066986
ENSORLGO0000016589 | faah fatty scid amide hydrolese [Sourcs:ZFIN Acc208-GENE- 4458460765 0106321514 -2.822313567 1530310612
ENSORLGOD000001873 [TENTSA  [{erminal nuceot dyyansierase 5A [Source NCEI 5106858282 1503478514 -1.006527315 2417338048
ENSORLGOD00001B16Z |- - 4315757347 1342308514 ~1267750633 1705675075
ENSORLGODU000138B9 |- - 3537527611 2122286621 ~0.995201 761 0420474323
ENSORLGOD000013562 |- trvosin-7 [Source NCBI qene/Acc 1011619211 7498536101 1.546608853 ~6.370825912 0418501767
(gamma),
ENSORLG00000001150 | bbox (gamma-butyrobetaine hydroxylase) 1 395894118 0.473794345 -2.133534362 1352007243
[Source:ZFIN;Acc:ZDB- GENE-050417 -218]
minppla e e P At 4601551324 0036756316 -2.800747317 1764532928
- - 314657683 1560148017 0021633047 1570546545
Solute carrier family 9. subfamily A (NHES. cation proton
sic9adrib |antiporter 3), member 3 regulator 1b 4950595284 1828955966 -1.884271731 1237851401
[Source:ZFIN:Acc.ZDB- GENE-170530-61
EEED £PS8-Iike 3a (Source.ZFIN:Acc.ZDB - GENE-091204-4601 430057218 ~1063588391 325049925 2104145200
ENSORLGO0000011646 |RASAZ L ot o 2 Source HGNG 3957335298 1945100824 0447977963 2.460688201
ENSORLG00000013413 |pipSkiba |PhosPRatidyinostto) & phospheto & knase, ype . beta 356756648 0.965348733 -2.055052622 0547649761
ENSORLG00000016352 | sickey-256h2 ;‘;‘key'zmz 1 [Source:ZFIN;Acc:ZDB- GENE-030131- 3720047538 1270973574 0385250218 206520835
ENSORLG00000010191 [nr2fla stu‘fcag ;ﬁiﬁ;ﬁ;?ﬁéﬁg%élg%ﬁ;H;"ber 1la 3127875621 2437544602 -1.69353355 -1.002717956
ENSORLG00000002303 |- e o e ol containing 16.69994368 10.96260686 -3.872655377 186515079
ENSORLGOD00000B785 |- - 5033893000 3494041897 0464489266 1075840702
ENSORLG00000010290 | peolcea Reoorce ZFINCACC ZDBVGENEV&’;EZE;EW 4604069371 1623797028 -4.148510213 -1.167752824
ENSORL( - Oryzias latipes H;;%i&i%&”%ﬁﬁ mRNA 15.95482835 10.85596635 0532296748 4567033612
ENSORLGO0000013935 |- - 126350829 1750004317 ~1105720649 1271110006
ENSORLG00000000944 |mft2 09 Fnger prote pgansmembrane 2 [Source NCEI 3790827296 1226771136 -0415882515 2148659736
ENSORLGO00000018185 |loxi3b l)yaségf?saié‘w‘ke 3b [Source:ZFIN;Acc:ZDB- GENE- 4169735585 1.293556838 -1.407128082 1469536156
ENSORLG00000011244 |ank1b Ry g roovte b [SourcaZFINAce ZDB-GENE- 5531184224 -7573896238 -9.015517352 4090068833
ENSORLGO0000004681. [ARHGAPG |80 G7Fase acthating protein 6 [Source HGNC 4200268382 1785237908 -2.417337473 0007177996
ENSORLGO0000010798 |- - 4706127438 0706082447 2817601456 2775093275
ENSORLGOD000010562 |- - 3084543836 0323846136 3633068617 ~0.172786624
ENSORLG00000014343 |id3 o sy "0 * ML protein [SourceNCEI 3976392902 226382511 -2.65968301 -0946630981
ENSORLGOD000003B10 [efnalb (1 of lephrin AL [Source:NCBI ene Acc.101 1699631 5033150163 1781535250 ~1467086682 2285012117
ENSORLG00000007386 | matla gy /"hse [SourceNCEl 4670255257 0.710464837 -2.616481352 1143704536
ENSORLGO0000013755 |cbib If_g;i;?é‘”;gﬁ;iz‘;gB“Féagi‘“;ﬂgggsz& a0 5042678982 2688174065 -1.888334753 0466655685
ENSORLGOD00000367L |- - 3258842431 220214565 0168576713 1225758305
ENSORLGOD000002101 [AFAP1LA (1 of 2541 lament assocated protein 1 like 1 [SourceHGNC 3693083617 2637037366 1301984085 2358514691
ENSORLG00000005650 | ca6 gi},"f’;l‘?fu”g”ﬁ“’“e VI [Source:ZFIN:Acc:ZDB- GENE- 4570691179 1130642056 2814951003 0625582384
ENSORLG00000007828 |sich211-137i7| . Ch2LL-137124.10 [Source:ZFIN;Acc:ZDB-GENE- 4881567993 2105409658 -0.973278691 1803384571

060526-34]




protein kinase, interferon-inducible double stranded

ENSORLGO0000017598 |prkra RNA dependent activator [Source:ZFIN:Acc.ZDB- GENE- 621392501 396875078 -1178326341 106633531
050309-2061
sphingosine-1-phosphate receptor 4 B
ENSORLG00000017476 |sLprd o e &) 1644791233 1198262287 2829714404 1636041645
allaline phosphatase, Tver/bone/kidney "
ENSORLG00000017066 |alp! [Source ZFIN-Acc:ZDB-GENE-040420- 11 4213965882 1.999016507 0682677222 1532757013
transaelin [Source:NCBI aene:Acc:1011690571 4198157138 2.974096245 -1.02940372 0.195142175
'ST3 beta-galactoside alpha-2,3-sialyltransferase 5 B
st3gals o e 2 a2 3120264914 1460635413 0561230442 1098875167
B I 3015004536 2000296282 ~1268851106 05646432538
nuCiear receptor subfamily 1. group D, member 4a "
nrldda [Source ZFIN-Acc ZDB- GENE -080403-51 3.805118583 1.370501622 0.289966942 2.145133267
- 3.334449922 1419794254 0.198730018 2.113868569
ENSORLGO0000001080 |xdh onine ehvrogenase [Source ZFIN;Acc ZDB-GENE- 558024666 1387756817 -3.53033416 3420154948
protein tyrosine phosphatase, receptor ype. h B
ENSORLG00000006880 |ptprh |LSOUYC& ZFIN:Acc ZDB-GENE-091118-901 4.09391453 0.186736046 1.919522591 1.988140508
ENSORLGO0000014439 | CEL bile salt-activated lipase [Source:NCBI 6.104418832 1656049649 -4.898853562 -0.450899508
gene:Acc:101172670]
B - 004150582 103992458 0004428011 1570293453
glycine amidinotransferase (L-argnine.glycine
gotm Source:ZFIN;Acc ZDB-GENE- 6738761245 2773884501 4275748792 -0.310386403
021015-11
- - 440685237 0.497223245 -1.149088289 2.761025819
T [Source HGNC
ENSORLG! 97 |MPPEL e 5007636366 -11.39973721 -1.798549488 1460933344
ENSORLG00000016604 |si:ckey-30e9.7] 55‘4%‘;“‘3“59 7 [Source:ZFIN:Acc:ZDB-GENE-131121- 3517326638 1205490351 0304638663 2526961252
ENSORLG00000011353 |sptb ;%E‘;ég‘;ﬁe‘a erythrocytic [Source:ZFIN;Acc:ZDB-GENE- 6115783608 2384753811 -1.413347836 2318170103
ENSORLG00000001820 |rasal3 "ot actvator ke 3 [Source ZFN/Ace.2DB- 4286408649 065601314 -3.150682249 0.470609666
ENSORLG00000011535 | pedh12 f’;%‘fcad"e”” 12 [Source:ZFIN;Acc:ZDB-GENE-140106 - 4248327786 2191884264 -1.208072835 0848855477
transporter associated with antigen processing, sUbUNTL
ENSORLG00000012606 |tap2t type ., teleost specific [Source:ZFIN;AccZDB- GENE- 3728650359 1986119911 0120334803 1863350309
130531-481
ENSORLGO000000Z617 |- - 6241078563 35B5374976 2665440210 0008368212
ENSORLGODU00015B0Z [trmoda tropomodulin 4 TSource NCBI gene Acc 1011661631 3722794587 051787778 ~3.104010978 0101369848
ENSORLG00000013113 |si:dkey-65b13 ;‘O‘é‘;“'ssbﬁ 13 [Source:ZFIN;Acc:ZDB-GENE-141216 - 5607517829 2187721585 -2.388429035 1031855245
\-maf avian mUSCUIGAPOneUTOC flbrosarcoma
ENSORLG00000009479 |mafba oncogene homolog Ba [Source:ZFIN;AccZDB- GENE- 3703272786 1164656603 -2.42044637 0118654617
9805265151
aldehyde dehydrogenase 8 family member AL - -
ENSORLGO0000016537 [aldhga1  |Aldehyde dehydrogenase £ farnly 59530506 0181846478 3721487203 2413894887
ENSORLGO000000332Z |- - 3604290736 0149933356 2364183950 T 180658157
ENSORLG00000014464 |- bile salt-activated lipase [Source:NCBI 5837388568 -0.3200286 4574438022 1502463914
eneAcc1011729161
ENSORLGO00000006EL | - 3516695006 1335723556 0771080407 1400470348
ENSORLG00000016793 |rgs19 ;9”“9‘3‘“' of G-protein signaling 17 [Source:NCBI 2097104621 067683292 1576647795 1844108789
ENSORLG00000003825 |dhxs8 o pelcase o [sourceNCEl 4379407761 0939479999 -1.915182082 1525230606
ENSORLGOD000015020 | - 40527815 1856724688 05632521629 1564020778
ENSORLGOD000002044 TS [V homeobox 5 [Source NCBI ene Ace 1011664001 4775563745 1944058583 ~0.205207114 262669310
zinc finger and BTB domain containing 5 [Source:HGNC R
ENSORLG00000005151 |ZBTBS e finger and BT Sorl 3227560267 1340122848 0181665492 1706256625
pleckstrin homalogy domain-contaming family A
ENSORLGO0000004953 plekhata |Pieckstrin homolooy demain-containg fany 3353556362 150970243 058040543 233474464
ENSORLGO000000024Z | - 5039724605 1032100087 ~1533773686 7474744057
Esynthase [SourceNCEI .
ENSORL 15 [prges prostaglendin E synth 4356265281 2194472253 0088832491 2063445429
FYVE and colled-coil domain containing 1a y B
ENSORLG00000016646 |fycola | Soucezei e Zon GE\e 10ct 21 324654922 0505999764 1861117183 1891016711
ENSORLG00000013830 |sh3bpd 53 domarn binding protei 4 [Source NCEI 3268414831 2005243047 0840623319 2104270157
Calcium-binding mitochondrial carrier protein SCaMC-
ENSORLGOD000012877 [sic2sazsb | S2ihim binting mitochondra) carmer o 3640235028 1470778348 0.060100757 2230052577
ENSORLGO0000000098 |zeb2b Zin finger E-box binding homeobox 2 [Source:NCBI 3475486582 1656039045 -2.248507293 -0.42857485
aeneAcc:1011727961
Sosondowah ankyrin repeat domai famly member Aa y B
ENSORLGOD000001317 [sowahaa  |s95ndonar ankyro epeat domar fam 3748982655 0198219178 1633710519 2313966169
glutaminase 2a (liver, mitochondrial) B -
ENSORLG00000012493 |gls2a Glutarinase 2a iver. mitochondral) «n 5026634129 0057244988 1560310916 1072382304
Ti-beta 1ke
ENSORL A (AT o 3782407527 -0.773629506 -2.267139243 2289381352
ENSORLG00000012382 |adcy6a gggg;‘f};m‘“e 6a [Source:ZFIN:Ace:ZDB-GENE- 2122411512 1211290302 -1.380753651 1530852951
ENSORLG00000017725 |bcl10 gy mehoma 10 [Sourcer ZFIN;Ace DB GENE- 4386626053 0881144534 -2.417649513 1088317512
ENSORLG00000005044 |amh o haerin hormone [Source ZFINAce 2DB-GENE- 4805808138 2351218842 1066813671 1.388260507
ENSORLG00000010779 |plxcic2 D S copaining 2 [Source ZHNAcc 208 4274040437 2016096952 -2.072621149 0185807882
ENSORLGOUUU00L7717 [cianT0b [claudin-10 [SourceNCBI eneAcc 1011665121 172750664 0 ~172100612 0
Solute carrier family 20, member 1a , R
ENSORLGO0000013173 [sic20ata  [solute carler family 20. member 12 5703820266 0796387606 5203026254 0295100752
dehydrogenase/reductase (SDR family) member 70 B
ENSORLGOD000013546 [dhrs7ch | iehverogenasarreriictase GOR family) e 1571664694 1110205236 1071570585 3.452590803
poly (ADP-ribose) polymerase family, member 12a - B
ENSORLG00000016148 |parp12a 'LSWCE o ribase) palymerase family me 3007652115 0080319163 1758684271 1329771926
N-acetylgalactosaminidase, alpha "
ENSORLGO0000016875 |naga e oo 13. 2561 3451162327 025635924 2684800079 0510487918
amine oxidase, copper containing 2 B N
ENSORLG00000017488 |aoc2 |LSWCe ddase, copper containing 2 1331 3485099568 2102991969 2611237768 1228645173
N like protein 2 [Source:NCEI
ENSORL [ 4825183491 2758348813 0211252667 2278572539
Oryzias latipes steroid 17-alpha-nydroxylase/17,20
ENSORLG00000002242 |cypi7a2  [iyase-like (cyp17a2), mRNA. [Source:RefSeq 535242095 2062826538 0673841641 2616137713
mRNAACENM 0012788761
Kruppel like factor 6 [SourceHGNC B
ENSORLG00000005620 |KLF6 e o oo, 3752229229 1001604502 1817773266 0843336535
ENSORLGO0000003402 |pvalb beta [Source NCBI aeneAce 1011738961 5276230054 1666534679 ~5.22626398 ~1251004433
ENSORLGO0000015238 |- - 351030767 1.569202988 018115410 2182653658
FrasL. related extracellular matix protein 25 "
ENSORLGO0000003520 [em2 |95 Teoed Xrerelr Bt v 4063763967 2407296854 0508450745 1148497995
ENSORLG00000012314 |mdla tho-related GTP-binding protein Rhot [Source:NCBI 3678537651 0878630013 -0.117521654 2682871569
eneAcc1011672151
ENSORLGO0000006338 |- - 3584410586 2301298351 0327166241 1610765687
ENSORLGOD000006095 [rgZa neurequln 2a [Source ZAN.ACCZDB-GENE-070615 101 37262995363 0101104232 2014118600 1148166458
ENSORLGODU00015B16 |- - 3404516831 0447260617 ~2.128053474 1.613310859
pyruvate dehydrogenase kinase s0zyme 2 R
ENSORLG00000012173 |pdk2a yruvate dehydrogenase Kinase, isozyms 3261192995 1090575505 0965517164 1205585321
ENSORLGO0000016446 |- - 1216130222 23T49TAT2 2701410946 0850162138




ENSORLGO00000011270 [nrih4 AT hy Hmember & 3953004312 -0.989108477 -1958875822 2983721912
ISource:NCBI ene:Acc: 1011661
calcium/calmodulin dependent protem Tinase Il inhibitor )
ENSORLG00000015784 [carnkenta | FSum/caimedulin dependent prote 4134700315 0856523722 1060573349 2218098001
ENSORL copcizr  |Goted colldomai containing 117 [Source HGNC 3013512082 0428323107 -1.385513438 1.200160961
ENSORLG00000014976 |- - 5.043437161 0.762955855 -2.84328029 1437686225
ENSORLG00000005451 |egrl ;;ggzgé’?awz‘;’f”“m 1 [Source:ZFIN;Acc:ZDB-GENE- 5305593447 143579804 1429394737 2440885565
“olue arter Tl 13 Godtur- depencent
ENSORLGO0000002566 [sic13a2 dicarborylate transporter), m 5210747859 -0.283065823 -3,686251691 180804497
onrea S A 78 AN Ddera: 260
ENSORLG00000016602 |- 3.599681454 0915157508 -2.600887915 0.084119462
5'-nucleotidase, cytosolic I, like 1 R
ENSORLG00000008627 |nt5c21 e o 100661 7145605655 1993365001 0831042188 4321690125
Fii-1 proto-oncogene, ETS ranscription factor b "
ENSORLG00000015940 |flilb [Source ZFIN-Acc ZDB. GENE-031114-31 5.049464749 1.999796795 2633591939 0.416561568
ENSORLGO0000013704 |ncoa3 uclenr eceptor coactvator 3 [Source ZFINAcc ZD5- 3493188434 147526823 -013557476 1882830321
ENSORLGO0000017833 |- - 5058987784 558075464 ~1487328745 2514069501
Solute carrier family 22 (organic cation/zwitierion
ENSORLG00000001145 |sic22aé transporter), member 4 [Source:ZFIN;Acc. ZDB- GENE- 535834058 1188736562 -1021130971 314895192
040426-15171
ENSORLG00000004552 |- I_ 15.75122367 13.18227795 -1.75634884 0.813064248
Rho guanine nucleotide exchange factor (GEF) 3, ke )
ENSORLGO0000008610 [arhgefal | Fho @uenine nucleotide exchanae facto 4136291689 1537635572 1670318245 0928821876
ENSORLG00000016389 |agth serine--pyruvate aminotransferase [Source:NCBI 7.05397491 1175830319 _2.880606151 2998027857
eneAcc1011673251
ENSORLG00000001715 |- - 6.49025518 -11.17997749 -3.728522926 13.94221391
ENSORLG00000016336 |- - 8.245863112 2.50519986 -7.125387775 -1.384239575
ENSORLGO0000000398 |agrp 200Ut 1elated neuropepide [Source:ZFINAcc ZD5- 7697709008 2252081674 5353136771 0002776239
MID1 interacting protein 1 [SourceHGNG N
ENSORLG00000001030 |MID1P1  |MIDL interacting protenn | 3686464607 1196786972 05667007292 1823155126
ENSORLG00000014533 |junba transcription factor jun-B [Source:NCBI 4802666742 0832788609 -1.702848443 2287514948
qeneAcc:1011697701
Solute carrier family 5 (sodium/inoSItol Cotransporter) y "
ENSORLG00000008125 |sic5al1 O T a o osto cotansporter 7.19197539 8620952902 2977673001 12.83578397
Tysine (K)-specific demethylase 28D
ENSORLGO0000008S62 [kemzbp  |ine (¥)-specifc demethylase 28 3528782477 0936165675 0226996619 2820097431
ubiquitin protein ligase E3 component n-recognin 3
ENSORLG00000017239 |ubr3 e e e o oot et 3732036611 186844782 0672144738 253621850
Bin ource NCBI ene:Acc. 1011582481 3130045677 755338896 719064016 2306105041
prkd2 E’;“z‘f‘” kinase D2 [Source:ZFIN;Acc:ZDB-GENE-131120- 3279544789 1659266855 -0.980083878 0640678874
FOXBS (1 of B [SourceHGNC SvmbolACGHGNCS1161 517301642 56571786 2855850005 ~126807279%
potassium channel tetramerization domain containing 7
ENSORLG00000014078 |ketd7 B e ot o o 3057735538 1440134855 0391143955 2009228869
ENSORLGOD00000E37Z | - 788395627 0028070113 2310004526 2506926027
ENSORLGODU00000364 |- 5 4616264883 2192427650 ~0.023771913 2.400553671
ENSORLGO0000000913 [sich73-63e15 | $ieh73-63¢15:2 [SourceZFINAce:ZDB- GENE- 091204 3707686556 1005922387 -1.329098501 1373150624
i T syndrome " y
ENSORLG00000014142 |wasa koL A ch Syndrome (eczerma thiom. 4377873956 1630186374 2798114571 0049940869
- - 4002071617 0635616338 ~1270433385 2187154812
RAB3D, member RAS oncogene family, b N ~
ENSORLG00000016555 |rab3db B e R O Yo 3.022517784 0534852847 2255807428 1302048211
cytochrome ¢ oxidase subuni 4 isoform 2, mitochondrial "
ENSORLG00000001813 | coxdi2 eylochome c oxidase subuni ¢ e 4460236894 1507034993 2576218063 0377468842
5 325512627 0954750355 ~1668650565 0432200968
Collagen type T lpha 1 [Source NGl - -
col collagen type  eohe | 5191811628 2204410013 3.937964556 0950079044
- - 4380129906 35140523 0051641684 0518403077
ENSORLG00000004326 |tyrpla s o Protein 1a [Source ZFNiACG ZD5- 4948163131 0360301499 -3.143251450 1445004707
qrass carp reovirus (GCRV)-induced gene 2] R
ENSORLGO0000001055 |gig2] s e (OO induced gene 2 5576571063 2902727706 0.980174048 1684154521
ENSORLGO0000011450 |- - 7070885678 3660848005 2160350763 T2TI171861
ENSORLGO0000004035 |- - 4851315873 0.963981356 2648315414 1239505013
Gryzias latipes hemoglobin embryonic subunit alpha-
ENSORLG00000005297 |gb like (LOC101155080), mRNA. [Source:RefSeq 860010769 2966423589 -3.487102863 2147066804
mRNAACENM 001278
'ADAM metallopeptidase with thrombospondin type 1 B i
ENSORLGO0000015202 [acarnsiso | ADAM metallopeptidase with thrombospondin type 4657183268 1342556331 3805973502 0490860161
C-C motif chemokine receptor 7 [Source:HGNC "
ENSORLG00000002623 | CCRT [ 4103422300 1458820735 0767671224 1877415591
Solute carrier family 52 (TboTavin transporter), member B -
ENSORLG00000015068 |sic52a3 solute carrierfamily 52 (riboflavin tansporten 522501262 2689781551 284576532 0309154134
ENSORLGO0000010005 [tyr tviosinase [Source ZFINAcc:ZDB- GENE-881026-31 478214752 0927038720 220853005 1647064508
ENSORLGOD000009484 oIz noelin -2 (Source:NCBI dene Acc-1011696641 4347741606 1880430012 2615804169 ~0.448006488
Solute carrier family 6 member 7 [Source: ZFINACGZDB- B
ENSORLG0000000B349 |sic6a7 S o 3727141750 0.496699539 1102032711 203799539
bone morphogenetic protein receptor type 2 "
ENSORLG00000003034 |BMPR2 et S e e 3329018574 0893255809 0800542163 1635705657
ENSORLG00000003985 |btr33 e oaey 925 TRIM39 [SourceNCE! 6.433318264 2533719823 -1511366863 2388716562
ankyrin repeat and SOCS box containing 13 530025 R
ENSORLGO0000003855 [ASB3 (1 of m |21 repeat and SOCS box containing 90523869 1 026315229 12032535
ENSORLGOD000016739 [zgci64051  |[Sukoeyte Srface aotgen CDSS [SourceNCEI 4014937892 2508325589 -1.801226039 -0.204128954
B LOCIOTT54847 [SourceNCEI B
ENSORL e 5863525904 291547584 2912596119 0085939181
Nance-Horan syndrome a (congenital cataracts and
ENSORLG00000016347 |nhsa dental anomalies) [Source:ZFIN;Acc:ZDB- GENE-090617- 434724005 1221393366 -167948644 1446847418
1
Chondroitin polymerizing factor 2
ENSORLGO0000011783 |chpf2 R 4159312355 25957502 0682931765 2246974311
ENSORLGOD00000221L |- 3367163586 2504417565 0356520308 1260050567
ENSORLG00000015110 |- matrix metallopeptidase 19 [Source:NCEI 5219107312 0319377072 -1.064829495 2935285167
ENSORLGO0000008574 |irf2 e o gy etony factor 2 [Source ZHINAce 206+ 5953301844 3200101386 -1523169346 1.131606059
ENSORLGOD000005190 [scinib aelsolin (Source NCBI Gene Acc 1011597731 5432071473 0518620432 3289350335 172467665
ENSORLGOD000003162 [t transoortin 1 [Source:ZFIN:Acc.ZDB-GENE -080B16-11 4045660604 1830741335 0550423456 2774836514
maltase- glucoamylase [Source HGNC N "
ENSORLG00000012288 |MGAM el g 4355641654 1117973417 2746413303 2727687405
ama aranulin a (Source ZFINAccZDB-GENE-030131 -64341 5058135027 2359256208 2108123436 0501239133
KN motif and ankyrin repeat domains 2 R
ENSORLG00000005329 |kank2 KN motif and anlytin repeat domains 2 4380230575 214474586 084503517 1390933978
ENSORLGO0000001960 [sichz11-51ct e ?11-516141 [Source ZFN:AccZDB-GENE-120215- 4101973881 1686728385 -2.051109696 0364620317
ENSORLGO0000006726 [2ge 114085 |7ac 114045 [Source:7FIN AccZDB-GENE-050913- 1161 3387640530 0353390116 0704456852 23302779
ENSORLGODU000L7168 |- - 5064891545 0675734074 ~5.218205324 0828652375
pyRMIGInergic receptor P2Y6 [SourceHONG R
ENSORLG00000010348 |P2RY6 pyimidinergic receptor 5226990277 2234967447 0912907462 2079600014
ENSORLG00000014390 [gfilb (grawth factor independent 15 transcription reprassor 565303964 1.929551203 -1.683578663 2040395422

[Source:ZFIN:Acc:ZDB-GENE-091118-129]




ENSORLGO0000017569 |marckslta | MPARCKS ke 12 [Source ZFINAGc:ZDB-GENE-040426- 5221144992 1743626837 -2.548259095 092074414
- - 3.32570674 1438577067 -1.341085603 0.546528872
mnx2b P;gf;;‘;;;mig;g;”gs;i”ggjc’lgc’;fb 4127347964 2476336394 -2.564782051 -0913285013
PRFL (Lo 1 [SourceHGNC Svimbol AcGHGNC.93601 4542510061 680516985 2870828323 0015353547
ENSORLGO0000010690 |KIf9 oppel e factor @ [Source ZFINACc ZDB-GENE- 344769538 0787927844 -1.096888719 1563363999
ENSORLG00000013637 [Ipcat2 e e 3663438941 21368755 -1.113144035 0.413904987
ENSORLG00000004609 |itgal Iiearn. alpha 1 [Source:ZFIN:Acc:ZDB-GENE-091118- 3068865276 285201875 _0.06874989 0.148580122
ENSORLG00000006420 |capgh ZZ‘%Z‘Z%SESL%’%SQ‘ gelsolin like [Source:NCBI 453735545 1581819061 -1.951244586 1004776783
ENSORLG00000002764 |si:dkeyp-86(7. ;‘sdkeyp'%” 4 [Source:ZFIN:Acc:ZDB-GENE-091204- 5382815724 -0.354300362 3296175131 244151572
ENSORLG00000005169 |arhgap32a fs’:j"ug";ﬁiﬁ;‘:‘:i‘g’g{ggﬁ‘f‘ogémnm 5276668901 1557640371 -0.983512583 2736004714
ENSORLGO0000003776 |- - 3507523279 178323743 2420225045 060945473
ENSORLG00000004197 |ly75 g;gggf‘{‘;;”“ge” 75 [Source:ZFIN:Acc:ZDB- GENE- 4227797598 1088639554 -1.156137305 1983505578
ENSORLG00000007909 [hoxcita  |homeobox C11a [SourceZFINAcZDB- GENE-990415- 4175626452 -0533812071 -2.337976697 2371046131
ENSORLGO0000007955 | hoxc4 IE"/Z‘ES e e o aay 3469530974 0692830756 -3.024329459 0247144143
ENSORLGO0000000B00 | nav2a Neuror naigetor 22 [SourceZFIN;Acc ZDB- GENE- 3712179714 2176228935 -1196557903 0330877093
ENSORLGO0000001756 |NPTX1 oo Penla g e HONG 4.059650855 0767919371 2218599152 107361644
ENSORLGO0000010018 |rc3h2 e 4.983026581 2574780844 -0158925371 2250705316
ENSORL ttc36 etalricopepiide fepeat domain 36 [SourceNCE| 5872261003 1549307876 -2.510072542 1812375226
ENSORLG00000016818 |RBMSL. (1 of fs';“:r'c’;”gg‘gé";:‘:";‘ﬂigfgﬂé"gg‘éifc““g protein 1 3473553069 1285082856 -0.434618048 1754337775
- - 3851166048 891135622 ~T208175021 0752339977
fscn1b s 2o ounding protein 1 [Source ZFINAcc 205 3608753804 0671569769 -0.857435615 2080234567
- - 3018026874 1916205287 0348535602 2348846535
ENSORLG00000003020 |gb gg’i‘gs latipes “EMDQ“‘WE"?”NTE\‘:;"L‘;;‘g;;;;;‘zilb)‘ 6325032807 0111864033 -3.950626181 2263027464
ENSORLG00000010775 |fzd4 (11zeed clas receptor 4 [Source ZFINAcc ZDB-GENE 4503750283 1735400971 -0.302081769 2376802288
ENSORLGO000000767Z | - 5652550364 TT307624 ~3RMIATI2a 0677601240
ENSORLGODU00000A06 |- 5 480742562 0957575658 ~1.830037982 2110296652
ENSORLGODU00013720 |- 5 730807101 2805463476 0234236064 21600646
ENSORLG00000011418 |ntd5 - depenent gene 5 [SourceiZAN:AcGZDB-GENE- 4866703477 2644188915 -1572937441 065006267
ENSORLG00000017257 |- complement C1a subcomponent subunit © 3526729007 1261425401 250321202 0237423434
ENSORLGOD000010567 [sickev-5108.2]sidkev-51d8.3 [Source ZFIN:AccZDB-GENE-0B103-81 4711000004 317295170 ~127662408 0261971742
ENSORL - ransmembrane protein 47 [SourcsNCH) 3747574187 2420332893 -0503899979 0823826122
ENSORLGO0000003007 rpl19 (1 of mai| 505 rbosamal protetn LIS [SourceNCEI 3538074785 084055303 -1560776783 1137229914
BTB and CNC homology 1, basic leucine zipper
ENSORLG00000017926 |bach2b factor 2b [Source ZFIN;Acc:ZDB-GENE- 3414447005 1711111105 -2.400319453 -0.705498657
041001-1391
ENSORLGO0000007937 |PHLpp2 |5H.domain and lsucine fich jspeat proten phosphatase 3266513279 1519615091 -1.076818546 0670563157
ENSORLGO0000018111 [TMEMa7A  |[72nsmembrane proteln B7A [Source HONG 348284629 1190127567 -0.224082736 2060119674
ENSORLG00000009268 |srsf5a 'i”n“: and arginine rch splicing factor 5 [Source:NCE! 3111426532 1.06852828 002670849 2070091525
ENSORLG00000015567 | pousfl. ;&%255555350‘”0"‘5&“‘ 1 [Source:ZFIN:Acc:ZDB-GENE- 365218243 1084466566 -0.331288817 2236912968
ENSORLG00000004402 |tp73 e gye" P [Source ZAN Acc ZDB-GENE- 5989561703 1264491093 -0.636063068 3889489754
ENSORLGO0000015B89 |- - 4021738524 2534924635 ~Z075085738 2481161004
ENSORLGOD000007133 |- - 3473505402 ~15 15645603 ~3.25108673 1537338313
ENSORLG00000015651 |csmp2 Roreezh Ace Z;g?é';s;f’ég‘gq;’lm 4988535069 1915446036 -1.285053476 1788519955
ENSORLGO0000008359 |- - 5452802157 1835285603 2675818897 0692186157
ENSORLGO0000013268 |tnfsf10 e periamly thember 10 [Source ZFIN/Ace.ZD5- 3653705256 1.966816015 -1.727600138 -0.040234882
ENSORLGOD000013104 |- - 3466392934 2053611646 0420260185 0992797170
ENSORLGOD000004325 |- - 6514205037 9677807716 ~1.477093226 1471551859
ENSORL - oo e we‘m 101'1“7‘2‘3”93] 1 3466292486 0047981914 -0.577486723 25841310102
ENSORLG00000017886 |colec12 e sy e 12 [Source ZFNAcc DB 337724700 2641289566 -2.22362672 -1487184235
ENSORLG00000010321 | p2ry10 (PBZELEECU?U‘L?;U,E%‘SYW member 10 [Source:ZFIN:Acc:ZDB-~ 5578096721 216178254 -2.282049896 1134746081
ENSORLGOD000000559 [TNNI2 (1 of m| 10PN 2 Tost skelela pe [Source HGNC 4747495654 0447224035 -5.661149924 -1.360393999
ENSORLGO0000007523 [c2ed2t c2cd2- ke [Source ZFIN;ACCZDB-GENE-041019-11 3565802031 0658033076 1421756135 TA86576816
ENSORLG00000013130 apodb (1 of m| 3P2BPEe Db [Source:ZFIN:Acc:ZDB-GENE- 5894784224 1186424068 -2.930150917 1778693986
ENSORLG00000015267 |btgl O oration factor 1 [SourceNCE] 4238858088 117318338 -2.845879887 0220279555
ENSORLG00000015915 |si:ckey-21a6.5| ;‘5“7‘;9”135 5 [Source:ZFIN: Acc:ZDB-GENE-131121- 5569968154 2898939015 -0.095752158 2575759446
ENSORLG0000000B560 |pdia2 R e 3o 4118794783 100445304 -2.044983826 0079842925
ENSORLGO0000007509 |crebsb @TZSE&”;ZS e o priein &0 4.012277468 1644515306 -1.72608827 0642160029
ENSORLG00000006785 |dik2 D e e o 2 3538619311 1377243256 0169635744 2331496707
ENSORLGO0000016748 |lamblb L oeta 1 [SourceNCEl 3251010421 2244165231 1755276151 -0.747946053
ENSORLG00000012030 |styklb o e 134351 6.928265438 1950736745 -4,048255882 0029742548
ENSORLG00000002526 |fermt3b o ferniy member 3b [Source ZFINiAce 2DB-GENE- 342187049 1408378337 -1.714488688 0200497437
[ENSORLGO0000000435 |- - 1673441485 [ 3665804847 1376900080
ENSORLG00000003968 |SP4 o e HENC 3776018071 110300995 -0.150823817 2513578384
ENSORLG00000012155 |rxraa o pcepton alpha a [Source ZFINAcc 206+ 4116069249 1647112352 -1336782722 1132658279
inhibitor of kappa ight polypepide gene enhancer n B-
ENSORLGO0000002465 ikbk cells, kinase beta [Source:ZFIN;Acc:ZDB-GENE-071115- 3593572904 1480095407 -1.089626324 1023436162
ENSORLG00000002049 |si:dkeyp-87d8 ig‘lﬁew'mda 8 [Source:ZFIN:Acc:ZDB-GENE-041111- 4004974517 0726107579 -0.9222901 2757060936
ENSORLGO0000017372 |dix2a a5 g mecbox 2a [Sourcer AN Ace ZDB- GENE- 3724450942 -1.063110168 -2.781439645 2006613802




Oryzias latipes MYB proto-oncogene, transcription

ENSORLGO0000016573 [myb factor (myb), mRNA. [Source RefSeq 3016783936 0417091136 -0.554459637 2045717732
mRNAACENM 0011046891
- - 5.532851228 0.746231352 -2.799147881 1987956944
ENSORLG00000001272 |tgfbla };"uﬁg;;ﬁg;:”;‘é‘g’fé‘ggt‘fg‘;oﬁ& 1 4401201635 2155845366 0044052438 2.289894035
ENSORL dpys ey [Source:ZFN;Acc:ZDB-GENE- 4252200661 -0.339048899 -4110797463 0481037663
ENSORLGO0000000328 [ stctl S ocalc . ke [Source:ZANiACE ZDB-GENE - 1030398611 1704215768 -8.304149548 3704538042
ENSORLGO000001363Z |- - 310154168 0161680274 3356083328 1392875477
ENSORLGO0000016698 [selp. Selectin P [Source ZFINAcc ZDB-GENE-110107-21 4559300754 2962105082 2642273754 ~1.04466368
ENSORLG00000007200 | pexsib %zi:f:;;ﬂzg;’;;‘z’gz&i1‘;;11711 3554321301 0852933964 -0.560358848 2141510047
ENSORLG00000000070 |large2 O g e ol ferese 4110068377 1507085735 -2.006074346 050739418
ENSORLG00000008277 | ptfla Ez;’:ﬁi isusff‘sa&;go‘{a"s”“’““” factor 1a [Source:NCBI 1671999249 9504380504 -4.93275808 2103323771
ENSORLGO0000013548 [FLIL oL Proto-oncogene, LT wenserption focter 4437979421 2140620312 -1.940293546 0357549324
ENSORLGO0000004954 |- - 3012413923 0752867604 ~1434307819 17725724354
ENSORLGO0000007299 |- - 3027864871 ~0.136526954 2883492851 0281384372
ENSORLG00000001724 | EXT1 (1 of ma gcﬁ;%ﬁ‘zgfgfﬂy‘c”;gj;mse 1 {SourceHGNC 3238404085 048185021 2314352531 0442686452
ENSORLGO0000017503 [29c:154055  |zac:154055 [Source:ZFIN-Acc:ZDB-GENE-060929-6121 5.750758892 171371055 -1.488432787 2.54909961
ENSORLG00000009476 [foxf1 forkhead box F1 [Source:NCBI aene:Acc:1011715631 5.618336146 1570819131 -3.848920404 0.199080593
ENSORLGO0000005775 | TGFB1I1 ;;”qugﬁggmo’fi‘g:éﬁél'q‘;g%e" transcript 1 4057482752 1931854571 -1738433832 0387679137
ENSORLGO0000017030 |- - 3860602323 2258468547 0230844625 1847553337
ENSORLG00000001186 | hspbs IE?:;“:&ES"‘;{:AZ fg‘%ﬁfg’g‘;grembe’ 8 322328152 1143760314 -1.750854177 0320152365
ENSORLGO0000011146 [hsdsigbtb  |heparen sulfate (glucosamine) 3O sufotransferase 4066432141 2503169873 -0909051725 0654696241
ENSORLGO0000008984 |- - 4742367274 0877383688 2283840348 1575529426
ENSORLG00000012559 grapa o2 reeteq adaplor protein a [Source ZFIN Acc 2D 6154149779 3831144315 -1.348175466 0975307715
ENSORLGOD00000BA97 |- - 4253554386 1077875549 2860263784 0365699406
ENSORLGO0000004233 | fof18a IE‘;E?[BUSS‘U%Z"[‘G factor 18a [SourceZFIN;Acc:ZDB- 3926417052 1578885099 -0653001103 1695013218
ENSORLGO0000005185 |- - 4673662063 7041068930 0125776174 2756853423
ENSORLGO0000015849 foxpa forkhead box PA [Source ZFINAcc ZDB-GENE-101207- 471015307 T 508413300 2979687834 0222535862
ENSORLGODD00007316 [tbi3a T-box 3 fSourceNCBI qene:Acc:1000494731 3820531135 0017861716 3190750043 163011 /534
ENSORLGO0000014598 |- - 3120100614 2477046724 0116102977 0.759650854
ENSORLGO0000001976 |FILIP1L @/ﬂgg&g‘a’g%gg&’;‘” Llike [Source HGNC 3279896615 0923541818 -179641774 0560421779
ENSORLGO0000015696 |atplbla S e botassln tanpo 1011’;};’;‘5 subunit beta- 3399369992 2054933504 1.151003607 2495924913
ENSORLG00000018010 |coldal collegen, bype IV, alpha 1 [Source ZFINAce.2DB-GENE- 4730905968 2538103336 -1.019074418 1174213179
ENSORLGO0000016936 |dusp3b duel specificity phosphatase 3b [SourceiZRN:AccZDB- 4167039994 1884761264 1822685345 0460076337
ENSORLG00000017550 |atg9b autophagy related 98 [Source ZFINAcc: ZDB-GENE- 3065257824 0854134422 0168110734 2379718611
ENSORLGO0000006096 |znfxt e S A 3574738602 1320504306 -050857348 1746145848
ENSORLG00000013955 | mxragb e e 133661 3008212545 1760771921 -0.563581025 0.774344358
ENSORLG00000017624 [aapla 1 [30uaporn (Calion blood aroup) [Source NCH! 5504957124 0857275919 -4.957453698 -0.219287624
ENSORLGO0000005043 |noxalda | nomeobox proten Hox-ALsa [Source NCEI 5320202892 -0.041157662 -2.702622702 2659223152
ENSORLGO0000016599 |agap2 e o oy 5382384574 2320043894 211250124 0.950326166
ENSORLGOD000016757 [Ipxn Teunain Source ZFINAcc ZDB-GENE-0BL05- 1531 4551561274 178756922 205082846 0713648002
ENSORL zap70 e A e e knase 70 4510614142 1660304266 -1.314531672 153617357
ENSORLGO0000014709 | megf10 e . 2mains 10 [Source ZFNAcc2DB- 4577992248 2043382963 -1.719311185 0815786415
ENSORL L R e T e 3628092728 2239966358 -2.641183106 -1.452572035
ENSORLGO0000004Z47 [finca 'Eamm C [Source:NCBI qeneAcc: 1011654761 603089886 1816303639 2633275739 0154891543
ENSORLGOD00000Z516 |- - 4612424605 157614038 ~1573001416 1463767775
ENSORLGOD000002650 |- - 3147669025 1.969546004 0416603816 1505231803
ENSORLGOD000012075 |- - 3815397463 2229650386 ~0,635000108 0951140252
ENSORLGO0000000480 |STK32C e e 22 [Source HONC 3679081109 1114716732 -2.981076138 -0.416224751
ENSORLGO0000009545 |rsna moesin » [Source ZFIN AccZDB-GENE-021211-21 320380316 1252107546 0055280258 2007509921
ENSORLG00000013669 2btb8b e oo 20 3754973348 1635034449 -0.543626558 1576797015
hydroxy-delta-5-steroid dehydrogenase, 3 beta- and
ENSORLG00000008590 |hsd3b1 steroid delta-isomerase 1 [Source:ZFIN:Acc:ZDB-GENE- 5516117958 2677749991 -0.046999041 189185381
081105-301
ENSORLG00000012886 |- e aa) 0o [SourceNCEl 1673753084 1412732858 -0.371711448 2238956348
ENSORL thsd1 ot r oAb ZWDDBE,‘GSEETED%‘S‘?;"Q B 4330343253 2015521765 -0.259781132 2055525618
ENSORL agtr2 GENE'DSDBD“E[ESC;F’“"‘ type 2 [Source:ZFIN:Acc.ZDB- 3598308207 1736192643 221606775 -0.353466237
ENSORLGO0000016392 |- - 347120066 1368750577 2420811678 0337956058
ENSORLGODO00011978 |- B 3426024202 2262081295 ~1822566547 0658138551
ENSORLGO0U00000706 |desrb Gesmin b [Source ZFINAcc ZDB- GENE-061027-102] 4777625115 0305171438 5436742869 ~0.353461059
ENSORLG00000003261 |fam20ch &:AK;’;;IEEEC“CEQCDE;‘G'“E‘EE%ég-a(')“ﬁj{’e’ b 3680083663 2310470967 -0.694529302 0876467408
ENSORLG00000010908 |timp2a ?s‘lﬁ"&?’?.‘ﬁiiﬁ”z‘éaé?%Efgééfu, B 432677345 2310039707 0900331671 1116886993
ENSORLGO0000006160 |- - 592002173 3200560286 2620224735 1082620782
ENSORLGOD000017572 |- - 3550208102 ~0.74743906 ~3.066000634 223204162
ENSORLGO0000007399 |dapkzb o e e 2 1781 3120862537 1.160639588 0162074177 2131782254
ENSORLG00000017758 |odcl E{%‘ggﬁﬁenammﬂa” 1 [Source:ZFN;AccZDB-GENE- 3753984305 1783351625 -0514750792 1456367035
ENSORLG00000004727 |gpnmb. @gﬁﬁsj{m g;i”;gggi’zg%g&%}mm 5631878893 2.323452267 -3.396583125 -0.087671422
ENSORLGO0000012269 |- - 5162463141 175813601 ~1623396%5 7413786283
ENSORLG00000008499 |ngfa e e 3649486901 2025131314 1161737843 2786577234
ENSORLGO0000000027 |- - 375175052 0917064200 ~1208566193 15609806572
ENSORLGO0U0000D533 [Tgmn Teaumain [Source NCBI qeneAcc 1011633711 4701500574 0253352104 2767501789 -0.31606838
ENSORLGOD000017972 |- - 5546695604 2640471351 ~1422193005 1.483916024
ENSORLG00000001041 |mf141 e Do oy [500ree Nl 4.082127728 1079010437 -1.026428818 192717304
ENSORL tmema7  |Uansmembrane protein 47 [SourceNCE! 1599861533 12.6445706 -1.105694677 2248817078
ENSORLG00000013710 |npr2 Dl et pepice recepior 2 [Source ZFINAce 2DB- 3855006816 0.964374158 1662540483 1228668204
ENSORLG00000012164 |sic4azh O e eehanger), member 20 313295304 -0407657213 -2.048820652 149227444




ENSORLGO0000011900 [etva Tets variant 4 [Source ZFINACC ZDB-GENE-000415-711 453679238 1900208458 ~1277834432 1260232633
ENSORLGO0000012530 |- I- 7282110288 4802364434 0648039335 1832187042
ENSORLG00000002330 | cthrcla |i°”395" tiple hellx repeat containing 1 [Source/NCBI 5183044226 2767602375 0570097989 2.986024622
ENSORLGO0000006049 |sh3pxd2ab f?fggf;x domains 2Ab [Source:ZFIN;Acc:ZDB-GENE- 3639939184 1328508568 -0.879280468 1432544978
Pleckstrin homology domain containing, family A
ENSORLG00000006696 |plekha7b member 7b [Source ZFIN:Acc.ZDB-GENE-091014-21 3.655733349 2.125395017 0587386249 2.118208904
ENSORLG00000009933 |arg2. arainase 2 [Source:ZFIN:Acc:ZDB-GENE-030131-13341 4781815136 0.546970263 -3.743531486 0.491798302
ENSORLGO0000002236 |clec3bb € type lectn domam fmiy 3 member B [Source:NCHI 1784364869 13.44385655 -2.835738516 1564522066
ENSORLG00000004311 |ERP27 endoplasmic reticulum protein 27 [Source:NCI 3904700268 2611559877 -1604139093 -0.310513498
eneAcc:1011686661
ENSORLG00000009207 |- - 5.656946832 -10.0266341 -2.864081023 12.8200054
ENSORLG00000015142 |- - 44647668 150094223 -1.299820413 1664488616
ENSORLG00000005202 |- - 3.41080536 -1.757807769 -1.057984738 4111117445
ENSORLG00000010885 |txnipa thioredoxin interacting protein [Source:NCBI 4330049872 1480784111 -1.863976055 0985774618
ENSORLGO0000015716 [ctsk catheosin K [Source NCBI ene Acc 1011649221 5590846149 2738493618 ~1077832723 0874904944
ENSORLG00000010119 |- solute carrier family & member 6 [Source:NCBI 4395846905 2901688642 -1851951899 -0.357308331
eneAcc:1011658031
ENSORLG00000006177 |si ch211-153[7'2—:7:”‘9‘1””:‘?2;2‘29‘ mitochondrial-like [Source:NCBI 2855059844 1665542018 -2.031683201 1158319457
ENSORLGO00000000346 |- flavin reductase (NADPH) [Source:NCBI 3336029156 0736029496 -1635828723 0.964655877
geneAcc1011687011
ENSORLG00000008930 [cttnbpznio | T TNEPZ N termna ke b [Source ZFIN:Acc:ZDB- 4099328101 035086238 -1.394874224 2354077339
ENSORLGO0000004307 |- I- 5853104415 1002907168 3046037039 1804734750
5 Synthase. erytroid-speciic,
ENSORLG00000004707 |alas2 lﬂ ISource:NCBI aene:Acc: 1000495011 6.295577672 0671191826 -4.352806609 1.272064175
NA binding fox-1 homolog 2 [Source: ZFIN:Acc-ZDB- B
ENSORLG00000004279 |rbfox2 g o 5536508002 2506921541 0238100326 2791969882
Sema domain, immunoglobulin domain (1g)
transmembrane domain (TM) and short cytoplasmic B ;
ENSORLG00000015302 |semadc e e St A e 3324405844 1392500383 2208055317 0275763628
080303-161
Taccase (mulficopper oxdoreductase) domain contaming "
ENSORLG00000014188 |laccl taccess (U icopper oxidoredhuctase) domal 4629728977 1640426123 2077752666 0912034969
ENSORLGO0000001598 |- - 3788391008 0789733778 ~1072060422 027081513
Uncharacterized protein F3ES.13, mitochondrial "
ENSORLGO0000015518 |2qei162207 |ipcharatenzed protem F1SE9 15 3277528461 1937208857 0516770564 0824033868
ENSORLGO0000000678 |tnnt3a troponin T, fast skeletal muscle isoforms [Source:NCBI 6587475683 1499037608 -6.11879836 -10208783
gene:Acc:101157127]
ENSORLGO0000017721 [esr2 cstrogen receptor beta [source NCE] 3249629361 0887182671 -1.958065907 0.404865755
ENSORLGO0000010760 | - 549645753 1067802327 3857701551 2607048771
ENSORLGODU00017403 [PRKD3 orotein Kinase D3 [Source HGNE 3019424483 1736352051 1104457441 2388015114
y nuclear factor, interleukin 3 regulated. member 6 B
ENSORLG00000016487 |nfil3-6 e et It eeukin 2 regulsted. e 4270910029 0955487261 2063766704 1252140798
ENSORLGOD000004570 [cidnT claudin-7 [SourceNCBI qeneAcc 1011565281 4549510858 1108616277 1663840765 1397225287
ENSORLGOD000000963 |- - 3.106316305 ~0.379670561 ~1672823308 1813548611
RAP1 GTPase actvating protein 2a B
ENSORLGO0000014038 |raplgap2a |l CThaseacthatng preten2e 5690471399 1383167209 1717945208 2589844848
C, gamma 2 [Source:ZFIN;Acc:ZDB- .
ENSORLG00000015570 |plcg2 phosphalipase C. g 5046474411 1845473657 2037113667 1164373075
tubulin polymenization promoting protein [SourceHGNG N
ENSORLGO000000B093 | TPPP [simbothecnieniconen 5183621658 2003949204 0924110241 2256046111
DNA replication helicase/nuclease 2 B
ENSORLG00000010460 |dna2 O el e e 2 71 4376331791 005102483 182851835 2497273555
ENSORLGO0000000444 |- - 4330281164 0763721084 ~1003634409 2572410057
ENSORLGO0000016612 |per2 periog cfcadlon clock 2 [Source: ZFIN;Acc ZDB- GENE- 5313854703 2.487195032 -1761191003 1065950775
ENSORLG00000017252 |spsa ggg;éao’jszﬁ”m‘o” factor a [Source:ZFIN:Acc:ZDB-GENE- 3854622414 1223630565 -0.623726426 2007751114
ENSORLG00000018128 |acmsd e e B e, 3483897382 -0.175893088 -2.521470127 1138807562
ENSORLGOD000005328 |- - 076466801 Ta51352477 05208892 1704710328
Tamily with sequence smilarity 167, member B B
ENSORLGO0000017498 [fam167  |family with sequence simiarity 167, et 598629336 048115029 194544969 3560177816
ENSORLG00000003039 [Igalsla o faeras e, ok a Bource 2N Acc 208 3265092155 2108715631 1172851719 2329715141
ENSORLGOD000012839 |- - 3843267112 1399100320 0920636802 151493075
ENSORLGOD000004738 |- - 6.020176452 4027633263 ~1.762520296 1110484043
Titogen -activated protein Kinase Kinase Kinase 20 B R
ENSORLGO0000014423 | MAP3K20 (1 o| Titogen-actuated protein kinase Kinase | 3141210197 2131800343 1637102755 0627297961
N ral guanine nucleotide dissociation stimulator ke 1 B y
ENSORLG00000016496 e oo 3884534186 2324720839 1765266455 0204968326
RoxcT32[homeobox C13 [SourceNCBI aene Acc 1011728141 4050653286 1051186242 3418377007 2502947320
RAP2B (1 of m| ;":ﬂ’;‘?‘a‘e?n""?;e‘”qifD'Z“ [Source:NCEI 4489416932 1837983755 0324805266 2976723115
- - 4360135781 1715052 “T873245201 127142158
S Olastin-1 Source:NCBI cene Acc101 1685861 4.707790283 0194624432 3452881586 1060769847
adcy9 eyt gyyiase @ [sourcaZFINAce 2DB-GENE: 4310015684 1738868634 -2.013310152 0558321218
ADAMTSL | ADAMTS like 4 [Source HGNC SymbolAcCHGNCI9706] 000654285 226284395 2532537275 0885241821
sich211-210c| unCharactetzed OCH01156655 [SourceNCEI 3454784658 0333035528 1505278553 1616955445
flotZa flotiln 2a [Source ZFINACGZDB-GENE 020430 31 4018369917 1627225072 0473618807 7865248538
a1 i romeobox T [Source ZFINAcG ZDB-GENE-050415- 6668032981 1482827642 -1.101548238 3994147461
STdkey 4016 - 5872520051 1721472199 3528720567 0622811846
peptidyl arginine deiminase, type Il R
ENSORLGO0000007513 [paci2 (1 of ma| PRIVl arginine deiminace. typel 3600621378 1082378069 0087558438 2431169965
TAP binding protein (tapasin), tandem duplcate 2 B
ENSORLG00000006B20 |tapbp.2 e e e 3614620074 0501784518 100467227 2018649344
ENSORLGO0000016491 |tcf21 ranscription factor 21 [Source:NCBI 4862042343 2267957811 -2.504920216 0.089649352
qeneAcc:1011725501
ADAM metallopeptidase domain 23a
ENSORLGOD000017616 [acamzaa | |0AM meralopeptdase doman2%e 5360861445 4166487422 1114544917 2309406574
Kkelch-like family member 6 [Source.ZFINACG ZDB- B
ENSORLG00000017867 |Kihi6 el ik family me 3565255357 1332428082 115320744 1070013114
ENSORLG00000005692 |rhoh e olog armiy member H [Source ZFIN;Acc:2DB- 1626812344 13.18025262 -3.024804484 0063534741
ENSORLG00000004009 |f3a coaguetion factor lla [Source ZFINAcc ZDB-GENE- 5737660864 3257996155 0225247945 2705396291
ENSORLGO0000009567 [ovalbl (1 of m| bota [Source NCBI aene Acc: 105353531 5026888408 0566281851 7240173716 0746517906
Solute carrier family 25 (mitochondrial carrier, omithing
ENSORLG00000003117 |sic25a15a  |transporter) member 15a [Source:ZFIN;Acc:ZDB- GENE- 415862002 0232465212 -0.089709698 2936928998
07011210721
ENSORLG00000014284 |sich211-126m| S/ Fh2L1 125106 [SourceZFINAceZDB-GENE- 4111054558 1.965499092 0587386643 2734328839
[ENSORLGO0000015530 |- - 3284623089 0274466721 0602731993 2317900162
Oryzias atipes basic helx1o0p-heli family member 41
ENSORLG00000011401 [bhihedl |(bhihed), mRNA. [Source:RefSeq 3073472956 1141864928 -1.036357817 -0004264842
mRNAACENM 0011047331
ENSORLG00000012348 |ogal %;‘WACESE like [Source:ZFIN:Acc:ZDB-GENE-110914- 3278644908 1009024771 3455158196 0922996118




chromosome 2 open reading frame 88 [Source:HGNC

ENSORLG00000015048 |C20rf88 Sumbol Acc HGNC. 281911 3535135819 0.854405847 -0.482384765 2.198830061
Carboxypeptidase X (M14 famiy), member 1b B
ENSORLGO0000011088 [cpxmib | carboypeptidase X (1A fami) member 4271181026 2202590541 1771672451 0297403404
ENSORLGO0000010688 |rhoua ras homolog family member U [Source:NCBI 3939584267 1202396241 -0256605178 2481067755
eneAcc101167848]
Vasoactive intestinal peptide [SoUrce:ZFIN:ACC ZDB- )
ENSORLG00000003905 |vip e e 1635431047 1333629176 199874761 1019747849
phosphoglycerate mutase 2 [SourceNCBI N "
ENSORLG00000011149 pgam2 deneAcc 1011649871 4032974678 1.063991598 2644438271 2.453014628
chemokine (C-C motif) receptor 9b N N
ENSORLG00000012439 ccrdb A 4971399848 0121162999 3169039519 1924009239
B - 3360955076 1218777307 0184910756 2936583245
RAP2B, member of RAS oncogene family [SourceNCBI B
rap2b deneAcc1011710971 3.145284078 0.398047487 1.209149764 1.538571505
- - 4162752238 1612160501 -1.58877116 0.962304035
protein 1 [SourceNCBI N
ENSORLG00000012372 |rbp5 g P 4043980608 2725087297 0135410113 1183950131
ENSORLG00000011403 |si:ch211-283g| §7ﬁ"211'23392 1 [Source:ZFIN;Acc:ZDB- GENE-060531- 4724113005 0106155063 ~1.888402664 273004288
transmembrane and tetralicopeptide repeat containing B
ENSORLG00000016003 |tmtc2b e e e repeat 4366698524 2133443846 1311826083 0921911304
family with sequence similarity 43, member A "
ENSORLG00000007701 |fam43a | ISource ZFIN:Acc ZDB- GENE-030131-60081 5.223660451 2.585321436 0.973994235 1.664831089
ENSORLGO0000013410 |ca8 carbonic anvdrase VIl [Source ZFIN:Acc ZDB-GENE- 4210175503 2805051068 05873468 200108587
ENSORLGO0000001140 | fibinb oy yition factor b [Source ZFIN:Ace ZDB- GENE- 4279080934 1586945899 -2399753636 0292865488
ENSORLG00000014549 |- - 5.785536014 1.22045387 -3.050332135 1515235143
ENSORLG00000014947 | proxla 3;55226’?323;””"” 1a[Source:ZFIN;Ace:ZDB-GENE- 4718422639 -0.182825307 -2.727442591 2174286882
ENSORLGOD000004632 [sEa Sorting nexin 8a [SourceZFINAcc ZDB- GENE-031202-11 343BAT12 0049220448 ~1261002095 2178689252
SMAD family member 3 [Source HGNC "
ENSORLGO0000002207 |SMADS (1 of n| SAD 2y member 31 5026545179 1660669315 0455259918 2911101173
Oryzias latipes forkhead box D1 (LOC100302451). B
ENSORLG00000016766 |foxd2 oy g D O 6479888516 1162143847 2687519556 2630710901
ENSORLGO0000013204 [sypl1 Synapropysin-like 1 [source ZFIN:Acc 2DB-GENE- 4162301837 1828402605 060616575 172821796
ENSORLGOD000003593 [vil vilin-like [Source ZFINAcc 7DB-GENE-081222-11 5437087028 063731002 3TATTET 28577370
ENSORLG00000021288 |RFo0o1s | o2l nucleolar RNA SNORD14 [Source:NCBI 4228603812 2.903699853 0139203102 1464681741
qeneAcc:111046368]
Src homology 2 domain containing ransforming protein " y
ENSORLG00000016840 |shab e homology 2 domal oA ing Kanstor g 3507153889 0.483387053 3208671168 018441982
3 5 =
ENSORLGO0000006251. [papssza | &-Phosphoadenasine & phosphosuliate 5140574582 084977357 -2.01186519 2279300165
ENSORLGO0000013436 |coli0ata G5 29eN ybe X, alpha 1a [Source:2FIN/Acc:2DB-GENE- 8251310674 3937806087 -3.523420373 0790570277
sushi-repeat containing protein, X-linked R
ENSORLG0000000008 |srpx R e e L e 4505766182 1889307079 2189430471 042751395
tumor necrosis factor, alpha-induced protein 8-Tike 25 "
ENSORLGO0000015829 rfaipgizb | tamor necross factor, alpha: nduced proter 3917008428 1333753311 2011383465 0572446434
family with sequence similarity 129, member Ba B
ENSORLGO0000014002 [fam129ba |2y with sequence simiaity 129, meriber 3435131797 1145744326 1144526162 1145346714
ENSORLGO0000006948 |- - 538091732 1771916528 ~1425802086 2733562318
ENSORLG00000016809 [Ioxi2a sy ondaselike 2a [Sourcel ZFIN; Ace ZDB- GENE- 4374667433 2516249822 -2.004504952 0235582413
ENSORLGO0000001417 |- LOCI01173999 [Source:NCEI 6.406828857 1541152052 -2.694076791 2172084239
qeneAcc:101173999]
ENSORLG0000000BBE3 | GNG2  protein subunit gamma 2 [Source:NCBI 4310334323 2232946204 -1.758883426 0318989638
eneAcc1011677421
family with sequence similarity 212, member Aa .
ENSORLG00000001089 |inkata family With sequence Siarity 212, mermb 3979052322 0165002892 1621506586 219302767
Coronin, actin binding protein, 2A B
ENSORLG00000007071 |coroza e e o a1. 22581 3741887206 1788436049 1236620473 0717306671
ENSORLG00000018019 |tpmdb tropomyasin alpha-4 chain [Source:NCBI 4672978049 242033338 -0.852006957 140112244
qeneAcc:1011677401
gamma-aminobutyric acid receptor sUbUNT ho-2-Tke "
ENSORLG00000011062 |gabrr2a T b o e 5342871269 1426624949 0465080365 3.451654983
ENSORLGO000000I310 9366266761 278172817 2317140116 2267672163
ENSORLGODU000L7356 GC86696 [Source ZFINAccZDB- GENE-040625-601 4484280539 056356520 ~5.11406603 1934263781
ENSORLG00000012038 |scch211-286b| 5, h 21126605 5 [Source ZFINACZDB-GENE-121214- 3.443724586 0819401159 -1.774669046 0850139571
ENSORLGO0000005073 |- - 4164943755 2775591630 ~1328538577 0110298231
ENSORLG0000000B122 |thrb oo Pete [Source NCB! 3527145056 1330054616 -0.64338016 1553206272
insulin like growth factor binding protein 5 B
ENSORLGO0000002243 [ GFBPS (1 of n| 2541 ke growth factor binding proten 5912456108 2468647129 2776980605 0667318076
Zinc finger protein, FOG family member T B
ENSORLG00000013995 |zfpm1 S 3143551064 1707995114 1107952965 0.328087904
- - ZAT7710161 0566104302 2405100757 1356811846
sodium/potassium transporting ATPase interacting 4
NKAING  [sodlum/potassium transporting ATPase 3628193229 1979225106 0281795513 1931247793
- - 4168717423 1834878052 0256609366 7037625047
ENSORLG00000000335 |sit3 e o (prosophi) [Source ZFIN;Ace ZD5- 3605266511 1652977809 -2.26869160 -0.315019149
guanine nucleotide-binding protein G(I)/G(S)/G(T) =
ENSORLG00000007905 |gnb2 uanine nudeode i Pl s, 4187512919 2402464653 0860634249 0924899131
tyrosine kinase with immunoglobulin-iike and EGF-Tke B
ENSORLG00000010699 | el S T v NI 41732117 1933117102 1192148201 1048431343
ENSORLGO0000011513 |- - 3000035521 45306672 ~1140036015 1297418722
- - 3820737987 ~1.442041998 2403553675 2779610534
FIGNLZ Tidgetin lie 2 [Source HGNC SvmbOTACCHGNC13267] 4671267761 1570833181 ~1.205B1885 1846102314
ENSORLGOD000011259 |- - 4683073054 0025954734 1701243916 2956362011
Gryzias [atipes opsin 3 (0pn3), MRNA. [Source Refseq "
ENSORLG00000000827 |opn3 Qryzis latipes opsin & (opn 4764979146 1495383346 0866351001 2408727511
ENSORLGO0000017126 |Irp2a LDL receptor related protein 2 [Source:NCBI 3600712741 2341408303 -1.05083372 0208955384
qene:Acc1011676551
- - 393064469 02857089 ~1800301425 172512004
Romeobox protein Hox-Cba [SourceNCBI B
hoxcSa homeabor protein Ho 4654316632 1085206844 2982853166 0586740533
B - 1635705176 1353107524 3763104659 0936664704
N Upstream transcription factor 2, c-fos interacting
ENSORLG00000015114 e e b 3498964743 1569318218 005786507 1985017974
ENSORLGO000001660L [NFIX (1 of mar|nuclear factor | X [SourceHGNC 3034110215 0771633588 2057087610 060502602
ENSORLGO000000B7B0 |- - 3002837353 0423926224 0281361013 2860756728
ENSORLGO0D00000589 [5b:chBT Sb.cbB1 [Source ZFN AcZDB-GENE-030131-0030] 6468245008 2633856247 2037022322 0897849503
synapse defective Rno G Pase homolog 2 [SourceHGNC "
ENSORLG00000010849 |SYDE2 synapse defective Rho oTF 3100736339 1851022251 0269715465 0980483388
transmembrane and tetralricopeptide repeat containing B
ENSORLG00000014820 |tmc2a e o e P e 4653672733 1715463311 1018768292 1919928414
ENSORLG00000010504 | gpré5 gg‘;\j‘é‘igugigp‘;“ receptor 85 [Source:ZFIN:Acc:ZDB- 3268033763 1069980928 0556372434 1642166779
ENSORLG00000004209 |itgadb Lapor. alpha 3b [Source:ZFIN;Acc:ZDB- GENE-050411- 3072467717 030235454 -161174513 115885274
ENSORLGO0000008759 |- - 5191602238 3239079201 0511000815 TA2101603T
ENSORLG00000005110 |sich211-248a SN2\ 1 2182148 [SourceiZFIN:Acc ZDB-GENE- 6.505734281 -1139569607 -5.229975916 2415822395




GENE-030131-71921

ENSORLG00000017782 |bmp3 bone morphogenetic protein 3 [Source:ZFIN:Acc:ZDB- 3089580896 1884533243 2270578687 -1.065045061

ENSORLG00000017737 |2ge:113531 zac:113531 [Source:ZFIN:Acc:ZDB-GENE-050320-521 3.825489067 2.067083597 -1.803375347 -0.04448507
protein tyrosine phosphatase, receptor type, Na N

ENSORLG00000016128 |ptprna B L. oeior vPe 3897617267 0859071386 199054886 1048481498
neuropilin (NRP) and tolloid (TLL)-like 20 N B

ENSORLG00000015091 |neto2b | FSource ZFIN:Acc:ZDB- GENE- 060503- 6381 3525863123 1.178433242 1.311631979 3393144814

ENSORLGO0000008253 |- integral membrane protein 28 [Source:NCBI 4349665032 0.045032365 -043139416 2972824325
aene:Acc:101159708]1

ENSORLGO0000013506 |rim3s-28 | {Tbertte Mot containing 35-25 [Source ZFIN/Ace.2DB- 3215178403 0803973507 -1164629304 124706043

ENSORLG00000007214 |- - 3.446862706 1460899714 0.082045321 2.068492842

ENSORLG00000013093 |- - 3.230742671 1011584831 -3.109894221 -0.890250504

ENSORLGO0000000859 |gla gj‘fﬁgf‘g;?? alpha [Sourca:ZFIN;Acc:ZDB- GENE- 6184978566 2537292726 -1.888050289 1760120613
Sortilin-related receptor, L(DLR dlass) A repeats "

ENSORLG00000010035 |sorl1 containing [Source:ZFIN-Acc 7DB- GENE-050208-221 3.850349011 0.474372133 0.829668858 254679217
Tigand dependent nuclear receptor corepressor N

ENSORLG00000000044 |Icor e e ecepr <ot 4706256972 1634427619 3062813612 0.009500982

ENSORLG00000010563 |neurodl ouronel gierentiation 1 [Source ZFINAce.2DB-GENE- 4846487888 -0.982146533 -1454662597 437444934
nuclear receptor subfamily 4 group A member 1 )

ENSORLG00000015279 nrdal clearreceptor sublam Loy 1650913014 1081534326 1063812088 4630441331
matrix metallopeptidase 238 [Source HGNC " y

ENSORLG00000000164 MMP23B Sumbol Acc HGNC. 71711 4.07650745 1.929700436 2.21698184 0.06969012

ENSORLGO0000009016 |WDFY4 WOFY family member 4 [Source:HGNC 3370878576 2449874331 05618288523 1539777324
Svmbol:Acc:HGNC:29323]

ENSORLG00000000386 |wdr45 WO repeat domain 45 [Source:NCBI 3186911631 0.326805366 -1197467961 1663123304
aene: 1011609231

ENSORLGO0000004106 |dixdb homeobox protein Dxdb [Source:NCEBI 656101539 0.487802331 -1.867183556 4206513686
aene:Acc:101157253]1
aspartate dehydrogenase domain containing N "

ENSORLG00000011451 [aspdh ISource:NCBI ene:Acc 1011556921 6.147647262 10.78902821 2.810723704 14.12646814

ENSORLGO0000007B3L | - 4363006154 2370325568 0704264579 TT00781531

ENSORLGOD000002629 |- e recentor-like A [Source NCBI aene Acc 1011751101 5074465803 3008064128 ~2877011586 0900126193

ENSORLG00000009332 |cdk17 cyclin-dependent Kinase L7 [Source:ZFINAcc:ZD8- 3790875387 1477358535 -0010291719 2303212097

ENSORLGO0000016577 [tspan35 1 Source NCBI qene/Acc 1011640631 651301477 1466168973 1680823465 0141868806
tyrosine- protein kinase Fyn [Source NCBI B

ENSORLG00000018018 |fynb yrosine ploteln Knas 3886985110 1173621342 1420880593 1292770749
ERBB receptor feedback inhibitor 1a -

ENSORLG00000004239 |errfila R e ek i L 761 4539676449 1049441204 1150362447 2340356213

ENSORLGO0000006924 |lef1 lymphoid enhancer binding factor 1 [Source:NCBI 3366269797 2573401013 -162069018 -0.825336594
geneAcc:1011673441

ENSORLG00000000417 |- - 4115372164 1980415595 0.711979957 2.847421041
GLI family zinc finger 2 [SourceHGNC. N

ENSORLG00000001328 |GLI2 L fermily zinc finger 21 3885008927 1307922896 1761086304 0816484796
Cyclin-dependent kinase nhbitor 1D "

ENSORLG00000011013 |cdkn1d e o D 4454353512 1438416957 2400937007 0615484487

ENSORLG00000014059 |si:dkey-11018 i‘l%fey'““la 5 [Source:ZFIN;Ace:ZDB-GENE-091204- 3142778806 0085800588 -2.904322396 015314154

ENSORLGO0000016724 [CYTLL cvtoldne ke 1 [Source HGNC Svmbol Acc HGNC 244351 4494853114 2736907537 2315784192 0557353708

ENSORLGOD000006116 |- - 3203471016 0239563177 ~1667201017 0967190569
arrestin domai contaning 3a [Source ZFINACC Z0B- B

ENSORLG00000010381 |arrdc3a e domain con: 3031404481 067870604 1053765497 1310253436
ADAM metallopeptidase with thrombospondin type 1 R

ENSORLGO000000S170 [acarntsts  [ADAM metallopeptdase with thrombospondi type 4083660174 0.771665235 073518981 2587291597
G protein-coupled receptor 182 (Source.ZFIN; Acc.ZDB- " y

ENSORLGO0000016607 |gpr182 Cpioten coupled re 4001093415 0582986678 4129129214 0710539184

ENSORLG00000011437 |palm1b f’?;‘f’"m‘” 1b [Source:ZFIN;Acc:ZDB-GENE-040426- 3692382653 1539104898 -0.689029382 1464732834

ENSORLGO0000003577 |- - 3516497147 2627812050 3221567067 2332396092

ENSORLGO0000007597 [hoxa1dp | homecbox prater Hox-AL3D [Source NCEI 3246963728 -0.009230817 -3.410838615 -0.16315958
proline dehydrogenase (ox1dase) 1 B

ENSORLGO0000000830 |prodhb, proline dehydrogenase (oxdase) Lb v 1 5986990298 1873682033 2434917568 1678867628
SH3 domain and tetratricopeptide repeats 2 "

ENSORLG00000007524 |sh3tc2 e e e, 3554517673 1973960176 0461557863 1110485803

ENSORL angptl? i like 7 [Source:ZFIN: Ace:ZDB-GENE- 3864262154 0.006547595 -1.255722833 2602475363

ENSORLGO0000005884 |- - 4880611915 2412277635 2334355062 0134514187

ENSORLG00000013932 |sic6ada solute carrier family 6 (neurotransmitter transporter), 626110213 2667396477 -1,54419831 2049990592

member da [Source:ZFIN:Acc:ZDB-GENE-060314-1]

Oryzias latipes estrogen-related receptor gamma type 2
ENSORLGO0000016819 [errg2 (errg2), mRNA. [SourceRefSeq 421523115 0835459377 -3447870318 -0.067613644
mRNA:Acc:NM 0011630921

Sema domain, immunoglobulin domain (1g). Short basic

ENSORLGO0000014173 |semadga | domein, secreted, (semaphorin) 3Ga 7422530852 4317806364 1265918506 1839272953
[Source ZFINAcc.ZDB- GENE-050513-31
insulin-like growth factor binding protein 1a - -
ENSORLG00000012878 [igfbpla insulin-fike growth factor Binding protel 3577059663 1379049464 2760875216 0562379602
ENSORLGOD000004717 [nipla nouronilin 1a [Source ZFIN-Acc:Z6-GENE-030518-21 3788519723 1614291538 2237966506 026345413
C beta 4 [SourceHGNC B
ENSORL PLCB4 ) 3713236316 0912255556 1249854282 1551612307
ENSORLGO0000009550 |usp12b D shectf, Peptidase 120 [Source ZFINAcc2DB- 369089955 210118712 -0.737916604 0762281359
ENSORLG00000011632 | mapdk2 mitogen-activated protein kinase kinase kinase kinase 2 3193496145 1101884091 0851394383 2853491219

[Source:ZFIN:Acc:ZDB- GENE-030616- 163]

solute carrier family 1 (neuronal/epithelial high affinity

ENSORLG00000012050 |sic1al glutamate transporter, system Xag), member 1 512811671 0521278599 -3.155361974 1451950586
[Source:ZFIN:Acc.ZDB-GENE-040718-414]
sphingosine- - phosphate phosphatase 1 [SoUrceNCET B
ENSORLG00000018045 |sgpp1 e oy 3922684421 1300350175 1404805336 1208923488
ENSORLGOD00001498Z [Torsi fbrosin-like 1 [SourceZFNACC ZDB-GENE-070705- 472739238 1627206919 207362082 1026950861
ENSORLG00000001403 |aebpl 3350‘1‘3”?}2935"63‘5‘” 1 [SourceZFIN;Acc:ZDB-GENE- 3274901691 2221856237 1683842674 -0.630312434
ENSORLGO0000009111 | TGFB3 (1 of m|ansforming growth factor beta 3 [Source:HGNC 7842295889 2147548821 -2.44967092 3245570971

Symbol:Acc:HGNC:11769]

Yes-associated protein 1 [Source:ZFIN;Acc:ZDB-GENE-

ENSORLG00000002708 |yapl e associar 4545378891 142683095 -1173891885 1945141138
ENSORLG00000006715 |acapl e R 4227540843 1.809140017 -1580127477 0838756771
ENSORLGO0000011984 |tmem267 g::;gigﬂlbﬁqgg%?m 267 [SourceNCBI 3066815753 0.907364269 0100334172 2260270923
ENSORLGO0000005747 | gas2a géﬁg;"sf’{fs‘*"en"‘c 2a [Source:ZFIN;Acc:ZDB- GENE- 3019984021 1202236153 -1.277705476 0.540526896
ENSORLGO0000013503 |- - 35176010 0682861557 026000260 2945522532
ENSORLGOD000012036 [STVINZ STathmin 2 [Source NCBI ene Acc 1011676331 681053466 ~1749241123 ~1.456607760 397417162
ENSORLGOD000011963 |- - 3950103277 1.032068973 ~0.743018063 2169201221
ENSORLG00000013231 |gadddsba @SX?CZEN'EEST :gr‘v‘e‘)}mlﬂgﬂ;@;z‘;f“““‘e beta 6290887289 2254651089 ~1.922800702 2113921147
ENSORLGO0000009061 | batf e e ks e Pilon factor 4098489244 -0.299503968 -4.809677028 -0.501107495
ENSORLGO0000005094 | mki2b MKL/myocardin-fike 20 [Source ZFINiAcc:Z2DB- GENE- 5337820122 2508360799 1478266431 1261677367

030619-161

ENSORLGO0000014427 |- N 6.008456555 316957661 1490405921 134895362
ENSORLGO0000013732 |- N 4.688784687 1203737583 2581421729 0.904109966




gene:Acc:100049249]

ENSORLGO00000L7443 [pyya Dentide Yva [SourceZFINACCZDB-GENE-080626-711 T6 45547444 1262655777 ~1356472102 2472911241
ENSORLGO0000012150 [siich211-94 | myosin ID [Source: HGNC {GNC 75961 3.028959265 0606936041 ~1.114492392 1308015024
ENSORLG00000001481 |krt18 keratin, type | cytoskeletal 18 [Source:NCBI 4850501755 2510799378 -02163917 2123795665

eneAcc1011689521
- - 4267511435 3.133652771 -0.940321954 0.194020073
ENSORLGO0000006846 |si.dkey-33c9.6| ;‘g‘iﬁey'mg 6 [Source:ZFIN;Acc:ZDB- GENE-130530- 5507517836 2869592796 -2.782979603 -0.144571185
myosin Tight polypeptide 3, skeletal musdle N N
ENSORLG00000002432 [mylz3 ISource ZFIN-Acc ZDB-GENE-000322-61 5.402077038 1.397813519 5.748159985 1.052216425
ENSORLG00000006389 [myol0 mvosin X [Source:ZFIN:Acc:ZDB-GENE-070912-2771 3.342240094 0.236802091 -1.789325323 1316597834
ENSORLG00000003417 |- - 4136938909 2.20093607 -1.237152514 0.699334968
ENSORLG00000015524 |arhgap25 g’é‘,’vg’;;;ﬁ”;f&r’g protein 25 [Source:ZFIN;Acc:ZDB- 2429672168 1684297379 -2.776718286 -0.030857105
B I- 4084726365 0550045476 ~176836013 1766805524
3 e 50 ondase T
ENSORLG00000004723 |tyrplb TSource NCBI aene:Acc 1011612921 5.682312292 1.124736006 -2.771299632 1.786761218
Solute carrier family 7 (neutral aminG 50d transporter
ENSORLG00000015054 [slc7al0a light chain, asc system), member 10a 3.930482435 0.665494019 -2.117011291 1.148462
[Source:ZFIN:Acc:ZDB-GENE-080116-11
ENSORLGO000001236Z |- - 5042225255 0550552372 2053010565 2439147578
ENSORLGO0000007559 |- [rmelan-A TSource NCBl qene Ace 1011630171 4195068684 1443437716 ~0.97667789 1776338210
Calcium channel, voltage-dependent, beta 23 ~
ENSORLG00000010896 |cacnb2a |LSOUYC& ZFIN:Ace:7DB-GENE-080808.-71 3614404716 1.662282348 0.247394 1.705213725
carnitine palmitoyltransferase 1B (muscle) N
ENSORLG00000010223 |cptlb e oo 8134898429 3.439354748 3733687758 0962367438
ENSORLGO0000017706 |- uncharacterized LOC101160024 [Source:NCEI 16.19307637 9747504889 -1619307117 9747521673
aene: 1011600241
Sterol regulatory element binding Tactor 2 )
ENSORLG00000014672 |srebf2 o son Coe 06uio 5 3508790389 0550616747 1574471187 1384187608
ENSORLGO0000006825 [smad6b g, member 6 [source ZFINAce ZDB- GENE- 4582125765 0932913066 -1443453048 2206243705
ENSORL gamt N [Source:NCBI 5604387284 0990345661 -3.674361432 1030165187
qeneiAce 1011662921
adenosine AL receptor [SourceHGNC B
ENSORLGO0000016055 [ADORAL  [20en0sine Al receptor| 4526309257 1071708423 132040924 1225680185
TmoTa LIM domain 7a [Source ZFINAcc 7DB-GENE-030219- 4506328551 0152475567 757555705 2001685312
Solute carrier family 29 (equilbrative nucleoside
sic29ala |transporter), member 1a [Source:ZFIN;Ace:ZDB-GENE- 3851521645 1148285172 080667459 1807046842
050913-1361
- - 3613571956 0813002705 0355706688 2445347781
ENSORLG00000013721 |mao onoamine oddase [Source ZHINAcc ZDB-GENE- 3523591949 2312388013 -2.325250064 -1113561146
inositol polyphosphate-5-phosphatase 1o R
ENSORLG00000006273 [inppSib inositcl polyphosphate § Bhosphatese b 3.906322843 1706251757 0576903727 1623651739
ENSORLGOD000003376 [79e 110338 7ac 110333 [Source:ZFIN AccZDB- GENE -050417-3311 1720671028 1177188317 2774501251 316079303
tensin 3, tandem duplicate 2 (Source ZFIN; Acc:ZDB- B
ENSORLG00000012903 tns3.2 tenen 3 tandernd 3152661302 1442479875 102113898 0689527697
Oryzias latipes interferon alpha-inducible protein 27,
ENSORLG00000017224 |isg12(1) mitochondrial-like (isg12(1)), mRNA. [Source:RefSeq 3.181570772 2.041828131 0.681981242 1.822208841
mRNA:Acc:NM 0012788181
Sodium-dependent phosphate ransport protein 28 "
ENSORLGO0000016764 [sicadaz  [$901um-dependent phosphate tan 5602035427 0710351834 2602973957 2281005277
D-amino-acid oridase, tandem duplicate 2 B
ENSORLG00000007059 |dao.2 £ emino_scid oxidase, tandem duplicete?. 5497121089 0916152201 1589242416 299221147
ENSORLGO0000017976 |dse dermatan sulfate epimerase [Source:NCBI 3313086715 1512812813 -1.22753483 0573223673
geneAcc101165527
ENSORLGOD00000Z603 [Kit222 keratin 222 [Source ZFIN Acc 7DB-GENE-070812-3431 1557302458 225453578 220563672 1153320130
’: Kruppel like factor 3 [SourceHGNC. B
ENSORLG00000005407 |KLF3 Kruppel Tk factor 3 [Sour 3052009181 0142563229 1822400555 1087530273
ENSORL angptia angopoienn -like d [Source ZFIN/Ace.2DB-GENE- 5003270384 2275079891 1449896036 1278780226
ENSORLGOD000016167 [IHH indian hedaehoa [SourceHGNC 5750547025 0160140759 3058677422 2392255762
twisted gastrulation BMP signaling modulator 1 B
ENSORLG00000004013 |twsgla fisted gestrulation BMP signaling 3881589304 2165381876 1097988229 0618704117
ENSORLG00000013847 |kenj2a inward rectifier potassium channel 2 [Source:NCEI 3621356149 1558335581 1609555495 0453948066
qene:Acc:101173339]
ENSORLG00000018140 | nenf reudesin newctoph Tactor SourceNCE 4774939673 2686210852 023904024 2328253414
ENSORLG00000001088 |h2afy2 e e famy, memoer Y2 [Source:ZFINAce Z06- 3701083622 0568160101 -0.361204323 2772203964
ENSORLGO0000006263 [srminb b [Source ZFNACCZDB-GENE-070012-21 3084533589 120305041 720620899 036433072
ENSORLGOD00000642L |- - 5036364624 0674263864 2580303356 113283015
ENSORLGOD000017246 |- B 760558836 1.790008806 6520461102 ~0.714386675
ribosomal modification protein rimK-like family member R
ENSORLG00000004646 |rimida S T P ke o 4283700816 1790173797 0603951318 1890060848
ENSORLG00000013012 |phf2 g protein 2 [Source ZFINAccZDB- GENE- 3628261611 0887086623 -0.662611808 2079048215
aldo-keto reductase family 1, member B1 (aldose B
ENSORLG00000010337 |akr1bl sldo-keto reductess famiy L member Bl takdose 5114969334 0167743529 237907411 2568636412
ENSORLG00000010577 |spag8a e aseaeq antigen 92 [Source ZFIN Acc 2B 4908692437 2155220412 -0.72962196 2024322173
ENSORLGOD0000174B0 |- - 054135127 1327833350 2403685633 0762008082
ENSORLGOD000005B33 |- - 424956613 2457526183 ~0.248871351 1.543654733
ENSORLG00000000268 |- jumonji domain containing § [Source:NCBI 3627490471 1034728241 0.286222354 2881460456
aeneAcc:101170679]
- - 3885229954 032942374 ~1126650404 2476641254
Tess-type MMTV integration site family, member "
wnt2ba e e e e T 6623956743 265449191 2023238707 1.946700897
- - 52361688 2141735020 ~1531071275 56386742
B - 3543541677 116574021 0567333164 1.790054462
e CD74 molecule [Source NCBI qeneAcc 1011567761 5231951564 257876605 2553185642 0099884663
ATP-binding cassette, sub-family A (ABC1), member 1A R
ENSORLG00000014109 [abcala ATP. binding cassette, sub- family A (BC: 3415317728 1454080485 0421204107 1540517628
ENSORLG00000002227 [smada | oh#1D Tarily member 6a [Sourca ZFIN:Acc ZDB-GENE- 4699180449 0765481779 -1619605712 2314578273
- - 641137516 1270842636 —T5121151% 2555664833
Romeobox protein Hox-ALLb [Source NCBI B
hosatop  |homesbox protein He 3744986933 0735500592 227324389 0736726449
NRPL (L of 1 (Source HONC Smbol AccHGNCB004T 3389614831 544897300 ~1604615897 0145413864
C, cAMP-specific b N
predc R o oo b 751 3394468826 0843943396 1066175085 1484835009
sterile alpha mofif and leucine Zipper containing kinase "
2ok sterile slphe mtif and leucine Zpper containing 4922693995 2218853031 0575081004 2129246057
B - T55216777 259531160 ~1336807788 0620432877
ConTTb |claudi 116 [SourceZFINAccZDB-GENE-010326-131 16 28015403 0 ~4.557881041 1372464494
E receptor 4 (subtype EP4) b "
I e e 496939269 0902533535 3449056394 0618287389
PROXG 6 [Source HGNC A577ITT081 0347253733 245072322 177061878
protein Z, vitamin K-dependent plasma glycoprotein a
ENSORLG00000008569 |proza R T e e 3873659007 1707228581 0.199696889 2366612413
ENSORLGO0000017475 |snai2 snail family transcriptional repressor 2 [Source:NCEI 3783857867 1442333815 -1,648379507 0693628938
eneAcc1011732571
ENSORLGO0000016583 |- - 5585276806 34724164647 ~1481273071 D6B0318515
ENSORLGOD000016417 |- - 3807774821 2541156127 0340884952 1.607989123
ENSORLGO0000006367 |aldoa fructose-bisphosphate aldolase A [Source:NCBI 3.92921249 1121857103 -0.722496085 208534436




1Q motif and Sec7 domain 2b [Source:ZFIN:Acc:ZDB-

ENSORLG00000014384 |igsec2b GENE-081105-731 4799091026 2.170266976 -0.544278399 2.085030313
ENSORLG00000016536 |- - 5.326912183 2.682623419 -2.668914864 -0.024140956
ENSORLG00000006759 |- - 5.178147663 2472157643 -1.534773967 1171699781
Solute carrier family 5 (sodium/glucose cotransporter), 3
ENSORLG0000000B769 |sic5a2 e oo 6087200971 1129266941 4383930455 052448558
secreted frizzled-related protein 2 B
ENSORLG00000008332 |sfrp2 | FSource ZFIN:Acc:ZDB- GENE-061013-2931 5.316935473 0.867469437 1.567923456 2.882027203
ENSORLG00000012630 |- - 3.700896126 0.822585797 -1.613069054 1265726346
ENSORLGO0000011596 [sich?11-15b1 3:eh 21115010, [SoureeZFINAce 2D8- GENE- 160728 4397113825 2507416281 -0.665860106 1204322578
ENSORLG00000012064 [adm2a e omeclin 2 [source ZFINAce ZDB-GENE- 4787241713 0478456522 -2392000142 1917261005
family with sequence smilarity 98, member B )
ENSORLG00000012990 |fam98b o e o0, e 3.186615274 0.489956112 1032007342 16651373
ENSORLGO0000000503 |- - 457679555 12336083 ~T§7467727 1779242650
ENSORLGO0000013198 |- - 3482207158 1917921352 0152563659 1717335077
ENSORLGO0000017322 |tmem30sa | 1ansmembrane protein 30Aa [Source 2FINAcc 2DB- 3425052407 1410658572 0402376474 1612502329
ENSORLGO0000016859 |thbs1 e I e 3817910056 1830718937 -2.128081333 -0.140354723
ENSORLG00000016427 |jph2 Jic 2 [Source:ZFIN;Acc:ZDB-GENE-030131- 7687678169 2611984413 -2.669324331 2406838314
ENSORLGO0000007377 [smad1 gy member 1 [Source ZFIN;Acc:ZDB-GENE- 345163959 1657903884 0367910473 2162130653
16 [Source ZFIN:ACC ZB- " "
ENSORL ggtlb GENE-110408-131 4234109248 3.042080343 -3.56581957 3.710855364
prolyl 3-hydroxylase family member 4 (non-enzymatic)
ENSORLG00000003556 |p3h4 probI S Tyconlase oy mermber & (non 3297250063 2018010712 072060133 200031647
15 [NAD(+)] -
ENSORL HPGD |ISource: NCBI aene:Acc: 1011699631 4898197432 1.473062255 1.603152264 1.822467592
ENSORLGO0000005397 angptzb urce:NCBI gene Acc 1011547601 5365080360 2973205193 3781231068 1368056393
ENSORLGODUD000BOLL |- - 6.719600869 2672463354 2761146192 1066477208
ENSORLGO0000003354 [NRCAM (1 of [ eurone) cel adhesion molecule [SourceHGNG 3.086307765 2245339717 0523379442 2264832766
ENSORLG00000013880 |alkal2a L loand 2a [Source:ZFINAcc:2DB-GENE- 15.6354608 12.83678612 -0.607980003 1991162527
ENSORLGO0000014797 [ TBX2 T-box 2 [Source GNC SvmbolACCHGNCIT507T 370415013 1508850803 2227001285 1062783154
ENSORLGOD0U0011833 [sost sclerostin (Source ZFIN-Acc:ZDB-GENE- 1104111301 3819715060 2907160015 ~1.6658B7556 024713356
ENSORLGO0000008715 |socs1b suppressor of oytekine signeling 1 [SourceNCEl 4462041274 1119814454 -2.264672762 1078039073
dimethylarginine dimethylaminohydrofase 1 N
ENSORLG00000010712 [ DDAHI dimethylarginine dimethylaminofy: 4624960097 179702084 0961539839 1866885738
ENSORLGOD000015316 [lurm Tumican [Source:ZFIN-Acc ZDB- GENE-040625-241 622618027 2831698433 7104388678 1292376868
ENSORLG00000016925 |PFKFE2 o i 3656596777 0671747566 -0.722405525 2262928948
EYA transcriptional coactivator and phosphatase 4 "
ENSORLG00000016484 |eyad O CoaC ol 2 phoss 4291274365 0940991111 261888600 0731880166
ENSORLGO0000011281 | fat2 A coypical cacherin 2 [Source:ZFIN:Ace ZDB-GENE- 4299062629 0.968102046 -1.304500748 2026937386
ENSORLGOD000007677 [snd0b sorting nein 10 [Source NCBl aene Acc 1011696951 4700509215 2023085117 ~T835471086 0842435258
ENSORLGO0000010570 |sicch73-62121, |3/ 3-6221 1 [Source.2FINAce:2DB-GENE-120215- 400024254 2037758056 0.691220494 2854189622
Oryzias atipes dopa decarboxyTase (ddc), mRNA. " -
ENSORL ddc Jope decerbmalese (ddc) T 5779664513 015490273 4238066359 1696986321
proprotein convertase subliisin/kexin type 8 "
ENSORLG00000001627 |peskd e oo 4627432368 0.418120089 2344653303 186514347
inositol polyphosphate-5-phosphatase L
ENSORLG00000011507 [inppSi inositcl polyphosphate § Bhosphatssel 3.145767404 1226596 0964381234 2884037301
ENSORLGO0000015075 |- - 537847601 1774241160 0706253828 7280846662
ENSORLGOC00000457 {T70c3s [neme orvaenase Souroe NGH gone A 1011576301 452713123 1775085488 -286140302 ~0.108873007
SH3 domain-binding glutamic acid-ich- ke protein "
ENSORLG00000012924 |sh3bgr o onding dlutare ackd 3240630776 2079633371 0208382201 0953101383
ENSORLG00000005230 |gb hemoglobin subunit beta [SourceNCB 9901583752 0038179361 -23.29657044 -13.43317725
ENSORLGOD000006046 [HGFAC HGE activator [Source HONC SvmbolAccHGNCABOAT 502916155 1754828518 ~113360071 ZTATT24381
toll-lke receptor 2 [Source:NCEI aene:Acc:1011629591 320644639 1429185735 0507423574 1360320056
ENSORLGOD000007219 [EPY £PH recetor B3 [Source HGNC Svmbol:AccHGNC 33941 4201489108 1649324985 2162839999 0.389700947
Switching B cell complex subunit SWAP70D B
ENSORLGOD000001090 [swap7ob | R¥tehing B cel cormplex sdbunt SWARTES 4341836844 1.940080432 1102328416 1299012312
B 1M and senescent cell antigen-like-containing domain -
ENSORLG00000015535 LM and senescent celentigen ke containi 4191133451 2264158691 0545465782 1381993757
ENSORLGO0000012210 |- - 3867193748 T72353777 0636376888 1300348683
ENSORLGO0000017799 |- actin aloha cardiac [Source NCBI aeneAce 101614561 422682687 2660024153 ~0.73124316 139416326
ENSORLGO0000013541 |- - 3071797159 1602902228 ~130896743 0070413123
ENSORLG00000016388 |hdacTb Do Geacenase 7o [Source ZFIN AccZDB-GENE- 3997312883 1512474321 -0.071797218 1513527032
- - 3676927429 0985573988 0512700143 2179129426
xo0yst complex component 3-1ke 2a B
ENSORLGOD000000409 [exocaiza | SX0%st complex component 3 fke 2a 5860316665 2992441448 2212261576 0656098712
ENSORLGO0000014917 [sich211-107n| g&"&gﬁgﬂ"“ 1 [Source:ZFIN;Acc:ZDB- GENE- 3771762373 1384581549 -3018303804 -0.630638367
ENSORL - LOC101156336 [Source:NCEI 4844261226 1240480329 -3.318986017 0.285280997
aeneiAce1011563361
ENSORLG00000008169 |- e ey e © [SoureeNCEl 3386693152 2358538201 1725626876 2754266913
ENSORLGO0000015752 |cend2a e e [SeveeNed! 3.803272388 2179861099 -0.886902082 0736993695
echinoderm microtubule associated protein Tike 3 " y
ENSORLG00000011743 |emi3 R T 3141636564 1105611721 2116288706 0079779143
ENSORLGOD000013064 |- - 47472157360 1553118502 2251062616 0937555678
ENSORLG00000002584 |unm_sag0g | 12med sad08 [Source ZFINiAce 2DB-GENE-120727- 3430073437 1468511922 -0375420629 1587525372
Toceptor, mcotinic, alpha 2b (neuronal) y " y
ENSORL I o v 3077194133 0038635355 3404194272 0287879804
B LOCI01163284 [Source:NCBI " y
ENSORLG00000012186 T 3375786221 2791922346 0878067074 0293718205
ENSORLGO0000014541 [JUN T 3238377869 0598304101 -0.681194401 1750364176
pterin-4 alph:
ENSORLG00000014027 |pcbdl cofactor of hepatacyte nuclear factor 1 alpha 3002144795 0646562689 -1.306057039 105001014
Source:ZFIN:Ace.ZDB- GENE-040426- 17671
ENSORLG00000015413 |pof1b OnE o g protein [Source ZFNAce ZD5- 3276899153 0027277187 -2.220848439 102025823
ENSORLGO0000000363 |gpri71 g&‘éﬁgﬁgi?‘;ﬁﬁ“”‘m 171 [Source:ZFIN:Acc:ZDB- 3708529093 0419028771 -4.295796666 1005812615
ENSORLGO0000018199 [ahrib (1 of me| 23] hY3(ecarhon receptor 1b [Source:ZFINiAcc ZD5- 4967843450 4543750077 -0.600578027 -0.376001689
ENSORLGO0000016107 |- - 6457113082 3427458818 3023326756 006813743
Calcum/calmoaulin-dependent protein Kinase (Cam
ENSORLG00000000900 |camk2b2 |kinase) Il beta 2 [Source:ZFINiAcc:ZDB- GENE-090312- 3807777858 0798313557 -1.102412794 1907537763
341
rio Rho guanine nucleotide exchange factor b B
ENSORLG00000005279 |rich R P ange foct 3514273017 0874661189 1307741085 1332356343
ENSORLGO0000003210 |- - 4245782118 11520423 2500514742 0483808378
ENSORLG00000006783 | psmb8a (1 of f| Proteasome 5“““”‘1‘ beta 8A [Source:ZFIN:Acc:ZDB- 5630527576 144415249 ~1.608549485 2578310647

(GENE-990415-141




APC down-regulated 1 [SourceHGNC " N
ENSORLG00000004124 [APCDD1 |Svmbo\ AccHGNC:157181 3.003406766 1916647796 -2.606888656 1.519644704
ENSORLG00000004814 |si:ckey-110c1. IE;EV'“”“ 10 [Source:ZFIN;Ace:ZDB-GENE-050208- 7.093585994 3187876542 -3.65207662 0254115179
ENSORLG00000015972 |ephbl gm receptor BL [Source:ZFIN:Acc:ZDB- GENE-070912- 4683014566 3107207587 0959761416 2540964207
ENSORLG00000002885 |- - 4469037189 1139342219 -1.613538516 1716640609
pynimidinergic receptor P2VA [Source HGNC )
ENSORLG00000001785 |P2RY4 e et 5256742324 2154644879 1815143859 1289438264
ENSORLG00000001284 |sich211-214i€ %%?11'2“18 1 [Source:ZFIN:Acc:ZDB- GENE-060526 - 3538112616 0895213993 -1.796534482 263727781
bone morphogenetic protein 6 [Source ZFINAcc ZDB- N
ENSORLG00000006529 |bmp6 o 0 6.14978308 1140250119 3104242077 1905773287
family with sequence smilarity 46, member AD B
ENSORLG00000017009 |tent5ab | ISource ZFIN:Acc ZDB- GENE-071004-351 4108515787 1.021768365 1.535802833 1.551428999
ENSORLG00000009755 |- - 4.896148744 2.514680106 -0.962026776 1.419926055
ENSORLG00000004036 |- - 3.064767536 0.892907624 -0.90306505 1.269280157
ENSORLG00000000775 |- mvosin-11 [Source:NCBI aene:Acc:1011726581 5.258731679 1276434448 -2.633395097 1.349387605
Solute carrier family 41 ¥ N
ENSORLG00000012106 |sicd1al e s 001 4204608153 0610657378 1187953689 2.496480657
protein Kinase C zeta [Source: HGNC "
ENSORLG00000016850 [PRKCZ Sumbol Acc HGNC.94121 3498225783 0.20032312 0.391933866 2906453294
3 Oryzias latipes androgen receptor beta (ar-alpha), N
ENSORLGO0000008220 ar-alpha | 022 1 receptor bets (ar-alpra). 4318650365 2703748553 0688855146 0926531492
ENSORLGO0000016176 |- - 4638053581 1545054985 ~1821287324 1272196207
apoptosis-associated tyrosine Kinase a B
ENSORLG00000007487 |aatka | ISource ZFIN:Acc ZDB- GENE-100812-41 3.983576429 1.74639728 1.208909183 1.02875579
ENSORLG00000006554 |abdlb ooty Bource 2N Ace ZDB-GENE- 1570846424 1217542792 -4.387320218 -0.853817851
Gedicator of cytokinesis 11 [Source ZFNACCZDB- "
ENSORLG00000011441 |dock1l GENE-060503-1961 4505987704 1.818028773 2261772057 0.426671347
Phosphate 4-kinase type-2 "
ENSORLGO0000015292 [pipdkzch | PROsphatidvinositol &-phosphate & kinase 4052508911 0546010901 0967203085 253977904
ENSORLG00000021309 |RFO0045 small nucleolar RNA SNORATS family [Source:NCBI 14466729743 2260750366 0790703772 2997168413
eneAcc1110471311
chloride intracellular channel 5a [Source:ZFIN:Acc:ZDB- B
ENSORLG00000004371 |clic5a e e 576785201 1565337006 2269611622 1933388177
ENSORLGO0000018204 | fosl2 (o5 ke antigen 2 [Source ZFIN:Acc ZDB- GENE-070209- 5375191562 1333330999 -1.078306692 2064038315
ENSORLGOD00001B163 |- - 5036318823 0806762599 1597761637 —T174106154
max interactor 1, dimerization protein R
ENSORLG00000015172 | mxi1 K B L e e o) 3791500547 1400431251 080145146 1590111678
ENSORLGO0000000339 [aap105 aauaporin 10b [Source ZFIN:Acc:ZDB-GENE-060503-571 4018528502 0342818939 ~153383841 2827992810
ENSORLGO0000018046 |- - 482436502 175987691 2539567922 0525405786
ENSORLG00000003010 |ephb3a eon receptor B3a [Source ZFINVACE 2DB-GENE-950415- 4194918755 1898223847 -1.39551
ENSORLGO0000015556 [2nf703 2 finger proten 703 [SourceiZFIN:AceZDB-GENE- 3360244029 0.969240801 -2.253604334 0.137883412
ENSORLG00000017460 | cers1 gesgz'ggisnyeq‘h“e 1 [Source:ZFIN:Acc:ZDB- GENE- 5759735596 2440545148 -2.809978756 0509702164
basic, immunoglobulin-like variable motif containing ~
ENSORLG00000015711 |bivm B e Ve T 3056878136 016746299 0346138399 2543762011
protein tyrosine phosphatase, non-receptor (ype 6 B y
ENSORLG00000012425 |ptpn6 O e e e 1ol 3669098807 2019274319 1700242317 0049933062
ENSORLG00000014511 | si-dkey-239i2Q ;\&ﬁy—zaswzo 4 [SourceZFIN:Ace: ZDB-GENE-030131 - 3198959033 1093711792 -0.891360787 1214370321
'ATP-binding cassette, sub-family D (ALD), member 2 N
ENSORL abcd2 : iie, sub-tamily D (ALD) 3252532775 1955746036 0200986831 1087285217
I d, EVH1 domain containing 1 ~
ENSORLG00000013019 |spredl e o o 6767333485 4023415674 1099995616 164441146
ENSORLGO0000003734 [NFIX (1 of mar|nuclear factor | X [Source HGNC 3254288240 19051718 2172800014 0037088167
ENSORLG00000002797 |osr2 e yranseipton factor 2 [Source NCE! 3130955672 2333445238 -1511782768 0704787735
ENSORLGOD000012350 |- ke [Source NCBI qeneAcc 1011744641 4401062028 1857308039 2207352608 1663181797
ENSORLG00000000298 |sich211-255i75 (211295120 8 [Source ZFINAcCZDB-GENE-141216- 6.381571423 2774737609 -4.235439447 -0.628110891
FimO VS WIO 58 [ENSORLG00000006423 |- - 233025371 3364477750 08469644 0050957774
ENSORLGO0000006378 [plek Dleckstrin fSource ZFIN Acc 7DB-GENE-040426 5061 2807753252 4212202847 0879718871 ~0.42424592
ENSORLGO00000003484 |slal gg%ggjjgfap““ [Source:ZFIN;Acc:ZDB- GENE- 1151479854 3165758316 1910981484 -0.102812619
ENSORLGO0000021567 |RF00284 small nucleolar RNA SNORD74 [Source:NCBI -12,63301337 5431997698 13.32769438 -4.736825993
qeneAcc111047413]
ENSORLGO0000006720 |scch11-241¢| .ch211-24115.3 [Source 2PN Ace:2DB- GENE-131127- 1600537159 4200580927 228507583 0314481725
B Terase Mu 5 [Source:NCBI "
ENSORL glutathione S transte 0882912403 4839535112 1619307058 2336830765
ENSORLG00000003632 |- cell surface A33 antigen-like [Source:NCBI 1134556428 3530042334 132367267 -1.072228339
gene: 1011609691
Oryzias latipes prepro-gonadotropin-releasing hormone
ENSORLG00000005824 |gnrh3 (Gnrh3), mRNA. [Source:RefSeq -16.42658696 3298120449 1025296104 -0.471256466
mRNAACCNM 0011046721
N Oryzias latipes Her? (LOC100048436), MRNA. y
ENSORLG00000016162 A oearn oo 1982437411 8524040077 1006611077 5534510756
ENSORLGO00000L7610 [5x345 connexin 34.5 [Source.ZFIN:AccZDB-GENE-050224-21 1823973026 3943822330 550603350 6015410853
ENSORLGOD000002664 |- - 0 1616785657 1261067653 ~3.556708491
ENSORLG00000021420 |RFO0612 Z"e‘:! A”ﬁcc‘fl“‘l%;’;;‘fstORD75 [Source:NCBI -11.31474184 5013521263 14.93890417 -1388869234
ENSORLGO0000004107 |- - 1480376687 1620475678 0566388486 0024134127
720C 153157 7ac 163167 Source ZAN Acc 708 -GENE 060825 2241 2276541709 3497540254 ~0,631083638 2051507365
- - 4267791623 4532158460 1428614168 164732048
- - 0 1657316875 102001875 ~6.372502806
- - 155105054 560899843 ~0.080642314 623964693
E TSourceNCE aeneAcc 1001254381 91767158 067030431 ~0.214278438 0363152367
- - ~1389345323 237727738 1432057564 2810115327
- - ~10.71312012 76364024 116290287 ~4.559967072
- ~5.208746021 5249162 0.726606226 ~6.39690446
anaZa annexin AZ-A TSource NCEl aene Ace 1011674511 515929289 1697501 272872208 023458522
- - 605421038 7179728 1942702256 ~1478570975
- - 668064006 Ti6a3110] 2755689853 0167407611
- - ~0.046313926 534768983 3014699204 ~0.565001888
ENSORLGOD000008441 |- - 752782161 619326867 0407014729 ~1.459045064
Solute carrier family 27 (fatty acid transporter), member B y
ENSORLGO0000015010 [sicz7atp  [Solite carner amly 27 {atty aec ransporer) 3527512955 8817929831 1392314959 6682241896
ENSORLGO0000006890 | AIFL allograft inflammatory factor 1 [Source:NCBI -13.56561502 3878838639 1489041582 -2.553547477
eneAcc:101175592]
ENSORLGO0000005918 |- - 47752054685 EXZETAVERE] 000076633 8614513601
ENSORLGOD000011626 |- - 1781270004 3850029270 1171282047 ~0.896983121
ENSORLGOD000002685 |- - 5881786950 7236217008 1420510913 ~1912302004
Gryzias atipes estrogen-related receptor beta ype 2
ENSORLG00000009126 |errb2 (errb2), mRNA. [Source:RefSeq 1502009701 8208995727 3369412677 -3.336999572
mRNAACENM 001163091)
ENSORLGO0000000557 |- - BBI7143558 1500838042 4614602785 2566104247
ENSORLGOD000001199 |- - 8490048599 1569327704 5666316042 ~1.536436843
{17 -beta) 3 " N
ENSORL 7 |nsarzng [ydrowstercid 17 beta) dehydrogenase 2760197371 3189194363 4638364304 1310550334
ENSORLGO0000000436 |- 0 1790838220 8276357079 0721537750
ENSORLGOD00001332L |- I 0506171755 3265561104 ~0.544681913 ~4.405930651
ENSORLGOD000017090 |- T 1005323355 2001925020 1857104208 ~5.108455682




ENSORLG00000011883 |ephb6 2‘1’:’ receptor B [Source:ZFIN:Acc:ZDB- GENE-100922- 0734474051 7447299403 2427313851 4.285022511
ENSORLG00000004187 |- - 2.364372005 6.710977083 -4.846034603 -9.192147038
ENSORLG00000007108 |- - -12.83807329 3.901003792 15.45518368 -1.283403212
ENSORLG00000017005 |- - 3.390768654 4.548142006 2.039939115 0.883051472
extracellular calcium-sensing receptor ke [Source:NCBI N B
ENSORLG00000005715 |olfcg e 1072021005 5261451258 0 1598166828
N Coenzyme Q-binding protein COQ10 homolog, B "
ENSORLG00000004161 . NCBI enesAcc: 1011643111 2927132005 5.033639836 1.584207646 3.690231849
ENSORLGO0000021668 [RF00271 [Tl nucleolar RNA SNORDEO [Source:NCBI -1016093027 5500183451 155619472 -0.008681067
ENSORLGO0000011040 |- - ~138786583 7523857062 1524568454 3156340068
ENSORLGO000000L795 |- - 2484488925 3455177903 0.006470547 ~0873733698
heme-binding protein souls [Source ZFIN.Ac ZDB- " N
ENSORL soulS GENE-110718-21 4101978636 3.324966349 2239382023 5.187078109
ENSORLG00000016133 |- - 5.17964243 8784710849 1.377335417 -2.22723393
ENSORLG00000009963 |- - -14.66705331 3.204260399 0 -17.87132015
ENSORLG00000021451 |RFO0070 Zr::! nucleolar RNA SNORD29 [Source:NCEI -1231474184 3305502715 15.20735838 -0.322396762
ENSORLGO000000LL7E |- - 1327483840 6326796471 2621065200 2377758508
ENSORLG00000001625 |- - ~11.05257484 5.404364915 1065068379 ~5.805766305
ENSORLG00000009255 | crot carnitine O-octanoyltransferase [Source:NCBI 0658501109 3.808104507 0807021458 2342097223
eneAcc1011713571
chromosome 3 open reading frame 80 [SourceHGNC B
ENSORLG00000006058 |c3orfBo | hremosome § open read 1310427329 3159226141 0736602615 1111710761
ENSORLGO0000015788 |- - 1160532835 5500123950 1426333743 3021625007
ENSORLGO0000000057 |- - 1592564220 1042656878 ~5.408504774
ENSORLGO0000003496 |- - 0506785748 3502402676 ~0.318008707 ~3314230975
ENSORLG00000021468 | RFO0069 small nucleolar RNA SNORD24 [Source:NCBI 1.497411064 7287775155 3105511255 2684370103
qeneAcc111047418]
ENSORLG00000011788 |- - -12.88999821 3.088356655 13.03343677 -2.944429637
ENSORLGOD000016089 |- B ~1.401000362 4.95310516 2334807706 ~4.019802196
ENSORLG00000021554 |RFO0099 small nucleolar RNA SNORD22 [Source:NCBI 1419580357 1567735353 2200788033 0.719705048
qeneAcc:1110463601
ENSORLGO0000000989 |- - ~1621776804 6333207458 1013616805 “T241432435
ENSORLGOD000017016 |- - ~0,085892819 5344205651 4800190141 ~0,619820043
Small nucieolar RNA snR60/Z16/2230/2103/017
ENSORLGO0000021285 |RFO0s1 |Smnel nucieciar RNA snRe0/zLs 22: 0724028756 3334028655 2556705289 -0.052810403
ENSORLGOD0000L7T07 | - 0 1668620775 1575450606 I 23730125
- 5 ~1300707043 3454230434 0 1655201503
- 5 ~B.668055677 7049034663 1386270328 ~1.854680197
ENSORLGOD000003097 |- 5 ~12.4455736 542024802 1405504513 ~3.610286006
ENSORLGO0000006867 [si:ch211-240b| gzgg‘;‘;qué‘{ke receptor 1 [Source:ZFIN;Acc:ZDB-GENE- 1287442533 3672975688 2075919146 -0.309129433
- - ~148865657 36442434 1656622047 3475792401
ENSORLGO0000005912 |cdB1b &81 molecule b [Source:ZFIN;Acc-ZDB- GENE-040808 - 2.047521327 3911543201 1617465367 0653927148
prol h interacting N i
ENSORLGO0000012376 [pstpiptp | Proine-serine-threonine phosphatase interacting 1960917848 3300661368 0137307322 1476564358
ENSORLGO0000000596 |- - 2029168587 3012972482 0778548167 0204740139
- - 3392740184 557667148 2118504685 ~0.064645404
- - 1883483022 3501890426 2789774832 1086854115
ENSORLGO0000007086 [myol mvoferin Ike [Source ZAN AccZDB-GENE- 11111621 0642748128 3.420538474 2126652336 ~0.650654041
ENSORLG00000021274 |RF00281 small nucleolar RNA SNORDAT [Source:NCBI 1757039582 3026189407 2035193712 0766527722
eneAcc1110474121
- - 0003502082 5713062113 2086110182 3630062035
R placenta-specific protein 9 [Source:NCBI N N
placents-specfic prot 2208208976 3306163636 0836257819 1933732668
- - 0 175205118 1367108214 3848957462
ABI Tarly, member 3 (NESH) binding protein a N N
abigbpa |01 famiy, member S (NESH) binding s 0478522541 3302923133 00628805 3718076732
- - 0047373047 5693007453 1333602251 230306196
- - 3383385714 7556677654 6.06585550 3973882033
- - ~11.07472351 4792202363 1516160415 0684530326
- - ~11554B7650 290705652 0 ~15.84558732
- - 371720080 3273248337 239623805 1.505106422
" mmunoglobulin heavy varable 14
ighv-4 e S A e 2703955716 4820706558 2158363525 0042097762
HmT VS WIT - - 2252000578 0.065087627 3186031558 0880328174
- - ~1844315682 0339103369 3564994518 1382060104
iron-sulfur cluster assembly 2 [Source ZFINACCZDB- "
isca2 o e & 2178971046 0455792664 3616825719 0982546081
- - ~T65188548 2059613313 5968977357 2257962112
W associated factor 2 [Source HGNC B
A2 (1 of ma| Y1 associated foctor 2 [~ 2059009946 0589514105 3644945087 0996905988
- - 1143503992 3540012050 172861630 2311605326
nuciear cap binding protein subunit 2 B
ENSORLG00000011235 |ncbp2 e 1244361204 1367364509 3792686964 1181446269
seizure related 6 homolog a [Source: ZFINACG:ZDB- N -
ENSORLG00000008861 |sez6a e e o 511550647 0765236823 4934839922 0584966153
Dnal heat shock protein family (Hspa0) member C17 " y
ENSORLGO0000016956 [dnaje17 | Qna) heat shock proten farvly (i 3877991568 0331530898 3714203628 0168236788
proteasome subunit alpha 8 [Source ZFNACCZDB- B
ENSORLG00000016990 |psmat proteasome subunit 2114369214 1495189529 4363165164 0754091155
ENSORLGO0000003731. [PRELIDSB | PREL] domah contating protein 36 [SourceNCE! -0.542028695 0223444128 3.157400982 2392422125
ENSORLGO0000009647 | ciflad eukanyotic translation initiation factor 1A domain -1.941506539 -0.140545213 3541356124 1740879704
containina [Source:NCBI aene:Acc: 1011616511
ENSORLGO000000700Z |- - “1753162735 15719937 1651743385 0935696988
nuciear transport factor 2-TKe export factor 2 B
ENSORL 2 : et o ¢ 134303565 0820084946 4213913031 205037829
ENSORLGOD000000BBL |- histone HA-like [SourceNCBI qene Acc 1011615321 ~1013823263 1641362647 322420519 2952279514
ENSORLGO0000005534 | pabpn1l IES‘L‘XE’:;?gﬂ’ﬁ?%;‘f‘éEag?géé;ggﬁéfy‘f’“‘”m"’) 5440375745 -0.669169785 4255132671 -0,515588247
ENSORLGO0000016378 |- 2573422498 0922410121 314595064 7164076886
ENSORLGOD000001 781 [pfdns brefoldin 5 fSource ZFIN Acc 7D8-GENE-030131-68581 ~2.715752878 0533672047 3715577750 0466637748
ENSORLGO0000004537 |smim15 Z‘e":! integral membrane protein 15 [SourceNCE! -1671250115 0912621825 4772680319 2189284369
ubiquitin-like modifier actvating enzyme 3 B
ENSORLG00000007945 |uba3 ubiquitin-lixe modfier acthating enayme 3, 2344837277 0238734151 4226612838 1643526285
ENSORLGOD000015B9L |- - 2458227992 0230746187 3202751550 0935754580
TSMB homolog, Us small nuciear RNA and mRNA
ENSORLGO0000007402 [Ism degradation associated [Source:NCBI -20,62584674 2613784967 2232961011 -0.900531468
gene: 101156
ENSORLGO0000001720 |clnéa CLNG, transmembrane ER protein [Source:NCBI -2.152069897 0624439874 3981697455 2454551927
eneAcc:1011668561
[ENSORLGO0000018097 |- - 2620454341 0367721153 5732362008 2744671555
ENSORLG00000013883 |tmem18 ;’:g:"‘"bn'jqe protein 18 [SourceNCE! -4.419316808 1.194346852 4564497672 -1.048680746
N(alph 50, NatE catalytic subunt B
ENSORLG00000008116 | naaso Wlpha)-acetyltransferase 0. hatt 2749120441 1413171693 4797831522 0636024338
ENSORLG00000002783 | polr2k RNA polymerase Il subunit K [Source:NCBI -4.641690103 1931506944 6088748836 -0.483964168
ene:Acc:1011673781
ENSORLGO0000021758 |- I ~1330072502 2034765866 1630311508 0959115150
KTILZ chromatin associated homolos
ENSORLG00000007998 |ti12 K2 chromatin associated homol%g vz 4674209497 1132987684 4575901883 1
|ENSORLGUUUUUUUE7EZ nek7 NIMA-related kinasa 7 [Sourca:ZFIN;Acc:ZDB-GENE- -1.034549042 1401464425 4336787016 1901258167

040801-1361




B I 0455192128 245556000 3144325218 111420733
snrpf E%i‘vc"e“f“g;" g::gii‘:‘ig’l"l‘%"lg;]'ypep“de F -0.913066531 0409756075 301701101 160467333
- - 2600787674 4.932793455 3.640198149 1.308669937
ENSORLG00000007818 [tmem19z | ransmembrane protein 192 [SourceZFINAce:Z06- -3.541113791 0.428973258 3307314489 0662287493
ENSORLGO0000015872 [ kift5 e farmly member 15 [Source ZFINiAce 2DB-GENE- -0.764495819 0742129926 3566417038 2060276345
ENSORLGH 63 [stk16 serne/threonine kinase 16 [SourcerZFIN;Ace ZDB- GENE- 0,042364464 0800134842 3007566687 2151281157
ENSORLG00000015935 |chmp3 charged multivesicular body protein 3 [Source:NCBI 2223464991 1917266623 6475500359 2335253638
eneAcc:1011568501
ENSORLG00000006153 |si:ch211-275] gz;“:“sc’mf 212""55 homolog [Source:NCBI -4.077542189 1084750346 4874800637 -0.287006498
ENSORLGO00000LL747 |- 5430567852 04372826254 5045233641 0038976980
ENSORLGO0000007033 [surf2 SUifer 7 TSource NCBl Gene Ace TOTT5854] 4106015135 1611247348 3671160086 2135617592
ENSORLGO000000BOL6 |- - 2502166815 0.728310887 3200437057 ~0,029564502
ENSORLG00000001314 |si:dkey-1006.z| UPFO876 protein C1494.01-like [Source:NCBI 0421119165 1260597935 3613172042 277417788
eneAcc1011625061
ENSORLGO0000011049 | mbdd J R T R e -2.734184684 -0.124463248 4.256667246 1647430973
Iiuumu o
ENSORL 11 |ufd1l 1 [Source:ZFIN;Acc:ZDB-GENE-040718- -0.837039825 0.155201687 3143550555 2.151794082
ENSORLG00000003175 |- -4.546421489 -0.034774562 5.523927055 1012764984
ENSORLGO00000005316 [si:dkev-4p15 Z[si:dkev-4p15.3 [Source:ZFIN:Acc:ZDB-GENE-121214-311 -2.260651338 -0.350378737 3.168272391 1.25848471
ENSORLGO00000006754 |aagab fs‘g’u‘fc:”;ng;2;:;;‘:%‘5&‘?;;%3&?{;5 -4,056901559 1273254331 4377892201 -0951778396
ENSORLGO000000201L [sickey-3A115 i dkev-34115.1 [Source ZFINAcc ZDB- GENE-0BTT07- 3508760803 1067824435 3085271423 1492837875
ENSORLGO0000007553 |- - ~3.301150951 0229921674 3962167332 043158023
VKTG v-SNARE homolog [Source NCE! " y
ENSORLG00000002028 [ykt6 dene:Acc1011686251 4275343071 0.51356955 4418663816 0.369763926
ENSORLGO000001204Z | - 278710082 0496232125 5597403078 2314553664
ENSORLG00000006574 |sme e o S -0.918930611 0537083646 3113655526 1658126198
ENSORLGO0000005B74 |rad ey " ciease [sourceNCE! -2.023164378 0844830487 4903596003 1136085972
ENSORLG00000007081. |tpk1 e By gopy nase 1 BoursaZFiAccZD8- -14.04724334 1280232963 17.3140268 1087040299
ENSORLG00000003864 |wdirB2 WD repeat domain o2 [sourceNCE] -2.376261616 1195587215 4724555065 1153191104
ENSORLGO0000009100 |- cell death-inducing p53-target protein 1 [SourceNCBI -8.239827409 0.996109957 4458462335 -4.776988707
qeneAcc:1011676801
ENSORLGO000000S376 |rsi24d1 ribosomal L24 domain containing 1 [Source:NCBI -3.730786104 2628931867 4504763513 -1.764469511
eneAcc1011728741
ENSORLGOD000006479 [OTOR otoraln [Source HGNC Svmbol AccHGNC 85171 ~1770190943 1293470663 3560034500 TA05838451
ENSORLG00000005712 |soga3a fg’g;l'?g““y member 3a [Source:ZFIN;AcC:ZDB-GENE- 0591135174 0812340904 3083357605 1680366505
ENSORLGO0000010454 |- - 2555840038 056485235 5042026152 0722716933
ENSORLGO0000016451 |- - ~10.05760283 107547097 17.8996786 3162905100
Zinc finger, ANL-type domai 1 [Source ZFINACC ZDB- N y
ENSORLGO0000010815 |zfandl Jeie ior s 5678513428 2324904367 7595257663 0.407676654
ENSORLG00000005109 |polr3k RNA polymerase Il subunit K [Source:NCBI -3.119768142 2326714045 514648485 -0.299512273
qenecc:101173392]
ENSORLG00000012724 |CHRACT | Chromatin accessibilty complex 1 [Source: NCBI -1.540915779 1266786085 3.204347104 0397130256
eneAcc:1011658021
ENSORLG00000005934 |smndcl ?;‘;"u‘rv;‘ E‘S‘B“’;Z::'f\;‘c"&”l‘T‘;‘Dﬁgf‘"‘“g B -6.668612002 0709351344 7.678046521 0300567106
ENSORLGO0000021298 |RFo0067 | Smal nucleoiar RNA SNORD1S [Source NCEI 1278711878 1913779475 3.252082181 261745029
ENSORLG00000006956 |parga e A et g 7571 -2.428826896 0654951749 3213408938 0130115237
ENSORLG00000012336 |rgs16 Ao el 031 0.062486866 2924848007 3001157898 0229281922
ENSORLGO0000004999 [ariab ke 48 [Source:NCBI qene:Acc- 1011748171 5764815145 2764014895 5920590027 0381225145
phospholysine phosphohistidine inorganic
Ihep [Source:ZFINAcc:ZDB- -4.230218449 011887831 3374520355 -0.983082248
(GENE-070615-431
ENSORLGO0000005629 3671123267 0056797435 5679530585 706569868
ENSORLGO0000017704 |fam177al ?{':“"Vf;;?;fg‘;:g‘iﬁ"}‘gf;“y e -3.11777036 0296850814 4184149481 0770013023
ENSORLGOD000003373 |- ~1504360116 0409851735 3464706402 1550070364
ENSORLGO0000006257 {lamtor, Tate andosomalTysosomel ador MAPK and MTOR -1.954793529 0492114356 3149087611 070356463
activator 5 [Source:NCBI aene: 1011 ]|
ENSORLGO0000003951. [hmgbib | Ri9f mooyity gfoup box 1b [Source ez -2.771156419 0572369896 3915647716 0572606112
ENSORLG00000007322 | mrpl52 e o1 -2.772087033 0552113869 5111133334 1787417294
~X(9)-C motif containing 1 [Source ZFIN:ACGZDB- B
ENSORLG00000005385 |cmc1 [ 1752418674 094972843 4281210373 1579557227
ENSORLGOD000015675 |- culin-3-Iike [Source:NCBI qene Acc TOTTT0875], 2745507932 0013783466 3066937004 0304130822
ENSORLG00000016447 |cdc20 Oz Taipes cel dvision cyle 20 ¢dc20) R -4.277219337 -0.013546088 3869433311 -0.393754729
ENSORLGO0000010766 |- - 0603372552 1814875687 5250245035 2751481540
ENSORLGO0000002186 |- - ~5.810047101 2719927241 5424886219 ~3.104604508
ENSORLGO0000009192 |golgaT olain A7 TSource.ZFN Acc.ZDB-GENE-040625 1421 ~1673620667 0440428673 3544591274 1531017827
N ferase omega-1 [Source:NCBI "
e et 0765147215 1245800615 338764457 1377172836
ENSORLG00000004752 | pl29 ribosomal protein L29 [Source:NCBI -2.043592455 1613762564 4619586224 0962715936
qeneAcc:1011676851
ENSORLGO000000383Z |- - 2668675389 0750158167 4862572860 1243223546
ENSORLGO0000005153 [rat0act [0 SESCRGED OO repeat 1 BourcozfiNAce 208 0036506388 0227155492 3032655436 2842491447
ENSORLG00000013917 |topll gg}‘éfg?g‘;j’“e’ase 1. like [Source:ZFIN:Acc:ZDB- GENE- -3.110262018 0634501922 3004037755 -0.740241172
ENSORLGO0000015890 |atpévieta | V-U/Pe Profon ATPase subunit £ 1 [SourceNCEI 4556435834 -0.356399597 325634304 -0.943208395
ENSORLG00000003595 |si:dkey-6i22.5 | POlyamine-modulated factor 1 [Source:NCBI -3.360578671 1655239918 667676546 1652431719
eneAcc:1011679511
ENSORL - iAo agating enavme £2 D [SourcalNCEl -1.790173311 2048368149 6349736229 2511679862
ENSORLG00000014432 | mks1 &%ﬁkiségi‘“‘ma “/"e 1 [Source:ZFIN;Ace:ZDB-GENE - -2.886371794 0014985336 4754506743 1853724459
ENSORLG0000000410 |rabSif 'g—ggfs‘f}?;;s?w factor [Source:ZFIN;Acc:ZDB-GENE- -17.37542351 1991118447 1834438417 -1021667583
ENSORLGO0000016892 | mrps18a Eggfg‘:gg;‘fk!?“;ggggjzg;‘fﬁ%‘f 091 4356165368 1.080086761 550236954 0055602237
ENSORLGO0000005646 |- - ~1323668693 184318866 1685003708 779651685
ENSORLGO00000L1142 [(fpt TCF3 fusion partner [SourceNCBI GeneAce 1011621561 2635811653 0948472110 3657317434 0.073418507
ENSORLGOD000008352 |- - ~1.105605836 0557670154 3821048516 2166257227
ENSORLGO0000012178 [tmemz30b | 1ansmerbiane protein 2300 [Source ZFINiAce.ZD5- -1.045410403 0753449046 4006670142 130829575
small ubiquitin-like modifier 3 [Source ZFINACE ZDB- "
ENSORLGO0000013523 [surnoda | Smal vbiauitn- ke 099716695 0791162829 3557137552 1769292816
LSM5 homolog, Us small nuciear RNA and mRNA
ENSORLGO0000013425 [IsmS associated [Source:NCBI -2,005232425 1275243356 3399287007 0119296162
qeneAcc101173342]
ENSORLGO000000051Z |- - ~15,66566789 0486610083 1698370501 0831987963




ENSORLGO0000015B13 |- - 2708450157 167210685 6330671587 0442479811
ENSORLGOD0000006 15 [cerb? vclin B2 TSource ZFIN:Acc 7DB-GENE-030420- 101 ~5.151086309 ~0.158626167 3.102614207 ~1.79936116
proteasome subunit beta 1 [SourceNCBI B
ENSORLG00000010803 [psmbl dene Acc:1011585931 1.436343355 0.955277366 3.036406573 0.645270679
ac:153372 [Source:ZFIN:Acc:ZDB-GENE-060929-6801 -0.465243309 1.1878701 3.755109663 2.102481315
proline-serine-thr interacting
ENSORL pstpip2 e e e 2125371032 2884815886 3071775879 2312816045
SECLL homolog A, signal peptidase complex subunit B E——
ENSORLG00000012429 [seclla SECLL homalog A signal peptidase compl 1889 1 680593331 1862740028
polymerase (RNA) Il (DNA directed) polypeptide G-Tke B
ENSORLG00000003154 | polr2g! e A tec) poypen 4165346944 1526296646 6770132937 1078973943
histone PARylation factor 1 [Source:ZFINACC ZDB- "
ENSORLG00000004968 |hpfl GENE-030131-7401 3.023176391 0.456785752 3.925628495 0.446151348
fe Mu 3 [Source:NCBI
ENSORL 7 |gstma e ot -3.196017851 2.408144104 4088312071 ~1515365077
Zinc finger, HIT-type containing 2 N y
ENSORLG00000004508 |znhit2 U_Souvce ZFIN:Acc 7DB-GENE-061103-461 5921687441 1.122853541 6.454435355 0.589618814
ENSORLGO0000008192 |thoc? 110 comple 7 [Source:ZFIN;Acc:ZDB-GENE-040801- -1.342905186 1418640593 3764686986 1.003625954
79e 101744 |7ac 101744 [Source ZFN Acc ZDB-GENE-050320-1111 3323739008 0662775507 5518744764 1532715012
chromosome 8 C9ri85 homolog [Source NCBI " N
2gc:101016 deneAcc1011672131 6.045432122 2.101508144 5.578273052 2.568181074
- - 12.02250653 14.06086562 3608116218 1570222709
ATPase H+ transporting VO subunit a2a
ENSORLGO0000009170 [atp6v0a2a  |farrese Hs ransporting V0 subunit a2e 0202103479 0583042005 3.194490368 281403657
N like 18 [Source HGNC " N
ENSORL si:dkey-15f17.4 Sumbol Acc HGNC: 287931 4137948824 0.240674274 3.298717648 1.079420744
ENSORLG00000006553 |- - 0.026549789 1126571036 3421181814 2.321645833
coiled-coil domain containing 92 [Source:ZFIN;Acc:ZDB- B N
ENSORLG00000014030 |cedco2 o 1588462066 0506821299 4038910636 2957754883
inhibitor of growth famly. member 4 B
ENSORLG00000012172 [ing4 ISource ZFIN-Acc ZDB-GENE-050522-471 1.382348528 0.968994147 3671537761 1.320679942
ENSORLG00000009165 |anapc16 anaphase promoting complex subunit 16 [Source:NCBI -0.197830744 1067026802 3438257264 2173884473
qeneAcc:1011597071
ENSORLG00000005302 | DYNLL2 dynein light chain 2. cytoplasmic [Source:NCBI -6.200410855 0590639915 335667514 -3.523800754
eneAcc1011740421
FGFR1OP N-terminal like [Source:NCBI R
ENSORLG00000013435 | fopnl FOTRIOD N el 0068333492 0.447146681 3360241491 2845246109
ENSORLG00000008583 |oip5 Opa nterecting protein 5 [Source NCEl 0256667543 3475603235 2854919878
ENSORLGO0000021769 |ATPG G i 03075145 1814367494 3006899682 1500531389
ENSORLGO0000007684 |- - 5176580527 0499583714 6725923418 1048244501
ENSORLG00000009339 |erlin g rof associated 1 [Source ZFINAc ZDB-GENE- -1508365788 1.048926008 4960026377 2313210475
ENSORLGO0000007577 |- - 2701685707 0370601596 705 0308991125
ENSORLGOD000003420 |- S 3502282025 0760684398 5041996075 0689515022
ENSORLGO0000016654 | ffL FCFL, IRNA- processing protein [SourcsNCH) -3.834750100 205870456 3748500302 214446922
ENSORLGO0000004195 |ppin peptcylproy] omerase Hisource NCEI -4.357193975 1358477051 5713160904 -0002025274
NME/NM23 nucleoside diphosphate kinase 6 B
ENSORLG00000016272 |nmes NME/NM23 nuclecside diphosphate ki 1780782462 0.497420889 5113061367 2835342901
family with sequence similarity 20, member C ke B
ENSORLG00000010522 |fam20c! ey 20, e e 1206355015 0847436747 3782629469 1720321868
M1, 265 proteasome complex subunit B
ENSORLG00000004529 |seml BB, 2 o T 2229426985 1165264697 5019397081 1625190361
ENSORLGO000000421Z |- - ~1075351622 27072220 6325042182 1640452675
ENSORLGO0000014498 [rmem120a |H/ansmenbrane protein 1204 [Source: ZFINAcc.2DB- -5.025665108 1727456205 8704738293 1952101959
LSM4 homolog, U6 small nuclear RNA and mRNA
ENSORL Isma associated [Source:ZFIN;ACC:ZDB-GENE- 2263374848 0966305879 3479763779 0250567912
040426-16521
eneral transcription factor 1H, polypeptide 1 "
ENSORL qtizn1 ¢ e saypentel 2038041281 0.483708749 3164049986 0642784737
Dnal (Hsp40) homolog, subiamily B, member 2 B
ENSORLG00000016120 |dnajb2 fne) (Hspi0) homolog. subfamily B. e 3834586821 0449332156 5720072676 1436638691
ENSORLG00000011734 |nip7 NIP7, nucleolar pre-rRNA processing protein -3.667337418 0850446722 3400245112 -1.337054144
[Source:NCBI gene:Acc:10116: il
ENSORLGO0000013088 |zcrbl 7inc finger CCHC-type and RNA binding motif -4.248049978 1451261765 6.432762967 0733936999
containina 1 [Source:NCBI aene: 011581561
ENSORLGO0000013961 |- - ~1664013674 2104987561 743270133 1311933051
ENSORLGO0000003790 |- - ~0.333854316 1215168904 3486741858 1938101608
ENSORLGO0000006739 |rps24 e o oo eeNCE! 0836786973 1257433553 3301753096 1208017424
ENSORLG00000008340 |vbpl VHL binding protein 1 [Source:NCBI 2751211797 0527427526 316923636 -0.108918136
qeneAcc101157572]
Iysine methyltransferase SAD [Source ZFINACCZDB- " y
ENSORLG00000006142 kmt5ab e e 3568014145 1184172592 3783230166 0968471192
ENSORLG00000006234 |wusfe02n09  |PETXSOME membrane protein 4 [Source NCBI -2.678981667 1.30460455 471383798 0640645825
ENSORLGO0000004910 |- - “1751891492 743881250 5845655052 955386118
ENSORLGO0000004808 |- - ~431821137 ~0.067847448 3625310876 ~0.624567401
Zinc finger HIT-type containing 6 [Source ZFIN.ACCZDB - " y
ENSORLG00000010767 |znhitG e 3756801151 1276984166 4481324871 0551974872
cyclin N-terminal domain containing 1 [Source: HGNC N
ENSORLG00000011377 |CNTDL cyclin N terminel domain 237863912 0421917459 5331268678 2531197148
ENSORLGO0000011307 |- - 2650325275 0581334924 4065221087 2396715623
ENSORLGOD000001442 |- - 2475401236 0531585608 4234597954 1228089756
Small nuciear ibonucieoprotein DA polypeptde, Tke B
ENSORLG00000010586 |snrpd3! e e oy Lo 2257606733 0565558900 3099345868 0276665106
- - 3104443635 0987013628 3475456385 1210413106
Ubiquitin-conjugating enzyme E2G 1a (UBCT homolog. "
ubezgla  |UbIauitin-conjugaring enayme E2G 1s (UBCT hom 4380632997 0893341051 698719432 1713705381
B - 3283506546 0.086044770 3323038301 0046028147
presentlin enhancer, gamma- secretase subunit " y
psenen e O et 8341491795 0920833839 8666776967 0595064969
ERANSES 1SourceNCBI aeneAcc:101 1561671 1371739383 1316958202 443851663 1748304105
ENSORLGO0000015468 | bbs9 Dordet Bl ayndrome 9 [Sourcel ZFINAcc ZDB-GENE- ~1811167349 -0.4683372 3790474485 2448129606
ENSORLGO0000021291. [RF00016 | el hucleoier RIVA SNORD14 [SourceNCEI -2.031009004 0764709821 4453650019 0758417816
- - ~127500709 2808234114 5143620623 1056783229
Proteasome subuUNTt alpha 5 [SourceNCE! B
psmas proteasome subuni o 1818123957 0307629944 3.020877584 0.895608631
B - 4786585085 009291534 5462441514 0583423657
prostaglandin E synthase 3b (cytosolic) "
ENSORLGOD000012236 [ptgesab  |Prostadlondn £ syihase 3 (vosol) 3071196665 1112232069 6.233572455 2050628597
succinate dehydrogenase complex assembly factor 2 B
ENSORLG00000006484 |sdhaf2 N e 2310697289 0.707068677 3087966129 0070685098
ENSORLGO0000003307 |- - 3166486433 0020830749 3578408885 0433238082
ENSORLGO0000002486 |- - ~4.418013045 1447528228 5584702642 0280353799
ENSORLGO0000006B59 |rabepk Rab9 effector protein with kelch motifs [Source:NCBI -2.280493577 0089187696 3400433371 1031237008
gene:Acc:101157141]
ENSORLGO0000001336 |HisT1Hag | stone cluster 1 HA family member e [SourceHGNC -1029117012 0660003413 4654369578 2965735828

Svmbol:Acc:HGNC:47901




ENSORLGO0000009553 |atmin ooy ieractor [source ZFINAce ZDB-GENE-030616- -1637395916 0592359055| 3090709904 0861439714
Coatomer protein complex, subunit zeta 1 3
ENSORLG00000008024 |copz1 o e 2 4194884974 2162972222 6735585167 037821267
ENSORLGO0000016027 [t ataxin 3 [Source ZFINAcc.ZDB-GENE-040426-83] ~1662320635 371993608 1750826256 030642763
ENSORLGO000000242 |- cvstatin-B fSource NCBI aene Acc 1011636951 ~1.002278451 1021603337 3649506508 1536100714
ENSORLGO0000021764 |- - 1116216089 1530901549 4865474718 0719115491
ENSORLGO0000003862 |- - ~12.78500283 2697675914 1701578744 1533597476
NADH ehydrogenase (ubiauinone) 1 alpha B
ENSORLG00000011137 |ndufa3 3 [Source.ZFIN:Acc.ZDB- GENE-040801 - 181 1858421079 1.293797517 20.03074438 0.153226097
Family with sequence similarity 173, member A N
ENSORLGO0000011199 [fam173a  |famly with sequence simiarty 175, men 0903653746 1654365302 4540498074 1982963849
ENSORLGO0000015618 |- - 0200380344 1257750807 4019201463 2971316187
R~ g Mot rote 28 [Source 2N Acc 208- "
ENSORLG00000009636 |rbm28 GENE-040426-9601 2.021120916 1.130649083 3746754757 0.595469489
ENSORLG00000004227 [dniz oy aagy et [Souree ZFNACC Z0B-GENE- -4.025072773 0.733075024 3777664193 -0.979998241
ubiquitin fike domain contaiming CTD phosphatase 1 " y
ENSORLG00000002261 |ublcpl ISource:NCBI aene Acc 1011751841 3.33570191 0.823237189 4139425893 0.019028211
ATG12 autophagy related 12 homolog (5. cerevisiae) }
ENSORLG00000011601 |atg12 o e e ool 2316263464 0613692502 3033277019 0103806014
ENSORLGO0000014B05 |- - EYES VAT 1713166250 513218550 ~6.024669691
Tryptophan rich basic protein [Source ZFIN.Acc ZDB - " y
ENSORLG00000012945 wrb GENE-030131-76961 3.64713528 0.071694332 3558022029 0.160322656
Ubiquitin-conjugating enzyme E2W (putative) N
ENSORLG00000007904 |ube2w Uit conlugaling eneyme Lo Puta 3110764005 233725761 5490834318 0043300187
B - 2605160 0631083952 4718385248 48261710
ENSORLG00000007140 |polrzh |RNA polymerase I subunit H [Source NCBI -7.433728165 1731301036 9208984497 0044441709
eneAcc:1011604261
ENSORLG00000000383 |- - 1617318673 4.94268565 5.156208344 183132231
ENSORLG00000017109 |- -1.015537125 0427311333 3.247694891 1805331193
ENSORLG00000005528 |trappc2! g::‘::g‘cgl‘a“"e‘” ”a""“e complex 2 ike [Source:NCBI -3.930307748 2182517268 7.607198176 1494857481
ENSORLGO0000011425 |chrpsp | charged multhescular body protein 5 [SourceNCE! -1.235983567 1135504544 3.202362546 0831350291
- -1.43105244 2.20819178 5.5064923 186772952
RAB‘ member of RAS oncogene family-like 2 R
ENSORLG00000009874 |rabl2 B T o e oY e 0204497353 1980985106 4546582346 2361584558
ENSORLG00000004700 |vps36 vacuolar protein sorting 36 homolog [Source:NCBI -2.752840087 0.236514493 4683277645 1694407821
eneAcc1011727541
B - 3345001048 0538003805 3410200649 1953607420
- - 457160865 0902796327 5895705573 002178508
uros uroporphyrinogen i eynthase [Source:NCEI -1.205796483 0.906989057 362089333 1708593065
ENSORLGO0000014484 |- - 0425477232 2106337454 5321410265 279008007
ENSORLGOD000015B16 |- - ~3.3087681 ~0.018649357 4548293538 1258650751
Tamily with sequence smilarity 135, member A N
ENSORLGO0000010498 [famidsa  |family wih sequence sipiarty 135, mer 0835250087 0892371768 3100312914 1373175962
ENSORLG00000017293 | mettis methyHtranetersss ik § [Source ZAN;AGc.ZDE- GENE- -16.26336421 2205508185 17.05182442 -150655793
[ELOVL fatty acid elongase 7a [Source ZFIN:ACGZDB-
ENSORLG00000004602 |elovi7a ELOVL fatty acid elon 1837031926 1033577705 3647015714 0776891084
chromobox homolog 5 (HP1 alpha homolog, B
ENSORLG00000007971 |cbx5 o hmolog B (P elphe o olog. 1a1.c5521 1793178257 118664817 402839385 1049052223
ENSORLGO0000000519 |- - ~1777635799 0416288111 360602457 1502584112
ENSORLGO0000001649 |- ~1861050623 0411261632 3704647212 1522810603
ENSORLGO0000008281 [Iyar TV aniiboay reactive TSoUrceNCET ~4,08788306 1120770616 5507279874 0299110024
ENSORLGO00000013308 |polr2i RNA polymerase Il subunit | [5"“"5 Neel -1116439992 1163228454 367471747 1395533782
eneAcc:1011687871
biogenesis of lysosomal organelles complex 1 subunit 1 B
ENSORLGO0000006284 [BLoC1sL | Faogeness of ysosomal organelies comy 1517914712 0830670387 3214443244 0866343078
ENSORLGO0000017163 |- - 7531607774 0980725117 4450810250 2450677886
MORC farmily CW-type zinc finger 3a " y
ENSORLG00000017910 |morc3a O b e e 2 02l 2936462002 0222576703 414261883 142021837
VPS26, retromer complex component A -
ENSORLG00000010208 |vps26a P T e O A 8] 5100755065 0765753898 6.109381597 0243357319
ENSORLG00000008283 |srrd st e containing [Source ZFN;Acc ZDB-GENE- -3.852781052 0361036437 3557772135 -0.655560767
ENSORLGO0000007375 |- - ~1321070075 1706210572 5456661708 2439865082
ENSORLGOD000010845 |- - ~3.054610541 0772913836 5161918860 2900699695
ENSORLG00000002369 bnip1b v ransaart protein SECZ0 BourceNCE 1378014 -0.145380097 3838232258 2605182047
leucine zipper, pUtative [Umor SUppressor 1
ENSORLG00000010559 [1zts1 P e s o 0.990878684 3252971439 3500368507 1247761425
ENSORLGOD000003347 |- - 2003711048 0496493082 5040084608 1550365770
ENSORLGOD000017929 |- - ~1.305747675 2504305023 68120764 2913411687
Dnal heat shock protein family (Hsp40) member A4 R
ENSORLGO0000007453 [DNAIA4 |RnaJheat shock protein farnly (Hep o) v 5057866323 0307363316 5367514677 0002770002
- - ~T816753532 0615910425 3489355418 2286497588
N UDP-N-acetylglucosamine/UDP -glucose/GDP- "
ENSORLG00000010746 e oot 11560101 0441291664 1002679313 3265145844 1821650964
ENSORLG00000011232 [sft2dl S se e ontaining 1 [Source ZFINAGCZDB-GENE- -2.593526002 1153150776 4827233234 1081031924
GcunTd5  [DCNL-llke orotein 6 [SourceNCEl aencAcc 1011656571 312173969 0316423524 4676155623 12364775
small nucear ribonucleoprotein 25 " y
e 4518716717 1.065034663 5519304671 006396216
5230270045 0761335175 5355117036 364501182
mrpi54 g”“;’;”“”?g?\ ribosomal protein L54 [SourceNCBI -2.223959013 1214131228 3168005622 -0.26959964
- 2515583007 1585326686 5404589337 0705435395
sich211-11K1 ;‘;*‘2“'1“‘1“ [Source:ZFiN;Acc:ZDB- GENE-070912- -5.276535043 0195648531 3572871011 -1507530685
- - ~1456001785 0686641125 3106696401 0964650703
- - 0201833172 0907266707 3135271088 1936656253
ey Sorting nexin 24 [Source NGBl aene Acc 1011721801 2466847736 1.273783471 4289391688 0549245407
cyclic nucleotide gated channel alpha 3a " y
cngada B i 08 GoNE e 546290788 0031827161 6.934025468 1503401139
RNA [Source NCBI 0560612668 183104772 5130880704 2739716251
ENSORLG00000007443 | exosc2 exosome component 2 [Source:NCBI -3.171039957 0380144539 3835414818 0284714977
eneAcc1011627701
replication protein AL [SourceHGNC " .
ENSORLGO0000003368 [RPAL (1 of ma| EPication protein AL IS0 0647491774 0 009! 2
ENSORLG00000004450 |wrap73 e ey 2nisense 1o TP73 [Source NCEI -0,609298861 -0023277768 3302816773 2717280572
TATA box binding protein (TBP)-associated factar, RNA
ENSORLG00000012043 | afla polymerase |, A [Source:ZFIN;Acc:ZDB- GENE-041014- -4.447460052 1206136551 4689143178 -0.963969812
2721
ENSORLGOD000012750 [setb orotein SET fSource NCBl aene Ace 1011715051 2433757037 0436545408 3079695680 209838127
- - ~4571256789 0483022861 43288191 ~0.724677398]
- airdin [SourceNCBl qene Acc 1011604551 3842656382 0.135910648 5377062035 398977894
Gpen? 2 [SourceZFIN:Acc:ZDB-GENE- 12041621 2290380056 ~0.35650366 3820890233 896499675
ENSORLGOD000001212 |- - ~15.62679808 1701940505 1654728347 ~0.782965126
ENSORLGO0000014226 |med18 e sapun!t 18 [SourceNCEI -2.418133571 -0.013556545 3362461844 0958369484
ENSORLG00000005117 |exosc10 exosome component 10 [Source:NCEI 2530383228 -0.283568584 3728027427 147350765
enecc:1011728131
ENSORLGO0000013990 |- - ~10.13224266 863986355 1505322226 0957478504
ENSORLGO0000005597 |- - ~4.338308864 0381591162 3848042059 0871373315




ENSORLGO00000L1B15 |- - 6218742728 TI75775811 3507499466 3486534759
M-phase phosphoprotein 6 [SourceNCEl B y
ENSORLG00000000232 |mphosph6 dene:Acc:1011737000 1.710122057 0.212511877 3.065131723 1.568006482
ENSORLGO0000015955 |sf3b6 S factor 3o st © [SourceNCHl -4.797507178 0779991299 7.066888618 1480875074
ENSORLG00000012697 |ugerb Ci‘;’:h"’";enf’{ﬁ%ﬁ’or{'p‘ex subunit 7 [Source:NCBI -4.552364701 2412165623 6768652971 -0.195392633
ENSORLGO00000009342 |PDCDS programmed cell death 5 [Source:NCBI -1.28044675 1208169022 3507452461 0999321442
aene:Acc:101170335]
ENSORLGO00000L1018 |- - 3218315288 1770815344 5036416331 0047771350
ENSORLGO0000006532 |- - ~2.714843648 0309262502 4360981025 133733979
Titogen -activated protein Kinase Kinase Kinase 19
ENSORLG00000018131 |map3k19 | ISource ZFIN:Acc ZDB-GENE-081104- 1401 1.201866652 2622266253 3512549761 2.092635039
h domain 1
ENSORLGO0000001966 |chicl e o o 77631 -0.943820067 0179136338 3448562476 2319990912
ENSORLGO0000006704 |- - 3335175696 290473000 4550834538 ~L778567088
ENSORLGO0000003143 |- - ~5.238211267 0.776760753 6.005565745 0981072186
ENSORLGO0000016969 |sich211-226b| S h 211 2290103 [Source ZFINAce 2DB- GENE- -131798629 -0.814746533 3130702531 2627947778
ENSORLG00000006336 |- - -5.209909194 -0.565959863 3.798238402 -0.845226057
of i cell division 1
ENSORL bodl e e -2.047933059 -0.152766698 4565006591 177032508
adaptor-related protein complex L, sigma 2 subunit
ENSORLG00000003485 [ap1s2 | FSource ZFIN:Acc ZDB-GENE-030131-54481 0.251848934 1.162740075 3.310820069 2.40041383
ENSORLG00000015691 |IER3IPL ‘r’"me"‘a‘e garly response S-interacting protein 1 -2.081471837 0839199914 3501867559 0.581680615
ource:NCBI aene:Acc: 1011595931
ENSORLGO0000014700 |- 5716812110 0197269692 4072278253 ~Leat318561
Sermade e TSource ZFNAcciZD8-GENE-890716-71 ~0.310684745 0711402271 3.036422008 2014520005
- - 1252720085 1535163737 4375503582 1561534830
ENSORLGO0000008811 [dcun1al | DONI-Tike orotein 1 FSource NCBl aene Acc 1011676401 2854350473 2658602218 574150038 0228940325
ENSORLG00000012852 |zgc:111986 | Chromosome 11 C6orf62 homolog [Source:NCBI 0356596852 1794238576 4025341432 2588184651
eneAcc1011671321
ENSORLGOD0000L7516 [cht chimerin 1 [Source:ZFIN Acc7DB-GENE-040426- 19341 0458724954 2874070277 3430629934 7034968834
b Tina-bo 1 [Source:NCBI qene:Ace1011705901 ~2.417006302 0787964822 3104706613 0990220736
- - -0.407500021 1114134332 4495378876 2.974229961
ENSORLGODU0000501L |- 5 ~15.40402623 1001076846 1608983077 168520682
ENSORLGO0000005979 [saall serurn amyloid A-lke L [Source:ZFIN:Ac= ZDB-GENE- -2.930009188 -0.391781029 4681009866 2142366902
ENSORLGO0000012528 |- cell division control protein 42 homolog [Source:NCBI -0.550199452 1214251615 3.086836887 1272870884
eneAcc1011744541
ENSORLGOD00000EBL7 |- 3555020673 0752082823 4130301695 0835940011
ENSORLGODU0005711 [tunida ke 4A [SourceNCEl aene Acc 1011663151 3646797600 1.450105559 5523393062 0426974775
ENSORLGOD0U0007900 [eloch elonain C [Source:NCBl aene:Acc:1011735841 ~6.285406008 2301282256 7560492667 ~1.025800732
ENSORLG00000010415 |dhps deoxyhypusine synthase [Source:NCBI -0.780682412 0709920319 3087432899 1597315278
qeneAcc:1011710061
ENSORLGO0000011717 |ube2d4 ubiauitin-conjugating enzyme E2 D4 [Source:NCBI -8.126296093 1785496675 1050000179 0588789056
eneAcc:1011725671
ENSORLGO0000006138 |glods glyoxalase domain containing 5 [Source:NCBI 2235972122 0414378465 3311243411 0661377582
qeneAcc:1011687941
ENSORLGO000001613Z |- - 3553722802 0228806115 3493758534 0230673722
biogenesis of lysosomal organelles complex 1 subunit 6 "
ENSORLG00000002469 |blacls6 blogenees of ysosomal ergancles 2233801152 0252711894 3383876374 0897848537
ENSORLGO0000016957 |fam32a family with sequence similarity 52 member A -1512077082 0547512417 500650013 2047395437
Source:NCBI aene:Acc: 1011598131
ENSORLGO0000003570 [cenps Drotein § fSource:NCBI 1266453167 0419545021 3303677423 616160231
small nucleolar RNA snR60/Z15/2230/Z103/117
ENSORLGO0000021348 |RF00309 |Smnel nucieciar RNA snRe0/zLs 22: -3.035678495 2791306435 6.289616997 0.463122002
asparagine synthetase domain containing 1 "
ENSORLG00000015281 |asdurf gsperagine symthetase domein cort 2139004381 0846828407 3.139863007 0154514934
ENSORLGO0000006055 |ngrn oo newiie auigrowth associated [Source NCE] -2.960001426 -0.184916011 3131620781 0357020315
ENSORL nuch2a ¥ 22 [Source ZFIN;Acc:ZDB-GENE-030826- 0274414246 2014081351 3554687477 181550523
ENSORLG00000002350 |trmt112 el subunit 112 [Source NCH! -3514505213 0563871183 4217483251 0139591653
00000015322 |- - 2752808069 0291333566 3644892002 1143902523
ENSORLG00000012129 |bnip3la D eracting proein 8 ke a [Source ZFINAcc 205 -1.608105996 1207903837 3683684803 0778150858
ENSORLGO0000001326 |- 3855240855 0056483573 64184653 2506224160
ENSORLG00000015994 spesl e oy Subuni 1 [Source NCEl -2.237033199 1518120435 3510077138 -0.244501598
ENSORLGO0000013800 [budar BUD31 homolod [SourceNCBI qeneAcc 1011748351 3172086108 1901684346 501078522 0053700207
ENSORLGOD000012077 |- - ~1.04528621 1.560045053 3.190945049 1.566008706
ZinG finger and BTB domain containing 8 opposite B
ENSORLGO0000017167 [zbtbgos |ne finger and BTB domain containing B 1724370183 2089982031 4041873243 0228005059
V1U2 splicing factor homolog [Source:ZFINACE ZDB- " y y
ENSORLG00000014275 |yju2 g ot 4236341554 0207550588 3876489300 0151807947
protein phosphatase 2, regulatory subunit B, gamma "
ENSORLGO0000017697 [ppp2rdc |rotein phosphatase 2, regulatory subunit 3467519098 1083938132 5541415672 0990443073
ENSORLGOD00000671 |- - 0458516024 0753563735 327462758 2562033147
PrOTGasome (pIosome, maciopain) assembly chaperone B
ENSORLG00000004653 | psma3 e A 1925350354 150810577 4136207047 0.703235887
ENSORLGO0000016059 |- - 3452060278 176218360 7540222177 2272579036
ENSORLGODU00001094 |- B ~0.288366154 0872493006 3022136774 1861764472
ENSORLG00000006361 |fenl flap structure-specific endonuclease 1 [Source:NCBI -1.307069428 0245137358 3227722202 1676000179
ENSORLG00000016318 |gstz1 e s e eta 1 [SourceNCEl 4853504658 1113728839 5151882633 -0814955722
ENSORLG00000002795 | mrps17 "‘““5”“"“’3‘?“2;’“52;”5‘ protein S17 [Source:NCBI -4.847055561 150218494 6607078594 0.258323056
ENSORLGO0000000407 |- - 1177026745 1387577230 3824250737 810213674
ENSORLG00000000931 |ube2a i gt ng enayme E2 A [Source NCEI -3.438124818 2957552634 5749674532 -0.645517655
ENSORLGO000000L757 |- - 0551600662 1782070085 5105643068 2862368451
Cytochrome ¢ oxdase subUNTt VIb polypeptide 2
ENSORLG00000016425 |cox6b2 eytochrome c oxidase subunit Vo pohypepti 0853045833 1203931958 3100161655 2749760545
ENSORLGO0000005635 |eeflakmtz | Coi LA Vsine methyltransferase 2 [Source:NCI -2.476001436 291850206 482430427 -0.569624386
gene:Acc:101168144]
ENSORLGO0000010360 [vasna vasorin a [Source ZFIN.ACGZDB-GENE-050672-431 0015335005 2872215307 3172708268 0316393076
ENSORLGOD000004486 |- - 1025542992 1439966378 5501806416 1.35604543
ENSORLGO0000012749 | PSMGA proteasome sssermby chaperone 4 [Source NCEI 1470861855 0538801309 3207057046 1107878761
18 open reading frame 32 [SourceHGNC
ORL 1 ,
EN il 6070982275 2019765498 8206985912 0116722805
ENSORLG00000012281 |prim1 g%‘gggfsesunu”“ 1 [SourceZFIN;Acc:ZDB-GENE- -0.999085144 0632183941 3033628565 1402844379
glyoxalase domain containing 4 [Source: ZFINACC ZDB- N y
ENSORLG00000004680 |glodé e somen 5617667491 0105636974 4789911611 0932908114
ENSORLG00000010302 |Imbrd R e eontaining 1 [Source ZFINAce 208 2773771403 0706724449 3.980636093 0500625224
ENSORLG00000015136 |RANBP1 'ﬁ;:‘eb‘“”‘fﬂ% protein 1 [SourceNCE! -2.034933334 0926723088 3644381316 -0.216790234
ENSORLGO0000000243 |- I 2364361492 1747701056 5044680853 0933002964
Cytochrome C oxidase assembly Tactor 3a B y
ENSORLG00000011383 |coaa oytochrome C oxidase assembly factor Sa 3387111035 0808952363 3400520672 0795057775
|EN50RLGUUUUUUZ1534 RFo1209  [small nucleolar RNA SNORD? [Source:NCI 5718635616 13.9284351 1092935521 272002741

ceneiAcc:111949143]




Cugbp, Elav-Tike family member 36 "
ENSORLG00000010447 |celf3b [Source ZFIN-Acc ZDB-GENE-110408-501 0.706558883 1.24441808 3505144069 1.554651894
N-acetylglucosamine-1-phosphate transferase, gamma B -
ENSORLG00000007712 |gnptg e o el reterase. 3 7845821223 1943314541 80268977 1761747927
LLP homolog, long-term synaptic faciltation factor N y
ENSORLG00000015856 |liph ISource:NCBI aeneAcc 1011552431 6.921206465 0374877684 6.991446606 0.304152446
Sjogren syndrome antigen B (autoantigen La) _ N
ENSORLG00000017208 |ssb e e e 5254284324 067864917 5641611282 0290837535
ENSORLG00000006325 |usp39 g::‘e“‘“” i‘;ﬁ%‘ggf&ﬁ““se 39 [Source:NCBI -3.323488914 0400787331 3508616851 -0.215174444
ENSORLG00000006428 |- - -3.202274475 0.947206398 4608339365 0.459343538
ENSORLG00000016867 |- - 1261455572 1431970951 3.15035519 1445669674
ENSORLG00000011829 |- - -3.393178298 -0.777565401 3.69877735 1083649238
TysM, putative peptdoglycan-binding, domain B "
ENSORLG00000010497 [Iysmd3 D e o 25551 3380152139 0818107177 3783079986 0414694359
ENSORLG00000012275 |MRPLSL o] oosemal protein 151 [Source NCE! -2.837711389 075953212 3787041027 0.140282574
ENSORLG00000012228 |txndco e Toagtgagy e ¢ Bource NCE! -2,084860074 107118929 4788336104 1682671498
ENSORLG00000021421 |RFOD19 | US3(2¢ minor spyieeosomal RNA [Source NCEI -4.683410599 0817586989 7167127298 1666614866
ENSORLGO0000004878 | ubfdl ubiautin farily dorain containing 1 [Source NCEI -4132480774 0.924475632 6527780575 1471308909
CTD nuciear envelope phosphatase 1 regulatory subunit " y
ENSORLG00000014031 [cneplrl 1 [Source:NCBI aene:Acc 1011654661 4147202646 1.843014307 5.824578965 0.165153228
dctn5 dvnactin subunit 5 [Source:NCBI aene:Acc:1011648081 -2.290028754 0.815749193 4419255351 1313962029
Oryzias latipes taste receptor, type 1, member 2a
taslr2a (tas1r2a), mRNA. [Source:RefSeq -3.813760597 1.408489676 5.434345672 0.212581537
mMRNA:Acc:NM 001104¢
B - 2346426362 0257561666 4263739586 2175350602
, Putative Uncharacterized protein DDB_G0292636 " N
TSource:NCBI aene:Acc 1053555091 6.256978795 1.029562983 5.686071339 1.599985495
B - 3526108948 0373396666 2088453117 1080431407
protein kinase CAMP-actvated catalytic subunit beta "
ENSORLGO0000006323 [prkacba | PA01eIn Kinase cAMP-activated cota 0.007179718 166285217 3896308376 2226761122
N L0C101162837 [Source NCEl "
ENSORL uncharacterzed OC 2956618666 0156161087 3811310471 0697015552
proteasome 265 subunit, non-ATPase 12 N
ENSORLGO0000013934 [psrd12  |Protessome 265 subuntt, non-ATbase 12 1663488784 0076491113 3167183256 1427688422
ENSORLGO0000005485 |- - 533544721 1202222753 6715244825 0138040661
ENSORLGO0000004120 |- - ~2.124542024 ~0,624726061 4337504662 0838263328
ENSORLGO0000000696 |- - 0801678508 224868437 3318932414 1932412628
ENSORL - cytochrome ¢ oxidase protein 20 homolog [Source NCE! -3.230814802 0804212865 379504815 0329494272
ENSORLGO0000010609 | - ~2510257053 0339314280 407041629 0130331693
ENSORLGO0000014870 |cep5711 centrosomal protein 1. ke 1 [Bource ZFIN:Acs DB -4109410223 -0.147147099 4304281727 0342503319
ENSORLGO0000003279 |- - 0684935622 1832777750 4251670433 1734442056
ENSORLGO0000012635 |scch211-39k3 [Sich 211+ 39K3.2 [Source ZFINAcc:ZDB-GENE-070705- -3.444104673 0128475506 4641199611 1069104352
enhancer of rudmentary homolog (Drosophila) B
ENSORLG00000013102 |erh e o T mentary homelon {Droso 2547738984 1878895863 5140217435 0714067314
ENSORLGOD000003980 [5urfe surfeit 6 [Source ZFIN Acc Z0B- GENE -040426- 13331 2633101159 0040068463 3625172466 103262477
Survival of motor neuron L. telomeric
ENSORLGO0000010552 [smn1 [ Srtne 2o saoris 16 328233611 -0.04491632 3377671887 0140737008
ENSORLG00000002509 [polb E;\‘n’; ﬁi‘gﬁ'ﬁifﬂ? Source:NCEI -2.46063483 2350328424 505945036 0248973153
ENSORLG00000018035 |rhov g oy " ¥ [20ureeNCEl -2.005001399 -0070410398 3769885602 1835779598
heterogeneous nudlear FbonUCEOProtein A3 B
ENSORLGO0000017561 [hnmpag | Feerogeneaus nuclear rbonucleoprore 1504490632 0396303136 3.396084308 1405775285
- - ~5.104516478 645761961 5253091615 “1586701235
MINDY lysine 48 deubiquitinase 3 "
mindy3 ! e S 10121 3045780381 0084161764 4971530351 1842082327
EEE aprataxin [Source:NCBl aene:Acc-1011620251 ~1437064338 0986756047 4714064752 1790728008
General transcription factor I, polypeptide 3 B R
ENSORLG00000005886 |gtf2h3 geners! transcription factor IH, polypeptid 2926044069 0608932037 3254289203 0280202252
ENSORLGO0000006774 |tbch o aage) ofoctor B [Sourca ZFNiAcc Z0B-GENE- -5.46220941 104610739 7.206284373 0698362499
'W/SNFrre\aled‘ matrix-associated actin-dependent
ENSORLG00000004869 |smarcadla  |regulator of chromatin, subfamily a, containing DEAD/H -0.7626727 0.440127971 3019005708 1816690021
box 1 a [SourceZFIN:Ace:ZDB- GENE-050522-4991
ENSORLGO0000006176 |112 e e yanon factor 2 [Source ZFIN/Ace.ZD5- -2.731512875 1020738572 5560500007 1799733577
ENSORLGOD000001308 [NUCEZ Z [SourceIGNC SymbolAcCHGNC8044] 2156565476 05609224113 780239045 70233835
ENSORLGOD000006425 |- - ~2.3152/5164 1.99765082 790105537 247754851
ENSORLGO0000014924 [ShagTTa endophilin-A2 [Source:NCEl aeneAcc101 1617531 ~1.267667966 0364298105 271910563 164042033
ENSORLGODU00007B23 [cybbb b5 [Source NCBI aeneAce 1011559981 3345407267 0847491714 440760457 0248350312
ENSORLGODU00016B06 |- - 016093937 0.7707364% 064363154 2455050614
regulator of G protein signaling 5b R
ENSORLGO0000010887 |rgssb o o e el S -a5a1 0012540795 2095430581 3689395169 1581910077
ENSORLG00000007776 |stimate g ebma enhance [Source ZFINAcc ZDB- GENE- -1.134640748 1021065356 3676224095 1521003009
N OTU deubiquitinase, Ubiquitin aldehyde binding 2 "
ENSORLG00000004566 QU deubiguitinase, ublauitn aide 0758144412 2079226645 4209143567 1372257068
ENSORLG00000012430 |churcl o oabgsg, "9 ! [SourceNCEl -6.563393728 1254262871 8448534211 0611361421
ENSORLG00000011198 |casp8 gg@‘ﬂg;‘if;cgg;";;i%éﬁawa)‘ MRNA. [Source:RefSeq -1.23796628 0939311691 3743752903 1566960101
ENSORLG00000007788 |- e acy o 20 [SourceNCEl 3649263023 0868343585 515518323 063806144
ENSORLGO0000006871 |cuedc2 o e contalning 2 [Source ZFINAcc ZDB-GENE- -0102394548 1330356252 3502121709 2150855516
ENSORLG00000010951 |trove2 gy sog) ¥, member 2 [Source ZFINAce 208 -2.083753402 0250965014 3169667458 0835434002
ENSORLGO0000003065 |- - 5353101300 0666822911 3490084077 1520376525
ST3 beta-galactoside alpha-2,3-saylansicrase 3 R
ENSORLG00000008669 |st3gal3 ST beta- galactoside alpha 2 3-sia 041277524 1210846924 335729075 1734153717
ENSORLG00000001589 | cedcd e sy containing B4 [Source ZFNAce ZD5- -1.216561229 2354555700 4888977603 1318345584
ENSORLG00000014684 |nol12 et protein 12 [Source ZHINAce 206 -GENE- -5,603503032 2384954716 4305279512 -3.682691849
ENSORLGO00000001012 | pttgl proney tumor-transforming 1 [Source:NCBI -8.026557574 0.267358835 8082143087 -1.111288266
family with sequence smilarity 8, member Ala "
ENSORLGO0000012991 [famgata  |family with sequence simiarty & member 0702164749 1019125515 3573749642 1852944349
ENSORLGOD000014184 [cipsib TP svnthase 1 [Source: NCBL aene:Acc: 10TT650851 7551898782 0381208097 3057938433 0857822530
baculoviral IAP repeat-containing protein 5.2 B
ENSORLG00000003623 |bircSa R e o g ? 153243842 0561356794 378497231 1691662077
mitochondrial trans-2-enoyl-CoA reductase B y
ENSORLG00000014347 | mecr |LSWCe ndris trans- 2-enoyl-Con reducas 2865148907 0103434854 3406675113 064544623
ENSORLG00000003830 |- e gy o e SoUosNER! 2041798556 0.006824919 3204842700 115668357
ENSORLGO000000L160 |- - ~0.760873015 1430462132 076038587 185708807
- - 5462419399 0779206169 5494535605 0746611732
ENSORLG00000008977 | fkbpd FK506 binding protein 4 [Source:ZFIN:Acc:ZDB-GENE- -2.705385271 0.718664536 59310236 250745887

030131-5141




79e162879 [7ac 162879 SourceZAN.Acc ZDB-GENE-070424-921 7286620065 0107762284 06150310 2873130310
HIGL hypoxia inducible domain family, member 1A B y
ENSORLG00000017612 [higdla [Source:ZFIN-Acc:ZDB-GENE-030826 - 151 2.047173215 1.878897945 3.246050936 0.67953501
ENSORLG00000001606 |- - -2.854559101 0.714607847 4405180056 0.836497759
ENSORLG00000000286 |- - -2.755422553 0.756628619 3.624668105 0.113102036
ENSORLG00000003241 |- - 0.002362523 0.615587154 3.185009177 2.572269331
ENSORLGO0000004706 |tndic17 e o ontening 17 [Source NCEl 4266105383 2205371642 5379858717 111113327
C oxidase, subuniL Vic
coxTc [Source ZFIN-Acc: ZDB-GENE-030131 -80621 -3.088687254 1676752451 5.344233678 0579278972
- - -5.07335438 -0.109682769 4283578745 -0.679607708
breast cancer metastasis-suppressor 1 ke B
ENSORLG00000017679 |BRMSLL (1 of ] 5o IGNC SymbolAceHGNC.205121 2405887235 0.238428258 3476980416 0.833149874
eukaryotic translation initiation factor 5A-1 B
ENSORLG00000011487 |eif5a2 (1 of m‘lf_Souvce NCBI qene:Acc 1011664261 1.240496163 0.464616099 3215539965 1510912713
- - -3.533667694 1049863835 5.077458094
RAD18 £3 ubiquitin protein ligase B _
ENSORLG00000000716 |rad18 e 6. 7251 3608209153 00947212 4293021507 07850188
\/PS28, ESCRT- subunit [Source:NCBI "
ENSORLG00000012615 [vps28 dene Ace 1011641681 2.360391284 2.213912004 6.240864168 1.667045473
- - -2.565152027 0.106981741 3.87030049 1198651748
bora, aurora kinase A activator [Source-ZFINACC.ZDB- N _
ENSORLG00000005437 |bora bora, aurore Knase 2625210382 0243877485 3399382552 1018525558
mitochondrial transcription termination factor 3 " y
ENSORLG00000012689 | mterf3 | FSource ZFINAcc:ZDB- GENE-040718-3501 3.799622876 1.168929142 3.999993225 0.96807345
ENSORLG00000010947 -4.407927009 -0.071653883 6.085718245 1749929731
ENSORLG00000009038 ac:158254 [Source:ZFIN:Acc:ZDB-GENE-070112-22221 0.540257133 0.613761799 3.004855344 293183583
ENSORLGO0000004479 | mix N S erizetion protei [Source ZFIN:Acc ZDB- 0914118217 1.991097299 3701045213 2625451011
ENSORLGO00000072L7 |fi3kip kinase [Source NCBI 2052084702 0177037245 040163852 0880527149
ENSORLGO0000004 759 |- - 4650239842 2735452147 5833187575 ~1552021315
Sodium channel modiier 1 [SourceZFINACCZDE- "
ENSORLGO0000015B19 |scnm1 o channel mo 4351193756 0199750794 4567919380 001745041
B - 010190785 0623194701 3080854455 2569052307
AL glycan anchor Tass P " » -
ENSO| pigp phosphatidyfinositcl ghycen anchor 4163596122 252244235 6621640556 0063908099
protein 107 (Source ZFIN.ACCZDB- ,
ENSORL tmem107 GENE-040426-22941 2612411433 0.297782788 4183011562 1.273302277
Solute carrier family 35, member £4 R _
ENSORLG00000008202 |sic35e4 e S 0] 1391300819 016324886 3107761539 1880104243
- - ~1736847262 0.790610657 1789635322 0263248981
EF-hand calcium binding domain 2 N
efcab2 e o 51 5933830128 1.400538041 8499299702 1160407762
- N 7812826245 0857132308 505490611 1385521469
CAMP regulated phosphoprotein 19 " » »
arppigp  |GAMP-requlated phosphorotein 190 so1 0299999053 0585942521 3.172830894 2287374342
B histone H2B 1/2 [SourceNCE aene/Acc 1011715161 ~1390090076 0279602693 3623106138 2512293910
ENSORLGO0000007041 [asf1ba histone chaperone asflb-B [Source:NCBI 4468171993 0018238645 4.970886136 0521437899

geneAcc:1011639791

ENSORLG00000016505 |tbpl1 TATA-box binding protein like 1 [Source:NCBI 0185373836 1007980498 3046596802 2224475091
gene:Acc:101172784]

ENSORLGO0000006641 |sckey-210j14] 0+ 210143 [Source ZFINAccZDB-GENE- 131121~ -3.347788031 0759175178 3.232654708 -0873823208
ENSORLG00000008295 |beap29 8 cell receptor associated protein 29 [Source:NCBI -1.270816986 0865308543 3964676599 1829036033
gene:Acc:101172597]
ENSORLGO0000008131 |zmats e e et avpe & [sourceNCE! 4094515235 1169379299 478960112 -0.473808431
ENSORLGO0000015921 |- ubiquitin-conjugeting enzyme E2 G1 [Source:NCEI -5.310208896 0585487885 5225797169 -0.669414306
ENSORLG00000002351 |cops2 o sonalosome subunit 2 [Source ZFINAcc:2D5- -6.387802188 2366900522 8.973516339 0.21929869
ENSORLGO0000005638 | - 5643610378 0078390755 2542530453 1176694614
|: Gis/irans somerase, NIMA-Interacting 1 B ,
ENSORL PINL peptidyiprol cisfrans lsomerase. N 1884128059 0046659639 3400041223 1563057777
ENSORLG00000021772 |ND3 ey poenase subunit 3 [SourceNCE! -1.338170497 1245085515 5123848114 2541077095
ENSORLGOD000017696 |- - 2121502595 0135239884 4500561358 0343323747
ENSORLGOD000010067 |- - 0863753473 0455921502 3014886850 1.675607056
ENSORLGO0000008894 |tpgs2 ;“;;“e”” polyglutamylase complex subunit 2 [Source NI -1555267561 -0229292125 3034167631 1708676984
ENSORLGO000000014Z |- - 1415061584 1507844387 3247566538 2329205452
ENSORLGO0000011305 |- - ~7277335004 0581857077 3063744349 3631248282
ENSORLGO0000001099 |- - ~0.27686501 1886936756 3285094658 1121656201
Sulfoxide reductase B1 [SourceHONC "
ENSORL MSRB1 (1 of | TeLNIonne sulfoxde e 0223372153 0935538863 3606897545 2448471437
ENSORLGOD00001315Z |- - ~1275045166 0831431540 350014017 893148715
protein reguIator of cytokinesis 1 [SourceHONG B -
ENSORLG00000005653 | PRC1 protein reguiator of ona 2053990198 0008157676 3486516314 1441168753
Chromobox homolog 3a (HPL gamma homolog B
ENSORLG00000004972 |cbx3a B e e A T 11581 1993785685 026116031 4047655608 1793104434
ENSORLGO0000014395 |- - 5708202634 0526199642 083896410 063997958
ENSORLGODU0000B743 |~ B ~1605620362 ~0.120040505 3319145168 1.604962013
ENSORLG00000009030 |rabba e sy o9 fomi [SourceNCEI -0.374204806 1263847948 3210256115 1581688414
protein phosphatase, Mig2 +/MinZ+ dependent, TAa B
ENSORLGOD000015773 [ppmiaa | Prolen Ehosphatase Mo2 ' /M2 deben 1049434887 107700902 3281244869 1155106845
ENSORLGOD000011795 [HISTTHAD [histone Hé [SourceNCBI aene:Acc:1011703641 261931013 3483685858 3604254377 2780363372
ENSORLGO000000S753 | fk riboflavin kinase [Source:ZFIN;Acc:ZDB- GENE-081104- -2.394300398 0869322689 3.004847361 0641709033
small nucieolar RNA, F/ACA box 27 [SourceHGNC N
ENSORLGOD000021536 [RFo0443  |smal hucleolar RN, WA 857561382 1326298027 1265252786 2751105745
DiGeorge syndrome critcal region gene 6 N i
ENSORLG00000013085 |dgcr6 DiSeorge syndrome crtcal region gene® 6416017847 2472987565 8036283882 0852234352
Tibonuclease H2. subunit B [Source: ZFINACGZDB- B
ENSORLGOD000011850 [masen2b | To0nuciease H2 <ot 1917915773 0097788897 3773666572 1758446547
Rieske Fe-S domain contaming [SourceHGNC B
ENSORLGO0000005873 [RFESD (1 of mRieske Fe-S domain conta 2068264851 0082938787 4336899921 2186181068
nedds activating enzyme E1 subunit 1 "
ENSORLG00000005429 |nael R e S oo 15521 2051021888 039873815 3821757403 13724824
PDZ domain containing 11 [Source:ZFIN:ACCZDB- B y
ENSORLG00000001867 pdz11 Dz domain contend 130097046 0160839547 3412795157 2264140033
rotein 29
ENSORL snap29 e A e 111 2261 -1500476203 0.434006819 371128231 1687284248
mitochondrial rlbosomal protein L42 B y y
ENSORLGO0000013500 [mrpia2 | iechonle oosemal e n (2 7249400904 0.728804617 5830011071 0690100055
ENSORLGO0000013567 |- ~0833055622 1377681446 7033352705 1872200826

Golichyl-phosphate (UDP-N-acetylgiucosamine) N-
1

ENSORL dpagtl (GleNAC-1-P -2.894124831 -0.737082444 3518498085 1361040457
[Source ZFIN:Acc:ZDB-GENE- 060526 -181

ENSORLGO0000000276 |- - ~0470308960 0970104634 3731062117 220205312

ENSORLGO0U00009641 7ge 171566 |7qc 171566 [Source ZFIN-AccZDB-GENE-050300- 1031 5 249896963 0836718808 6326002453 0239876500

ENSORLGO0000001044 |- - ~0.230604253 2619850268 4.255000426 1.406029916

ENSORLG00000000961 |skpl S-phase kinase associated protein 1 [Source:NCBI 2697687497 0031748491 4269075822 1540124802

dene:Acc:1011735671

ENSORLG00000012239 [nek2 Sﬁmﬁ‘vﬁd Kinase 2 [ource ZFN Acc 208-GENE- -2114506173 0259459727 4113101443 1.739620525
ENSORLGO0000002415 |- N -1347920524 2281368064 3018889411 -0.609913497




ENSORLGO0000021323 [RF00026 U6 RNA [Source NCE] 5797901268 76968026 4273424507 2374989624
ENSORLGO0000002575 |casp9 E;st: gkli‘piz;"zs&;'_%agz‘é .c(;/;;)?;;%?pmase -2.062289205 0.068001997 3.028742799 0.898936285
- - -2.552939471 -0.540080631 3.837207112 1824833961
ENSORLGO0000004394 |rab34a e o 2oy -0.3549456 0331252239 3011087061 2305374276
ENSORLG00000014310 | med10 e oo supunit 10 [Source NCEI -2281949197 0670602643 3434200679 0482133581
ubiquitin carboxyl-terminal esterase L1 (Ubiquitin
ENSORLG00000007844 [uchll thiolesterase) [Source:ZFIN;Acc:ZDB-GENE-030131- -4.34847434 0.109578916 3.06636865 -1.391199656
38441
ENSORLGO0000005718 |- - 2314172503 0911596049 3542072932 0316789844
ENSORLGO0000017573 | nxni1 [ucleoredonn ke & [Source ZFINAce 2DB-GENE- -1121231398 3337042525 1652323144 1974365165
ENSORLGO0000008157 |psmd6 o it non-ATPase 6 [SourceiNCE] 2460725997 -0.407060291 361849877 1565318061
ENSORLGO0000006B72 [26656095fertitin, heavy subunit [Source:NCBT 3482325621 1656484438 3674133610 ~L46619142
ENSORLGO0000000B72 |- - 0149172625 212331053 3507505495 1623942607
ENSORLG00000016225 |erccl @;ﬁgg Z’%"Nalzé‘}%;f’&‘;}g%i’gj;g’f‘zg&‘{p 1 -5.055938166 111616255 6547252072 0.375636256
ENSORLGO0000003582 |med19a et complex subunit 19 [SourceNCHI -1.989216638 -0.25686174 3106801039 1374931222
ENSORLGO0000004389 [sod1 Superoxide SIS uiase 1 lsourceNCEl -0813356796 0597185004 305041375 1640356693
ENSORLG00000007204 |arl16 :f:e”‘m{‘ﬂaw“fﬁ”ﬁ:“;f’ like GTPase 16 [Saurce:NCBI -6.155613057 1022191395 7.720515241 0552193257
ENSORLGO0000006904 |rexod R T 242781633 0202556535 3.064666577 0434778358
ENSORLGO0000010034 |eaf2 ELL-associated foctey 2 [SourcelNCEl -1.064030334 0.081229994 3246245852 2101470364
ENSORLGO000000699Z |- - 3338313368 0182369478 3260950224 0114500301
ENSORLGO0000014026 |tusc3 Lumor Suppressor candidate 3 [Source NCEI -3.317643446 0515058163 4600234104 0768017248
ENSORLGO0000009817 [sie50at (1 of n| SO1ute carfer family S0 (sugar eflux tansporen, | | 0469415031 1371616459 3.060504836 2156788405
ENSORL cif3jb o o ey 2 ot -3.865652526 0895546973 491015607 0.158441399
ENSORLG00000016539 |5 [ i R -2.410315087 -0.272088236 3150576471 1012834755
ENSORLG00000003409 |AP3S1 e POl oy P oM 1 -2.034859864 1520430979 3422560369 0132245794
ENSORLG00000010665 | rps19bpl :S::i::‘l%ﬂﬁg‘sﬁé? binding protein 1 [Source:NCBI -2.207905446 0630132114 3281904276 0444351682
ENSORLGO0000008347 |- - 3781725624 0760487901 5414181787 0863453653
ENSORLGO0000006615 |- - ~4.148130895 0.752669564 4876582665 ~0.023732751
ENSORLGOD00000BBL7 |- - ~3.164102839 1830482022 6451401847 1467302767
ENSORLGO0000016436 [shabgrl2 | 3+15 4ol binding glutamate ieh protein ke 2 2478744847 1151635273 3693485991 0063591564
ENSORLGO0000000337 [UBLS ubiouitin like 5 [Source HGNC Svmbol- AccHGNC 137361 2768578985 1279220539 6312676767 0295362337
ENSORLGO0000005790 | MME membrane metaliosndopeptidase [SouroeHGNC -6.419057143 -0.395196817 3027981449 -2.99530399
ENSORLGO0000008529 |anf280d |2nc fhoet protein 2800 [Source ZFINAcc:ZDB-GENE- -162017949 0298745056 3148974175 1230534348
ENSORLGO0000014824 |mips10 e ooa-301 -3.887032886 0730002918 5012004185 0304553458
ENSORLGO0000017525 |nspo0aa1 1 |neat shock prolen HSP S0-alpha 1 [SourceNCEI -1813166676 0617346302 3.307216785 0877188192
ENSORL - uncharacterized LOCIOLLSE0L [SourceiNCE) -2.780813613 1.991284497 6.60850187 203697944
ENSORLGO000000196Z |- - 0623855852 1888916970 3221360187 070907215
ENSORLGO0000000464 |- - ~1845349158 0849474222 4.020213261 1325671041
ENSORLGO0000005352 |- - ~1740804212 ~0.251423144 1614373034 ~1.014289656
ENSORLGO0000015326 [Kera Keratocan [Source:ZHAN Acc.ZDB-GENE 0412101651 0147468761 2032865748 4.991857243 2812005513
ENSORL( 0 |stk19 e kinase 19 [Source:ZFIN:Acc:ZDB- GENE- -2.603396666 0915854851 5058274896 1539508068
ENSORLG00000012253 |sich211-2211¢ IS MRNA sPcing factor GHE2 homolog -3.973921999 1004976555 4.19665809 0871755535
ENSORLG00000013915 |brdit o oo, Speciic [Source ZFINAce ZD5- -2.040165992 0.475984277 4351843930 183617838
Solute carrier family 35 (UDP-GIcNAC/UDP-glucose
ENSORL 18 [slc35d2 porter), member D2 [Source:ZFIN;Acc:ZDB-GENE- -1541002145 0527310329 42232102 2155382717
080125-11
ENSORLGO0000012406 |- - 0 371371837 1561630808 503152842
ENSORLGO0000021531 [RFo00B9 | Smal hucleoier BV SNORDS [SourceNCHI -13.78312921 2712440177 1640599203 -0.089087474
ENSORLGOD000013031 |- - 3858666406 0053805002 003865365 2100491341
ENSORL brdg D eman containing 9 [Source ZFINAcc 208~ -1.824940241 0.157685395 3855593564 1873453007
ENSORLGO0000006988 |- - 3510274693 0993817563 4261471502 0272134342
ENSORLGO000000B049 |casp3a casnase 38 [SourceNCBl eneAcc 1000452651 ~1573446205 0816564769 3085356541 069563045
ENSORLGO0000004016 |- - ~0.73465882 5443070007 1711053028 1933300075
ENSORLG00000010111 |plad2 [ S e o 2 -0.714223507 2923853162 3002590543 -0.635000766
ENSORLGO0000010671 |loxdL T -3.500159107 0.460656443 4299631773 0.330300973
ENSORLGO0000011097 [suptahl ﬁ:" "fm?;?%;2‘2:101“()91"1“6%”3%]‘0’ subunit -5.089388494 0450240917 7.347587214 1808442628
ENSORLGO0000007575 [t urceNCBI dene:Acc T0TT73411 2704815008 1716432581 5226384121 0713620661
ENSORLGOD000006163 |- - 0304721292 1507311219 3886147664 2684047684
ENSORLG00000012507 |carnmtl O Moty Sferese 1 [Source NCHI 4560403638 0768351476 3042107494 -1386163421
ENSORLGO0000013156 |- - 6203603825 0284532628 3524077758 7963662365
ENSORLGO0000001566 |rhebll g prote heb [SourcaiNCEl -0.956076286 0911735077 31201136 1261786304
ENSORLGO0000013694 [73e:92287 |7ac:92287 [Source ZFINACCZDB-GENE-040718-3501 7823155080 BI1493647 2600003707 3935070769
ENSORLGO0000007422 |- - 3168750043 ~0.748545545 3240611628 820892144
ENSORLGO0000005008 |- - ~1620000779 266683025 3636197550 550580791
ENSORLGO0000009B9 |- - ~0.33462267 574675049 471951101 810698222
ENSORLGOD00000B022 |- - ~6.167208432 148810143 6660161416 0646356035
ENSORLGO000000B042 |- - ~2.040826034 0271125717 3007760018 338545421
ENSORLGOD000014793 |- - 3002115426 100602828 4277583127 166260805
ENSORL naalo |£S‘ou‘7:e e Tompay 121 suountt -1.830488013 0.454048724 3530776975 1255725234
ENSORLGO0000008535 |- - 7588637543 0684817012 4545603978 3727370268
ENSORLGO00000003718 | tusc2a }“m’j“,ﬁ’;f:ﬂ'ez ':‘r“frf:‘fﬁ“q“'f‘]‘a'”“’“ regulator -3584942537 -0,535500032 4066739836 1017791611
ENSORLGO0000015006 |- - 2015515358 0635613311 4308813025 0847970142
ENSORLGO0U00009L79 |fuom fucose mutarotase [Source NCBI qeneAce 1011704551 ~1657850375 0607762923 1791127869 1.941028022
ENSORLGO0000006166 |elp5 o e s ™ 4662021904 0253508502 4622404292 0292731319
ENSORLG00000003200 |atpaf2 ZAT[P{:‘V'”TZS:R“"SS::‘;”:Q?)‘E22’7“8"]‘“ assambly factor -3.059820767 0461675223 369629266 0.175281668
ENSORL pols o o [Source:NCEI -1.648804237 0613858148 4240831161 1.978653801
ENSORLGO0000006912 |ap2sl ?S“;u""c"e"Z':I"j’:‘g;’é‘é‘;‘%@%’gﬂ%f-ﬂ?ﬁ%5“"“““ -3.848475018 1293853013 6135862082 0994017851




ENSORLG00000011191 |hirip3 gg‘;ﬂ‘%ﬁgé‘{'g protein 3 [Source:ZFIN:Acc:ZDB-GENE- 4530177179 0539036011 5170444298 009271541
vacuolar protein sorting 25 homolog (5. cerevisiae) N
ENSORLG00000011413 |vps25 e o ot (. 1625246529 0348416748 3.167335966 1194157528
& superfamily member 2 "
ENSORL tm6sf2 [Source ZFIN-Acc ZDB-GENE- 0605033381 0536071716 4.348806184 6.637641801 1.753254738
'ADP-ribosylation factor GTPase activating protein 1 B
ENSORLG00000015648 |arfgapl O o oot 3.142152558 0889863613 4983848224 0952317553
B I- 3021235809 09735476 36676611 0025531935
| 265 subunit, non-ATPase 5
psmd5 TSource ZFIN-Acc ZDB-GENE-050417 281 -1.300154822 3.092170803 1.123964389
- - -3.254112521 0.657387689 4136963748 0.225948603
si:dkev-147f3 [si:dkev-147f3.4 [Source:ZFIN:Acc:ZDB-GENE-061009 - -3.407828655 1415449751 5.406184638 0.583391099
tRNA-histidine guanylyltransferase 1-like B _
thol e e e 3731345236 0.499000394 3739887886 0.48997284
B - 2610167775 092788378 3188102338 0349464295
psmc3ip gi&czgs.‘q‘;s'wacmg protein [Source ZFINAcc. ZDB-GENE- -1.203760615 0722603492 4.088695498 2072816284
pfdné’ orefoldin subunit 6 [Source:NCBI aene:Acc:1011643231 -1.824246361 1397115019 3.851855301 0.630979002
3 ik
osgepll o e e o) -2.689794924 0526372569 3163257473 -0.252424982
796103697 |zac 103692 [Source:ZFIN: Acc ZDB-GENE-041010-151 3011043664 1102416154 5371324583 0358349700
N ankyrin repeat domain-containing protein 13C-like "
ENSORLG00000017350 ISource:NCBI aene:Acc 1011713631 2609199384 0.040796332 3.964936382 1.31542533
ENSORLGO000000BE61 | riok2 o nese 2 (yeast) [Source ZFINiACE ZDB-GENE - -2.311400517 -0.00387115 3197002899 0.979958486
meiotic nuclear dvisions 1 Romolog (5. cerevisiae) B y
ENSORLG00000008431 |mnd1 |LSOUYC&ZF|N ‘AccZDB-GENE-040801 . 1161 1.855631355 0.017660508 4054650159 2217164173
ENSORLGO0000017529 |rsrpl e e e g Protein 1 [Source NCEl -2.016529964 -0.028350562 3235608078 1247913618
ENSORLGO00000002741 |- leucine rich repeat containing 34 [Source:NCEI -1928367595 1045628495 3042870958 0.069359643
geneAcc1011752731
ENSORLGO0000010115 [rab23 A e A orooaene family [Source/NCE! 0.261094434 0560900718 3026866092 2728445078
TSR3, acp transferase fibosome maturation factor " N
ENSORLG00000007723 |tsr3 o e T o 3906482057 1887357303 4191627503 1601727362
ENSORLGO000000B3ZL | - 3147315641 2034647643 3710778065 0456600339
ENSORLGODUD0001564 |- 5 ~6.543068161 0494851047 7306262444 0357962378
ENSORLG00000013648 | magoh protein mago nashi homolog [Source:NCBI 2547214836 0946961512 2428092747 093440126
gene:Acc:1011676111
cysteine and histidine-fich domain (CHORD) containing "
ENSORLGO0000004553 |chorde1b | 2)steine ang istiine. ich domaln (CHORD) co 3391800747 0322764658 5361937338 1647848113
ENSORLG00000000982 |apip :s::l teracting pratein [SourceNCBl -2.245377647 013074817 3300528192 0924887258
ENSORLG00000008290 |cutc cutC copper transporter [Source:NCBI -1.499990402 0.446825026 4089992433 2143660027
eneAcc1011657531
- - 3301616322 0350475041 512008328 2088227255
pecific factor 1 [Source:NCBI N -
agcsoe0y  |Gemeteote specc | 5279353882 0.728933656 5757707676 0250094941
- - 3207384695 0607119764 3763554511 1753774631
Tamily with sequence smilarity 131, member A " y N
ENSORLGO0000016544 [fam1ata  |family wih sequence sipiarty 131, memby 5807866858 0173035322 3688779281 1.945567552
o
ENSORLG00000001034 |ndufal subcomplex, 1 [SourceZFIN; Acc:ZDB-GENE-040625- -1443803785 0684999607 3780516719 1646098179
ENSORLGO0000014337 [LGALSZ Galectin 2 Source HGNC SvmboLACGHONC 65621 1503745362 1684028766 1642681002 ~L104182821
ENSORLGO0000007771 [DPYISL4 |dov-18 like 4 [Source HGNC SvmbolACCHGNC 278201 ~0.70003376 04318484 3489717325 2358320217
IRNA methyltransferase 108 [Source ZFIN:Acc:ZDB- " y
ENSORLG00000007862 [rmeach | TeTytranele 2281332464 1.054905761 3110894388 0224858685
ENSORLGO0000015882 [sich211-165b|Sieh 211 1650103 [Source:ZFIN:Acc ZDB-GENE- -1574115013 -0.310340621 3.086850256 1823560224
ENSORLG00000000871 |glrada e receptor alpha da [Source ZFIN:Acc ZDB-GENE- 1157390098 1665573183 3246160504 273846379
ENSORLGOD00000B00Z |- - 1726401126 T066451508 Z6T12314 207534273
ENSORLG00000010263 |swi5 SWIS homologous recombination repair protein -4.470470059 2252506769 5584512899 ~1.138068619
[Source:NCBI ene:Acc: 1011583691
ENSORLG00000010780 |sizfos-169g1¢[PrOtein CutA homelog [Source:NCBI -2.101584317 1245082815 5246334451 1800251982
qene:Acc:1011744851
ENSORLG00000016092 |pofut2 e s g ansterase 2 [Source ZFINACC 2D -0874332737 -0.088445222 3085567388 2250164913
ENSORLGO000000057Z |si2f0s-911d5 |sizfos-011d5 4 [Source:ZFANAcGZDB-GENE- 130603~ 1820763248 0.704073168 3000380742 0467329064
ENSORLGO0000013562 |- - 2648471733 ~0321111949 3836319008 1508443904
SUMO specific peptidase 5 [Source ZFINACCZDE- B
ENSORLG00000008124 |senp5 SN heere ben 1992604347 0683117624 337828507 0702957826
Teguiated Kinase family, member 3
ENSORL sgk3 serum/glucocorticeid regutated insse ar 038014554 1965434783 4082044774 2497240611
ENSORLGO0000007550 |- - 150470634 1501582407 1581331023 1134845527
ENSORLGO0000009984 cen uclin H [Source NCBI aeneAcc 1011587511 ~2.778812201 108096235 3452874501 ~0.406515011
inner mitochondrial membrane peptidase subunit 1 "
ENSORLG00000009928 |immp1 o A T et o e 299544814 061749489 4783106338 1126303452
ENSORLG00000004362 | mislga MISI8 kinetochore protein A [Source:NCBI -1.295483368 0282301769 4247589218 26702889
qeneAcc:1011701151
fibroblast growth factor (acdic) intracellular binding B
ENSORLG00000002032 | fibpa b o oy 1544965109 0699883602 3297065907 1052702213
ENSORLG00000014778 |- chromosome 7 C60rf226 homolog [Source:NCBI -0.763111889 1215610491 3507942354 1619704888
qeneAcc:1011705151
ENSORLG00000004354 | HAUS1 o e somplex subuni 1 [Source NCEI -3.60919474 051270437 488430777 0.472893515
o2 reticulocalbin 2 [SourceZFINACC ZDB-GENE-050706- 65271048 0246844493 5682562825 0716487649
becip Bsg:z Eﬂ?ng?é(gllglzwmteramng protein [Source:NCBI -3.062515696 0334576723 4414084963 1017477397
- I 502829826 0753413536 5495717446 0285500858
CDCA5 cell division cycle 45 homolog (5. cerevisiac) " y
ENSORLG00000002724 |cdcd5 e it ol & e 2779765221 0.409529155 3334118075 0964367749
ENSORLG00000013879 |yeatsd YEATS domain containing 4 [Source:NCBI _4.670549279 1559138018 5086701147 -1.142500074
eneAcc:1011632151
ENSORLG00000010467 i ch211rzeAblgn°e‘"°s°m}7 Clorf123 homolog [Source:NCEI -1421422674 0670646386 3089453404 0997869077
ENSORLG00000004351 |gpalppl. gmg;‘{g;ﬁﬁggf‘"‘“g 1 [SourceZFIN:Acc:ZDB- 1.27786641 2512784456 3604173853 236974078
ENSORLGO0000008526 |- - “L75204T617 0563479811 367988244 1272851875
ENSORLGOD000006305 |- - 0689020152 2384077850 3543648413 1849083402
potassium channel tetramenization domain containing 6 "
ENSORLG00000010271 |etdlEb e o 2162030043 028881062 3487485333 1037120717
ENSORLGO0000008828 | DDAL DET1 and DDBI associated 1 [Source:NCBI -2.746647713 0.800118895 4.202852471 0647570722
geneAcc:1011712361
POCS centriolar protein homolog (Chiamydomonas) " y
ENSORLG00000009402 |pocs D ey 3043193217 0162596546 3633841673 0753729927
transport and golgi organization 2 homolog "
ENSORLG00000015185 |tango2 |r_50urce t and golgi organization 2| 3544662166 0907276645 4969453076 0517999101
ENSORLGO000000B700 |Kif3a ey iy member SA [Sourcer2FINAce ZDB-GENE- -0.68966781 -0.030505837 3566535163 2907858544
ENSORLGO0000014300 [rpaz replication protein A2 [SourceNCET ~145030368 0308469810 358420008 1601141456
- 2032873620 ~0627413836 3047034618
- - ~5.685000864 5813549937 1585754360
ENSORLGOD000004679 |- - ~1.706428613 1.682618316 3838071050
TSV homolog, mRNA degradation associated "
ENSORLG00000012642 |Ism1 o e e 8854368753 1005387662 5297553475




ENSORLG00000009440 | pdrgl F:oau?::ZDF:\:‘AASCE?Sg%i%‘gfé%%}n_2761 3622963006 1337712167 4996581425 0036391326
carbohydrate (N-acetylgalactosamine 4-sulfate 6-O)
ENSORL 10 [chst15 5 [Source:ZFIN:Acc:ZDB-GENE- -0.256271973 2.755527025 4618465489 1607152571
|131127'32ﬂ
ENSORLGO0000006438 [in37 ot core complex component -0180759979 0503123245 3307445544 2624047291
ENSORL cenpn centromere protein N [SourceZFIN;Acc:ZDB-GENE- -3135671935 0.728498681 3765561316 -0.098124321
ENSORLGO0000007573 |zgcitiz14s |50 abparatus membran profen TVP23 homolog B 1702391652 1003262687 4557165174 1
ENSORLGO0000005360 [2gc:165532 zac:165532 [Source:ZFIN:Acc:ZDB-GENE-050417-2131 -1.993978416 1430391763 4636606035 1.212720637
ENSORLG00000012834 [gmnn N Az o o 09201 -3151862289 1.260544731 359310441 -0.818817546
ENSORLGO0000006192 |- Outathione o Uarsierase omega- [Source NCEI -366158352 1529315321 7.254204038 2063790421
ENSORLGO0000001118 [mets1 o re i ation g elease factor [SourceNCH! -6.218389631 2238793898 7687541888 -0.769156762
ENSORLGO0000001018 |- - ~0300800621 200084688 3624815699 1314854217
- - ~5.725535499 2200068204 3215867159 ~0.300115362
- - 116146338 2519217222 4131689854 2.734424049
ENSORLGO0000003303 [septob Sentin 9b [Source ZFANACGZDB-GENE-050827-171 0412724985 0264037018 3147352613 2471075510
ENSORLG00000002932 |dalrd3 @@fc?fﬁﬁdfgc%‘é‘."gsdﬁé?g‘&5393‘?59 3 -2575502458 1.006473252 3997489042 0415907892
ENSORLG00000021510 [RF00322 | el nucleolar BINA SNORAST [Source:NCHI -3.405478756 260043889 7314498641 1.300070345
ENSORLGO0000015671 |- dvnactin subunit 3 [SourceNCBl aeneAcc 1011641831 0868260045 097235344 3200760756 136062308
Solute carrier family 25 (mitochondrial carrer,
ENSORLG00000013026 [slc25a17  |peroxisomal membrane protein), member 17 -1771554885 0840085764 347301788 0861862103
iSource ZFIN:Acc:ZDB- GENE-070620-41
ENSORLG00000013278 |snrpd2 fsmoau”rc”:;‘g; gz::“‘:‘e"‘gﬁm'” o2 polypeptide -2.11870364 1885802504 3968432522 -0.035588817
- - 0015797766 7037550045 3201544071 1270277478
gidsa glucose nduced degradation protein & homolog -3.35283375 0399360818 4816633009 1065123771
B - 2460205864 0474881978 5436120617 SV
ENSORLG00000006150 |thtpa é’yg;"o‘;?;‘”””“""a‘” [Source:ZFIN:ACe:ZDB-GENE- -2.022886598 0712552196 3307056365 057210259
ENSORLGO0000007565 | WASHC2C géf‘“sg fx?fgfé;g“&“ﬁf [Source:HGNC -1.366083162 0085243667 3125079868 1674237788
ENSORLG00000003464 |fam206a |{21Y ih seduence simyertty 308 member A -5.351184457 066830423 418201464 1836088739
ENSORL sarm1 e e o P o onianna L 1655506808 -0.540119946 3543257007 2.428265253
ENSORLG00000015806 [egc 101564 |12 Wi sequence simiriy 72 member A -0.450130265 0658943631 3547036891 2438447832
ENSORL 16 |capzato | -2ctn-capping protein subunit alpha-1 [Source NCEI -2.246926619 0787331463 4002955329 0969182522
- . 0358114672 2200156112 598437116 T31651080
~2.427765183 0352656186 536023602 0936912587
29C:56596 ubiouitin like 4A [Source:NCBI aene:Acc:1011689611 -2.260284441 1123070753 220115512 -0.162754761
_ -2.9827389 0.14252845 066471247 -0.058311154
- 5 ~1501036204 0050059684 667425008 046814215
- 5 ~3.350212745 193600342 560005138 0735776131
ENSORLG00000014702 |utp11l ’Lgulriejv”‘cag”‘ Z“:‘{;‘:;:’fgfﬁj’;‘%‘l"m"°”e”‘ -6.293357296 2245595038 6296004755 -2.242462707
ENSORLG00000021774 |ND4L 2‘:&13:%‘;;‘;%?“359 subunit 4L [Source:NCBI -10.90893038 1179089371 1361277465 1525245107
705153240 (1 [zac 153240 [Source ZFIN Acc 7DB-GENE -060825 2181 2047450065 012659060 3027527572 0853961068
dut e e [Source:NCBI -0.846442551 0236113997 3575020478 2492957911
- - ~1361207815 0965766247 3310032663 0983458478
ENSORLGO0000015214 |nempl D e o aa -1.989534404 0.449657719 3438717466 1000010553
ENSORLGO0000013756 |- e sy 1" 42 homelog [SourceNCEI 2476864585 0535688171 3240320155 022825214
ENSORLG00000003947 azed e Gop e containing 1 -0.621750391 2057405816 3425608434 0546938085
ENSORLG00000003792 |- vesicls transport protein GOT18 [Source:NCBI -0.954670843 142586282 399774311 1617604508
ENSORLG00000005936 |kif18a e o e ey o 16A [Sourca ZFIN:Acc 20B- -2.039629202 -0.455024144 3195201578 1612071308
ENSORLG00000007765 |sat2b arineacetylansirase 2 SourceNCe -3.296000119 -0.424552389 4231018517 136005591
ENSORLGO0000001167 |- - 1888908178 6280508167 6223396865 1832295306
ENSORLGOD000007273 [ankrd13a |04 rebeat domain 134 [Source ZFINAcc:2DB- -0.047277471 0080171249 3377782482 2350818726
ENSORLGO0000002158 |map2ks e e e -3.671367975 0816420603 5373646548 0886343155
- - 2256281225 0520685643 4384100244 1167618044
ran e ey 09ene family [SourceNCEI -2.488021555 0666569106 462297799 1468872102
795162816 |7qc 162816 [Source,ZFIN.AccZDB-GENE-070410-94] 3471214014 0035576632 3202079773 0233073231
ENSORLG00000013087 |rps2s gjgj;;al‘fs';‘e‘” 525 [Source:ZFIN:Acc:ZDB-GENE- -1.361767151 1632098909 2491328768 1497947666
ENSORLG00000014721 |- chor me 9 C120rf43 homolog [Source:NCEI -5.031956492 -0549912421 4035141749 -0.446417271
- - ~331084568 0641485054 3410355749 1750481063
ENSORLG00000002761 |cby1 R gamoiog 1 (prosophil) [Source ZFINiAce 2D5- -2.961352631 1015610942 6.403837262 152735823
ENSORLGO0000001619 | bbsd gg(']dfz‘s'?;d‘ syndrome 4 [Source:ZFIN;Acc:ZDB- GENE- -1.786208301 -0.447336346 3616546801 2278159746
ENSORLGO0000001290 |- - 0804279223 0183787611 3001990034 2381084115
ENSORLG00000004778 |POCIA e ey " Ne 1129317577 0758411864 4305426018 2418182303
ENSORLGO0000011006 |rbm48 o e yotein 48 [saurceNCE! -4,062007955 -0.243920876 4904294811 1.086692565
ENSORLGO0000010275 [smimd E@i‘gg‘;ﬁ"j‘g:;g;ﬁg&gfi%wU -1.937356602 132814974 3778663209 0513641639
ENSORLGO0000001694 |- - “T712184152 0464035046 3760555314 1564821153
ENSORLGO0000008995 |- - ~3.353491442 2219399543 6877198446 1324797284
ENSORLG00000007301 |pind R e A eracting & -2.277939809 0.435501284 4691301165 1978345122
ENSORLGO0000011885 |hdhd2 e e ogenase Ik Tudiojose domain containing -2.987644828 -0289948708 3435849278 0738638031
ENSORLGO0000011698 |- - 310782742 1217332601 EXIZELRN 0500334086
ENSORLGOD000011113 |- - 0.120849155 2812193218 4288246713 1607387123
ENSORLG00000002592 |- et ogomPIex member 1 [Source NCE] -8.081337151 131166072 9.097201507 0205221226
ENSORLG00000011389 |HENMTL  |EN methyiransierase 1 [Source:NCEI -2101804469 0297534868 315001829 134713369
B - 6308527862 7322873761 0358070985
sich211-51ho| Shromosome 3 2201135 homolog [Source NCEI -4,057638405 1690234143 491926164 -0.8281265
ENSORLGO0000005191 | TENTAA terminal nucleotidytransferase 44 [Source: HGNC -2.868266254 o 552264674| 3807826377 03877801

Svmbol:Acc:HGNC:167051




ENSORLGO0000006911 |sich211-191d||"ON-sulfur cluster assembly enzyme [Source:NCBI -4.295886826 1791634288 5749462301 -0.337573987
aene: 1011656441
mediator complex subunit 7 [Source ZFIN:ACCZDB— }
ENSORLG00000007738 |med? e e ! 2310335775 0862391836 3.195055848 0022813002
(GABA(A) receptor-associated protein "
ENSORLG00000006196 |gabarapa [Source ZFIN-Acc: ZDB-GENE-030131-51741 2.364164229 2277057638 4845541885 0.204804976
pleckstrin homology domain containing, family A
ENSORL( plekha8 binding specific) member 8 -1.366054216 0.662827951 3.863004919 1.834607714
[Source:ZFIN:Acc:ZDB-GENE-041114-69]
DIM1 dimethyladenosine transferase 1 homolog " y
ENSORLG00000009118 |dimt1l ISource:NCBI aene:Acc 1011564151 3.435980431 0.04470067 3.099351042 0.380845313
ENSORLGO0000006393 [sms e apihase [Source 2N Acc ZDE-GENE- -1.782020485 0587911657 3370779002 1001331723
ENSORLGO000000B500 [cagh cdB beta [Source ZFINAcc ZDB-GENE-091204-311 0021481172 237918563 3042044027 05692762601
ENSORLG00000015097 |ormdiL ORMDL sphingolipid biosynthesis regulator 1 -3169345342 2672560223 6772123603 0930702138
ISource:NCBI gene:Acc:1011605181
ENSORLGO0000008183 |r3hdmd b domain gontaining & [Sourca ZFIN:Acc ZDB-GENE- 0431198199 0645485084 3048386357 2834584336
Terase alpha 4 [Source:NCBI B
ENSORL gsta.2 dene:Acc1011743701 1.729085155 0.190918682 3.264822831 1.345304079
ENSORLGO0000016567 |- uncharacterized LOC101171452 [Source:NCBI -4.251554751 1471468971 395017021 1772369141
aene:Acc:101171452]
ENSORLGO0000006863 | zwilch e (netochore protein [Source ZFINAce 2DB-GENE- 0052517396 0374715112 3204762085 277801447
ENSORLGO0000011756 [cibl o o it 99 1 [SourceNCHl -1.393423421 2063433711 6.157268615 2700896404
ENSORLG00000009140 | mtgl I;_ggjfg:ggpf;gs?;é”Z;@i"g;‘fﬁggase 1 -3.403467888 0141661922 3112714905 -0.431930105
golgi SNAP receptor complex member 1 3 N N
ENSORLG00000008200 gosrl e o e 4741927918 0290168319 4412188043 0039086557
ENSORLGO0000002070 |- - 2475864599 028922449% 5093360621 1228656617
Small nuciear IbonUCIeOpTotein polypepude £ "
ENSORLG00000012059 snrpe Sl e rbonucleop oter oo 2504118475 1480434251 4669020982 0594953001
ENSORLG00000007075 |sec6lg Secé1 translocon gamma subunit [Source:NCBI -2,639569081 0.965365655 3578980304 -0.025469562
aeneAcc:1100173151
ENSORLGO0000002310 |- - 237684151 137178261 3303164218 0338610167
ENSORLGO0000017324 |- - “1223116103 ~0.145824804 3.7511876% 2674380555
ENSORLGO0000015237 [cd6a €063 molecule TSource NCBl qene-Ace 1011741881 1366021258 2011169758 3336219289 2691535654
N protein Q [Source:NCBI "
ENSORL 1 centromere protei Q 0283691987 0586103183 3573332900 2704022663
mutase [Source:NCBI ~
ENSORL bpgm s osphiogherate | 0718692232 0231484774 3225319884 2275627818
protein phosphatase 4 regulatory subunit 38 B
ENSORLGO0000004376 |PPPaRas | Protein phosphatase & requlatany subun 1714060121 0935882642 3296490000 064702312
ENSORLGOD000010445 | - 7352818927 0080622143 430556566 196261019
ENSORLGO0000008444 |ube2t biquitin conjugating enayme E2 T [SourcsNCH) -3.410367946 0.400503705 4603495642 0793108905
ENSORLG00000003381 |rp9 RP9, pre-mRNA splicing factor [Source:NCBI -3.603981353 0625957007 3634253384 -0.505200471
eneAcc:1011701081
ENSORLGO0000016473 [ACYPT T [SourceHGNC 3181467253 267586640 3806057850 ~T900485036
tex261 testis exoressed 261 [SourceNCBI geneAcc 1011653021 ~2536503624 1.076068337 3105762877 0418304295
ENSORLGOD000001338 [HISTOHBA [histone H3 [SourceNCEI aene:Acc:1011669761 ~3.793674607 ~1367620102 3672845301 1247484019
ENSORLGO0000003334 |usp16 bicuitn spefic peptidese 16 [SourcaiZFiN:AcsZDB- 4856042031 0040521248 3508443103 -1392634796
ENSORLG00000004697 |deun1d2b | containing 2b [Source:ZFIN;Acc:ZDB- GENE-040625- -2.10795586 0847966984 5042851231 2087413022
ENSORLG00000007263 [commad | COMN domain containing & [Source:NCEI -1.028781403 1101203787 3864535866 1645035674
ENSORLGO0000017636 |eifdeb eukaryotic translation initiation factor 4 [Source:NCEI 0.253778853 0573587283 3.07883627 2759514748
eneAcc1011667611
ENSORLGO0000017809 |trappc2 ”g;";*‘”g protein particle complex 2 [Source:NCEI -4.8593573 2895503076 7.335405651 -0.418968004
ENSORLGO0000005543 [CDC37 cell division cvele 37 [Source NCBI aeneAcc 1011560881 2813079646 0255805862 3530512531 047111178
ENSORLGO0000006644 |- - 2649564204 ~0.203990255 4201508689 1756420226
ENSORLGO0000008196 |- - 2670426755 0.852674100 3.160395711 ~0.363220163
ENSORLG00000015785 |- uncharacterized LOC101160866 [Source:NCBI -2.089190299 -0.550836899 3312444945 1774575891
gene: 1011608661
alycan anchor Tass N B
ENSORL 13 [pign phosphatidylinositol lycan snchor bioaym: 1284404387 1897254602 3670788565 0489614712
ENSORL tmemzsg | ansmembrane protein 258 [SourcelNCE! -2.643091395 1686917496 4639756627 0110232729
ENSORLGOD00000B134 |- - 2558050663 000602417 5036082075 0275621072
GTP binding protein overexpressed in skeletal muscle B
HInT VS HmO 340 | ENSORLG00000008896 [gem $TP binding protein overexpressed n skl 0585751169 2077513401 1102965766 3776715268
ENSORLG00000005116 |cdipl cell death inducing p53 target 1 [Source:NCBI 1672156145 0198747775 1710319608 3184212899
eneAcc1011736321
Collagen type Vil alpha 1 cham [Source HGNC
ENSORLGO0000001968 [coLsaL  [<ollgen type VI aoha 4 3554413116 0856271178 1406561666 4105192815
ENSORLGO0000017844 [chmpsa | charged mutivesieutar body protein 5 [SourceNCE! 1243887226 -0.651105339 1635162173 3530639926
ENSORLGO0000004422 | neks NIMA related kinase 8 [Source:NCBI 1245857411 -0.32701954 2913500985 4486871861
qeneAcc:101161178]
ENSORLG00000005532 |wdir19 e 0187280701 -0.362123335 2951012282 3500901361
Cadherin related family member 2 [SourceFIGNC - "
ENSORLG00000007236 | COHR2 cadberin reated famiy ane 2625814794 0.773085958 0387868381 3011516952
ENSORLGOD000016124 [snap2sa | Y/naplosorme assocated protein 25 [SourceiNCE] 0654148617 -3.663988608 0712555038 5031178519
ubiquitin like modifier activating enzyme 3 N
ENSORLGO0000013554 [UBA3 (1 of mal 10Ut ke modifer actvating enayme 0792611299 0162601088 2899170981 3854868353
ENSORLG00000001216 |- g 21/ [SourcelNCEl 2784688481 1009228267 2692262933 4.46820847
ENSORLG00000003842 |cdkn2d cyclin dependent kinase inhibitor 20 [Source:NCEI 2400058575 0.450634584 1939393588 3881202249
deneAcc1011652521
Solute carrier family 2 (facitated glucose transporter), " y
ENSORLG00000011838 |sic2a3b O e Lo eparter 2541991047 5251484045 1944007701 4654075948
Solute carrier family 22 member 23 [Source:HGNC
ENSORLGO0000012769 [sLc22a23  |Solute carrer famly 22 me 277603538 0401307741 1247021671 3622144004
ENSORLG00000011855 |trim13 e ng oo 13 [Source ZFNAcc 205~ 2985251118 0599122498 1083325639 3.469939021
ENSORLGO0000015047 |- - 045549450 3076626360 432008155 3300511177
- - 3451004496 241297507 1104934808 3233443614
- - 030044508 ~2.181440695 ~0.781012736 3791360171
ENSORLGOD000000205 |- - ~0.071470699 ~1.160301806 2163515071 3261830458
ENSORLGO0000014579 [Irm1 ucine e pepeat newronal 1 [Source ZFINAGc2DB- 5831161831 2496975988 1018355642 4353008406
solute carrier family 5 (sodium/monocarboxylate
ENSORL sicsas ), member 8 [Source:ZFIN;Acc:ZDB-GENE - 1444307628 1124312002 2514449521 5714873158
141211631
B Drotein FAM3C-TTke [Source NCBI qene Acc 1011612361 2969142878 0498210313 584623732 7056034618
gramd2aa gm’g{ggg;z‘gﬁ”‘a‘”‘”g 2Aa [Source:ZFIN:Acc:ZDB- 2943732439 094752462 1178269536 3174961773
B - 2832595746 0592786435 884307716 1124600623
Zinc finger, matrin-type 4a [Source ZFNACCZDB-
ENSORLG00000016169 |zmatda R, 1454541279 12.34376867 1738547138 3940660395
ENSORLG00000012993 |hpd ILSWCE phenyipyvate dioggenase b 2638133904 0875158132 1604615663 3368077299




TSECT4-Tike lipid binding 7 [Source.ZFIN;Acc:ZDB-GENE-

ENSORLG00000000795 |sec14l7 141216-1451 2501821423 -0. 154391347| 1.395413154
ENSORLG00000005265 |- - 2637697727 -0.347616777] 2202388539
ENSORLG00000004977 |- - 4148808334 2.159601831 1.444631682
ENSORLG00000013848 |- - 2493664542 0.3514288 1.776072087 3918792689
peptidase M20 domain containing 1, tandem duplicate 2
ENSORLG00000013681 [pri2od1.2 | Reptidese M20 domain cortaining 1, ende 0815675198 0692078175 2960304281 3084476187
ENSORLGO0000010725 |- - 3333863353 495646614 2353271814 7101973906
ENSORLG00000002292 |si:dkey-178e1 :‘gkey‘lmen 1 [Source:ZFIN:Acc:ZDB-GENE-081104- 2546418865 0.746230107 1458151497 3.258825101
ENSORLG00000001156 |- - 2787058265 0.124495324 1.37898136 4.042029266
ENSORLG00000007863 |- - 4219856547 1216782583 1.728816188 4.732369283
Ciliogenesis and planar polarity effector 2 "
ENSORLG00000003519 |cplane2 g o o Doy tector 2 1310902635 0.424591049 2361685932 4.007664651
ENSORLG00000000491 |stag3 i‘g'g;“a‘ antigen 3 [Source:ZFIN:Acc:ZDB-GENE-140106- 2794024147 -0.129220196 0883592718 3807321877
ENSORLG00000012941 |- - 3.2106411 0.273671735 2586705776 55241603
Cugbp, Elav-like family member 3a
ENSORLG00000002630 |celf3a e e e e 21 2202450658 0026117345 1397857736 3664684568
ENSORLG00000002015 [scoca Short colled-coll protein a [Source ZFINiAce 2DB-GENE- 2341769617 0222355419 0925522677 3045421954
ENSORLGO0000012887 |arpp19a et phgsPhoprotein 19 [SourceNCEI 0.485354658 -0.294368085 2318330592 30085383
Dnal heat shock protein family (Hspa0) member B4
ENSORLG00000003581 [dnajb4 | ISource NCBI aene:Acc: 1011701251 5.952855913 3.447448033 0.798350339 3304244335
- - 5.10754622 4.721459207 2714588322 3.101162706
bimh e c12se [Source ZFIN;Ace:ZDB- GENE- 1446283458 -0.679403096 0.910479424 3036650843
B - 0960272433 0339865953 2009516781 3409139058
mediator complex subunit 1 [Source ZFNACCZDB-
ENSORLG00000008300 |med1 GENE-081104-2571 1.872034453 0.286985195 1.520533291 3.106067782
ENSORLG00000004320 |synjL ;Vlgzﬁ"“”‘” 1 [Source:ZFIN;Ace:ZDB-GENE-030131- 2,098896929 -0.072739869 1.088946609 3.261068058
- - 2007925021 0150824645 2800403115 4747988187
samd13 e e o e 261 1634090341 0764256579 2759252177 3629570748
5 - 870852271 0101608352 2156702030 3926031027
Sodium voltage-gated channel alpha subunit 8
ENSORLG00000006930 |SCNEA godium veltage geted channiel ipha sub 0943045223 0368095928 2815556645 3390991364
homeodomain interacting protein kinase 3b y
ENSORLGO0000009737 |hipk3b e I e e, 2208336447 0051507822 1212744953 3.473074006
- - 0004654098 ~3B07140313 0322330549 5032650103
ENSORLGO0000016430 [Ica5 Leber congenital ameuross 5 [SourceiZFIN:AcGZDE- 0.773669546 0021127672 2791956264 3544083244
ENSORLGO0000001638 |- - 3204513267 05623293300 0985227365 3566934852
- - 1456792025 1253256483 1182757876 3238560465
- - 1816432354 0334166642 1898226777 3380977600
ENSORLGO0000015146 |- - 0.042656897 ~0.242366287 2811642968 3007153006
UDP-GIcNACbetaGal beta-13-N-
ENSORL b3gnt? 7 [Source:ZFIN:AccZDB- 1534224451 1355704242 1617383603 3.408053262
(GENE-021210-41
N echinoderm microtubule associated protein Tike 5
ENSORLGO0000016408 [sickey-1112.3 | Ehnoderm microtubule assaclated prot 169854908 0239166313 1720975596 3180842328
stum, mechanosensory transduction mediator Homolog
ENSORLGO0000017123 |stum L, e anosersory st on meda 1905800895 0072983231 1267475802 3100787442
cytochrome P450 family 4 subfamily F member 2 N
ENSORLG00000006454 | CYP4F2 Gtochrome PAS0 family 4 subfamiy F 1 266319324 0039212848 0684077494 3386968616
ENSORLGO000000LT6E [MYOTB8 [ mvosin XV [Source HGNC Symbol:AccHGNC 181601 574216876 ~1.638486474 0580099075 3102284722
ENSORLGO0000006506 = 2250434068 0425485632 1200698538 302613108
SCIT and NTRK-Tke family, member 4
ENSORL slitrkd ISour EIN DB-GENE-140303-11 13.71449775 11.72795023 2583734359 4570747894
ENSORLGO0000016151 [sft2d2a vesicle transport protein SFT2B-like [Source:NCBI 0568667419 -0.289705377 2362107133 3240064259
aeneAcc:1011718201
retinal G protein coupled receptor a
ENSORL rgra : e .61 2893860865 0326483796 2404645813 4.972502663
ENSORLGO0000012B3Z |- - 2160740650 402969633 66665706 34248931
ENSORLGOD000016707 |- - 2709896117 ~0310012099 2119010717 5149306803
& STz7led [Source ZFINAcC ZDB- GENE-030530-11 1430104247 247040076 1603490363 3434600793
st dkey 22216 | keratin 73 [Source:HGNC Symbol;Acc HGNC 289781 2823324877 ~0.724403259 025856089 3806795633
ENSORLGODU00007401 [stoxl storkhead box 1 [SourceZFIN:AccZDB-GENE-030025-21 370397496 206270054 0677451938 3265643366
ENSORLGO0000005785 |si:dkey-29b11 i‘%ay'm“ 3 [Source:ZFIN: Acc:ZDB-GENE-100922~ 2291736575 045764284 214340464 3.977982091
ENSORLG00000003120 | meiob i shecicyy ! OF domains [Source ZFINAcc2D5- 1913936883 0777958778 2730890135 3867353198
ENSORLGO000000B090 |- - 1516646261 1115022063 2056752206 6003471715
ENSORLGOD000006275 |- - 2104108113 0510243428 0.908334592 3622166110
MAX dimerization protein 1 [Source:ZFINACE ZDB-
ENSORLG00000015461 |mxd1 MAX dimerzation B 2121776981 0079297579 1388295275 3431250831
argonaute RISC catalytic component 2
ENSORLGO0000004615 |ago2 e e 2 1944821069 0859891600 2701778829 3787192435
homer scaffold protein 1 [SourceHGNC i
ENSORLG00000002474 [HOMgR:  |home scafford proteln 1 1897100174 004347905 115305311 3094216375
ENSORLGO0000001668 |- - 1578424875 040244726 2013234761 294592106
ENSORLGO0000006223 |- - 1669413558 0.111542750 2278667926 3.837024024
male germ cell-associated Kinase [Source ZFIN,ACGZDB -
ENSORLGO0000006691 |mak e e e 3040797410 0873751813 2561412089 4748942467
ENSORLG00000007894 | gal3stla galactose-3-O-sulfotransferase 1 [Source:NCBI 278974256 -0.314318458 1481781348 4586325461
eneAcc:1011720861
ENSORLGOD000008507 |- - 3238723144 0123102033 0650339228 1017647200
N 17
ENSORLG00000001357 |galnt17 e N oeyioalactosam e 426423963 131670004 0795626150 3741651405
ENSORLGO0000016639 |angell el ool L {prosophia) [Source ZFINAce 206+ 1944792327 0.367452655 1749692158 3327516779
DIS3 ke 3'-5' exoribonuclease 2 [SourceHONT
ENSORLG00000009374 | DIS3L2 o e 0959425380 0042318415 2530237844 3.447829858
TCDD-inducible poly(ADP-1ibose) polymerase y
ENSORLG00000012512 | tiparp TDD-inducible poly(ADP. base) polyms 1947958344 0730611878 03612979 3040353146
B - 0010512066 0712048649 2800226765 3502248367
phosphosering aminotransierase 1 N 3 B
psatl R e o ot 317231 042183032 4773948986 1207272038 3055331418
- - 2186760208 0288488633 126960032 3745347245
ADAM metallopeptidase domain 100
ENSORLGO000000S304 [acamiob | (DAM metalopeptidase domein 106 1770490564 0368992841 1616558648 3018541204
ENSORLG00000006135 | ilpi2 ] syl protein ke 2 [SourceiNCE] 2308267879 0676966029 2080112053 371180784
| serine protease 5 N
ENSORLGOD00000S115 [tmprsss  |{ensmembrane serine protease ® 4012419025 0327570615 2042841386 6383318937
ENSORLG00000013999 |apoa2 e aggt 020 [Source NCEl 1103878907 -3.130036736 0326748196 4652048095
Top? [forkhead box P2 [SourceZFNACcZDB-GENE-041203- 59772600 1012041832 0046240554 3552392407
ubiquitin associated and SH3 domain containing Ba Ny
ubashdpa | Ubiuitin associated and SH3 domain cont 1856019575 0270331715 1275208616 3.402134887
ENSORLGOD00000671 [70¢ 161969 |zac: 161969 [Source:ZFIN: AccZDB- GENE-030131-25071 7038368699 067430823 0582702456 32565551
ENSORLGOD000003831 [si:zfos-32363.] - 4237316496 T.780011462 151772964 3975511670
ENSORLGO0000003270 |SEMAZB 3B Source HGNC SvmbolAcCHGNC07241 2113264755 ~0.385873576 1102752352 3602375555
sidkey-23i12 hormone beta-S-ike [Source:NCEI 1323120618 0 2718804648 15.95059303

|aeneAcc1011717801




Myb/SANT -Tike DNA-binding domain containing 4 with

ENSORLG00000010545 [msantd4 coiled.coils [Source: ZFIN:Acc.ZDB-GENE-121023-21 3.012733406 09106@ 0.959241141 3U6178§‘
ENSORLG00000011565 |- - 3572279511 0.345427788 2937513084 6.1648528
ENSORLG00000002107 |- - 15.46273231 13.75475391 1.472700091 3.181146087
ENSORLG00000010615 |- - 1427924928 11.2567807 1.409513966 4.432450646
ENSORLG00000011928 |tmem151ba Ig;_,"ﬁ%%’?n”ii?‘e‘” 15160 [Bource 2N Acc 205 1356289701 8530835473 2230100881 7282623406
DDX5 SR poxhelease b Laource HGNC 2616430232 -0.137348152 0301384284 3.05564756
- - 2118487894 0.066290829 1.527627738 3.580309953
ENSORLG00000014192 |grm1a g;“;:ma‘ig}ﬂ:b$§’°°‘° feceptor 1 [Source:NCEI 3422289171 -1.53645572 2,048055971 7007283784
ENSORLGO0000011640 |- - 2016476154 ~1046119879 2104006572 5167001768
ENSORLGO0000000605 |- - 3760836977 2061318305 231794736 4017948665
ENSORLGO0000001588 | GRXCR2. I%‘(‘ﬁ?:ggLg”s‘izs‘:"Z;’ﬁgs‘é’g;g‘szﬁ“‘a‘"”’g 2 2064331086 0484886976 2101223065 3681151828
ENSORLG00000006070 |- - 2613267491 0.013268822 2.15015609 4.750641838
ENSORLG00000016305 |- - 2.00872946 -0.250996847 1.333849593 3594061158
ENSORLG00000016032 |- - 13.45527841 0 2171459304 15.62722949
ENSORLG00000012938 [kenkiob |Retassium channel ubfartly & member 105 1518925385 9560714954 1260694119 6.889705908
ENSORLG00000007323 |tchp FQSZ?Q??EN@??%‘éa."éeg"ﬁsb.ggézgmssm 012007356 -0.636282921 2394883618 3151724829
- 0.565478259 -2.043493682 1.067568506 3677024171
ENSORLG00000002636 |csdc2a O o e e a9 ® 1538636673 o 0818320454 1620517889
ENSORLG00000005690 |edrfL E"é‘u’“vg‘;gKfi’gg%‘;'é?ﬁé"alg"{gc‘s%’ml 2996770211 0422514065 0658633365 3233374267
- - 15.36312213 12.72864757 0.898877963 3.533820343
ENSORLG00000014293 |kenj11l ﬁffe”i“r‘;fcm:fﬁ‘fg'{f;gﬁ;ﬁ““m channel 11 3695657261 0341947421 0135278602 3489473841
ENSORLGO0000004150 |- - 1228487201 0304604526 2267040550 3800617012
ENSORLGO0000004863 |- - 1024473889 0941038372 23364506 76 3320380552
ENSORLGO0000011797 | fbd2 e e e 2234393702 0.16514408 1684570128 3754304386
ENSORLG00000001366 |Inpk fu":;z‘fifg‘fs'(j:‘fcue"ju"c‘é‘f’;‘;‘:“;;"fgﬂ“;g;‘g‘f‘“ -0.233043704 -0.594629313 264211218 3.00418269
ENSORLGO000000606Z |- - 1457665085 [ 2174822015 1675196477
ENSORLG00000013631 | C7orf43 oo L oper reaang frame 43 [Source HENG 1603504731 0141891163 2335383188 3797571708
ENSORLG00000011739 |2gc153343 Sfmbgflﬁcﬁéin?:h;:gg«;wse 1 [SourceHGNC 1974317704 1108855925 2.857081849 3.723028736
ENSORL ift80 e B Romolo (-amydomonas) 0988372843 0042122311 217644972 3.207429636
ENSORL eomesb B homolog b [Source:ZFIN;Acc:ZDB-GENE- 0715330152 -0.847103387 1518943357 3081861986
ENSORLG00000017953 |nrii2 l&fﬁ; O ot § pemoer 2 -0677931313 -2.450476676 1236163849 3009194395
ENSORLGO0000018104 | raf3ip1 e st gy Preen L -0215714219 1341895374 2610750231 3737416458
ENSORLGO0000012973 |- - 4753959034 2516794316 2308101166 4545756263
ENSORLG00000002121 |mel T e ) aebencert, oytosolic 1174970806 0816337214 2403360421 4395162499
ENSORLG00000013928 |ushigh g;:;’:!i?éi?fﬁé’;'m protein homolog [Source:NCBI 1381991162 9.009464749 1.989909213 6.800819811
- - 5604318137 ~0.45489558 1381428838 165311545
tppp3 ‘m“s'““‘g”efg‘[VS'EZ;‘CZ:‘A‘“’C”B“pq’g;“::;‘fl%’fl‘%‘lgag"V 2580473833 0012074294 2224364486 4802249102
B - 3403493364 089221254 7133315347 Z7350807T5
B - 1923531849 0110561810 2223233106 2036688269
pelilb ’Esot'r’c‘guh““c”g"';’:::‘;l‘fiﬁ'fgg'g”fgl”“'“““‘g 1 1,059740665 -0.459709837 1997453337 3517388776
- - 2405332652 “L711674725 0820200317 329728531
ENSORLG00000006350 |arl13b ne oo foctor-fike 130 [Source ZHNAce 208 1822607649 -0.10441531 1622236815 3549744548
ENSORLGO0000013109 |rhpn1 e o ) 2217009939 0370445395 03612986 83318029
ENSORLGO0000010499 | hnmph3 ;‘;;j;gg;fﬁfcg“;é?’é‘;ﬁgfgz‘igf‘;g;g (2H9) 1670921725 0331170778 2000434283 4003011567
- - 1972224532 ~0.342339798 | 2926756668 5241805878
hapind O e ey 2303144708 -0.185913095 1289934297 3860477857
i3 Jcalsvntenin 3 [Source ZFIN; Acc.ZDB- GENE- 100921731 457530429 0361623687 0824081142 1988252452
dme1 b o e nase t [Bource 2ANAcc 205 105144237 -0.334607797 1827705317 321424041
- - 3717075325 1174651683 0702453564 5505563536
- - 084509086 -1.20783742 1335833351 338924653
2gc:77486 gg‘nle';{cpcelzu"l‘m”sgz*j‘W‘E‘” 5 [Source:NCBI 1.300422541 0107845339 2947484727 4140546906
- - 131625086 0500227896 2100176302 1009175542
ENSORLGO0000016686 |dgkb ey dycerol kinase, beta [Source ZFIN;Acc ZDB-GENE- 2453820028 -0817058029 0803547383 4074911702
ENSORLGO0000015241 |ATFS g P iop, 210" ® [SoureeHONG 2771830834 -0.739997955 -0158427423 3353886237
- - 1530445072 1029923082 226524432 7270972502
ENSORLG00000016383 | fitm2 Fggj"‘é':g;'h““:;;;g;‘é%mﬁ‘gggggg7"5'1‘“5'” 2 1.394050377 -1.159942902 0753054218 330753252
- - 2540373115 0235110450 540113400 3845860800
ENSORLGO0000007192 [sgsmia [ A I 341405037 2491487719 2358011866 3281050894
ENSORLG00000010273 |rfxla regulatory '?c‘°' X ;&“ﬂ?g@?f&m‘ﬁ&“7941 2216909834 0.338455686 1826832529 3705771027
- - 1430823663 135386082 2230134638 3000140621
ENSORLG00000005070 |unki oY o 1n0er- ke [Source ZFINiAce 2DB- 1961043023 0730284137 2250147513 3481301071
ENSORLGO0000009630 [sickey 2561 27 I 98" Protein 5728 [BourceHGNC 2784447384 1524412893 2068521366 3329040581
- - 6571854188 T14672728% 0627099929 3052695046
FAMsC [y vt seauence simlarty 83 memoer C 108115078 0259061017 2696296181 4036993033
- 0870673301 1875605342 095454653 3648400432
I AT e 3548735302 0342623808 2326545084 5533144424
- - 1411836686 1150722478 2.095753182 4707361551
cc2d2a o g 2 0315607712 -0.703194912 2264470541 3283757933
B - 045560145 0674102518 2864411200 158455865
ENSORLG00000016377 frmemicg | EEMERAn e 1690 [SourceZANAG:2DS- 3754790835 2427953721 2009653654 333697678
ENSORLG00000010528 |kanké e s 11 1747831231 -055059024 1803734629 3707109666
ENSORLG00000007770 |netoll e R T T 1381550044 1182655246 2462502868 4452017813
ENSORLG00000012349 |cacnbsa IEACJ?CZ e vota0e et beta 32 2518117567 1121550179 2.384504506 378163841
[ENSORLG00000013931 |- - 2.728633095 ~1.004855039 2698802143 6432775738




DAZ interacting Zinc finger protein 1 y

ENSORLG00000003586 |dzipl [Source ZFIN:Ace:ZDB-GENE-040526-11 0.899670812 0.812964966 1.774344922 3.487465363
Zinc finger, DHHC-type containing 1

ENSORLG00000000329 |zdhcl I 11 190146047 0768821792 2609640543 3742764138
discoidin domain receptor tyrosine kinase 2a

ENSORLG00000015116 |ddr2a |LSOUYC& ZFIN:Acc ZDB-GENE-090316-21 3141573301 0.83337165 1.794601087 4.103291162
Zinc finger, DHHC-type containing 21

ENSORLGO0000005132 [zdhhcz1 7€ finger, DHHC ype contaning 21 2717981159 0843656779 1539548161 3.414357274

ENSORLGO0000001367 |- - 2934018061 0728033483 458813730 366528367
Rac GTPase activating protein 1 [Source ZFIN.ACCZDB-

ENSORLG00000015540 [racgapl GENE-030131-19171 1.390786686 0.551389214 2465116127 3.304998352

ENSORLG00000010509 |dnaldb e el 0! chain 4b [SourceZFIN A ZD5- 0210342037 -0,528629099 2483004316 3222549892

ENSORLGO0000013343 [ypels viooee like 5 [Source NCBI aene/Ace 1005292011 2031403025 1400302402 2672129660 3304316002

ENSORLGODD00010685 [fam?2185bJorotein FAM2L9A fSource NCBI dene Acc 1011661301 4020381853 1230917461 2512297438 530224568

ENSORLGO0000013865 |ephxd ggg;‘z";_q%/d'o‘ase 4 [Source:ZFIN:Acc:ZDB-GENE- 1.72959053 -0.256661917 2125962863 4112699606
neurogranin (protein Kinase C substrate, RC3) a

ENSORLG00000007535 |nrgna heurogran (roter Knese et 1895871889 0.423203972 1824987428 3298139555

ENSORL casp3 Oryzias latipes coshase 3 (casp3). mRNA. [Source:RefSeq 1.210481203 2028830763 0508469279 3748266599
Solute carrier family 25 member 22a

ENSORLGO0000006312 [sic2saz2a  |so1te carer family 25 member 222 1998511852 0379405843 162813039 3247730463

ENSORLGO0000016353 [1024 (1 oF mar] rapunzel 4 [Source ZFIN Acc ZDB- GENE -080417-4721 1893882362 0609858175 80157007 3086088317

ENSORLGO0000003068 | tbk1a o ubuly Kinase 1a [Source ZFIN/ACe Z2DB-GENE- 2486977696 0081630315 0.784932272 3.354026371

ENSORLG00000003904 |- - 1.869071233 -0.854393631 1.184190792 3.90814045

ENSORLG00000004927 |- - 15.46140367 13.65424666 2230931211 4.038556035

6)
ENSORL 6 |chstaa [ R 3110631642 0851400117 2026009674 4.285724277
Kin-12 subunit beta [Source NCBI
ORL

EN: il12bb @e Acc1011754251 3.395477264 0.688039441 0.882646763 3.590569603
WD repeat and SOCS box containing 2 -

ENSORLG00000001084 |wsb2 e e 2971208884 000156603 0443998495 3.417258508
transiocase of outer mitochondrial membrane 34

ENSORLGO0000014386 [tommaa  |{f2nslocase of outer mitochondrial mernbrar 2419256612 0866246505 2094726186 3646221316

ENSORLGO0000016528 |PTGRL prostaglandin reductase 1 [Source:NCBI 2551297684 -0.235719944 0.291867404 307937083
qeneiAce1011584761

ENSORLG00000013994 |wasf1 WAS protein family member 1 [Source:NCBI 2203033815 -0.23055544 0765446932 3208521108
eneAcc1011587161

ENSORLGO0000009849 [0df3b outer dense fiber protein 3-B [SourcsNCH) 1556411584 0 1628877495 17.19348493

ENSORLGO0000007787 |vax2 et ateror homeobox 2 [Source ZFINAcc.2DB- 1351246271 1181239393 2402850041 4103387401
NUF2, NDC80 kinetochore complex component, ~

ENSORLG00000008929 |nuf2 N N K o o 1211 0.109294608 1 2053462699 3568116388

ENSORLG00000011623 |- pyreth o1 Dy hojase Cesze [Source NCEl 0122285653 -1.352306309 298449013 4450567012

ENSORLGO0000007179 |tmdsfS ransmembrane & L i family member § [SourceiNCEI 34804034 1.102061806 0655610061 3034433218
'ATP-binding cassette, sub-family C (CFTRIVRF), N N

ENSORLG00000000094 [abeel0 e e o o 0620686489 285943312 0799339906 3038571567
tubulin tyrosine ligase-like family, member 1

ENSORLG00000015623 |ttllL b e e e e e 0738524842 0156239873 2876536615 3.459306446

ENSORLGO0000015190 |- - 4338980691 3140730151 2452715784 3651451315

TOCI01174083 [Source NCEl
ORL B

EN Jemese arroist 1434812506 13.05096077 2516518027 3814150479
DDHD domain containing 1b [Source:ZFIN;Acc:ZDB-

ENSORLGO0000015417 [ddndtb | DDHD domain cor 279817358 0846125733 1264914861 3217449209

peci C. X domain

ENSORL 11 [ploxci2 phosphatidylinosiol-specifc phosphalipase C, X dormar 236016214 2290288666 2993139407 3063503301

ENSORLGO0000001053 | - 356310652 TAB8607776 0845360508 321555080

ENSORLG00000015081 |ciapin cytokine induced apoptosis inhibitor 1 [Source:NCBI 1674532552 -0.062119747 1664815216 3401952508
geneAcc:101167114]

ENSORL cep112 oo protein 112 [SourcerzFINAce ZDB-GENE- 0123583392 -0.776504915 2279970247 3180633751

associated 18 [Source ZFINACTZDB-
ENSORLGOD000000158 [sparat | Shermatogenesi ax 232601068 0063562441 210827327 4371206464
ENSORLG00000014949 | bbs2 oot Bjed! syndrome 2 [Sourcel ZFINAce DB GENE- 1133942455 -0.240239512 1951755453 3326422319
regulated sp: d protein family, N

ENSORL camsapza |camoduin regulated spectrin- associated protein famiy 056851256 1040065567 2113234168 3722297359

ENSORLGO0000014T3L |- - 1226304752 0255161401 7193610158 3165247487

ENSORLGO0000013927 |- - 066214462 ~0.758439367 1583138512 3.004776849

ENSORLGODD000L7734 |- tubiilin bota~4B chain [Source NCBI 1435960634 ~0.175204885 1608547445 3220206818

ENSORLG00000001219 |col7al ot e Vi alpha 1 [Sourca ZFIN:Acc Z0B-GENE- 462146105 3696965024 2207620014 322258423
family with sequence smilarity 1245

ENSORLGO0000011343 [fam1za  |family with sequence simiarty 1248 1829121316 0425177232 2977823223 4382252718
Caspase 2, apoptosis-related cysteine peptidase

ENSORLG00000012073 |casp2 D e e 2365061641 0347505897 1267317358 3285357923

ENSORLG00000004950 [ennda 1 [<ontactin 3a: tandem duplicate 1 [Source ZFINAceZDB- 301305448 1094256275 1343669451 3262949015

ENSORLGO0000010853 |rtndri2a o arsebie ke 2 SourceNCEI 3509441101 0310230629 0244514949 3534210061

ENSORLGO000000000G [hdacs histone deacetvlase 3 [SoUrCE:NCBI 2 T70544817 0213754870 TT56840005 311461491

ENSORLGOD0U0010064 [bxo8 F-box protein 8 [Source NCBI ene/Ac 1011661951 1521081061 0.717903507 2.789350602 3503014064

ENSORLGOD000004115 |- - 2899250700 1942325235 2256338427 3213748133

ENSORLG00000002745 |scch73- 139e5 |55 7-13965.2 [Source ZFINAcc 2B -GENE-130531- 5380207738 2062737544 0671792146 3.980840551

ENSORLGO0000007589 |- - 310857549 ~0,00060895 1738980445 3050931070

ENSORLG00000007646 |crtac1b Coage e protein 1b [SourcZFIN;Ace 205 GENE- 1494188117 0 086330219 15.80567486

ENSORLGOO0000I3162 [synT svnapsin | [Source:ZFINAGG 7DB-GENE -0B1105-631 2757869561 0302387500 427383685 Z07B141602
WD repeat domain. phosphoinositide interacting 1 y

ENSORLGO0000003834 |WIPIL L P e Bt e 1885508161 0012725764 2434547149 4333356104

ENSORLGO0000004467 |- - 2122525008 0095286781 1623546007 3841840807

ENSORLGOD000005494 |- - 1870554746 0115243022 2580896432 4336690671
nardiysin b (N-arginine dibasic convertase)

ENSORLG00000003474 |nrd1b e S e eSO artase 2956136161 033910262 1233001857 3850521172

fi-specific molecule 1

ENSORLGO0000006155 |esm1 endotheliel cell-speciic molecUle L o728 2993505934 139582784 1660900113 3259063467

ENSORLGO0000006753 |- T426121616 475890430 0768020380 3766734357

ENSORLG00000008752 |elovi5 O ooy o ® [SourceNCE! 3395848626 1498985454 2766783816 4664130845

ENSORLGO00000L1750 |- dvsbindin [Source:NCBI qene Acc 1011755651 3481437501 1067221763 2325156248 4730857945

ENSORLGO0000004813 [AKTS AKT serine/threonine Kinase 3 [SourceHGNC 1428806683 0421838298 223400931 4085228945
Svmbol:Ace HGNC:3031

ENSORLGO0000010950 |- - 2377422308 176999012 2304093162 3412010786

ENSORLGOD000013L78 |- - 1069310822 ~3.155262386 ~1504842259 3230125288
Solute carrier family 12 (potassium/chioride ransporter), y

ENSORLGO0000006643 [sicizasa |Solete capnier Tamily 72 (petassiu/ehyenide bensper 1506084282 0599158767 1140582171 333631063
cytochrome P50, family 2, subfamily R, polypeptide 1 N

ENSORLGO0000006737 |cyp2rl 'LSWCE Ome PAS0. family 2 sublamil R 2520897864 1240897159 1236310045 4998589963
protein phosphatase 2, regulatory subunit B, beta a

ENSORLGOD000007398 |ppp2rzba | Prolein hesphatase 2 regulalony subir 2399724354 1232752003 2480450799 3647910691




regulator of G protein signaiing 11
ENSORLG00000009733 [rgs11 |LSOUYC& ZFIN-Acc ZDB-GENE-080220-461 3.635347983 2.425403686 2.017357908 3.227782668
ENSORLG00000013678 |adipor2 g, P [Source 2N Acc 2D GENE- 2853946413 0815583115 1531620203 3570477486
ENSORLGO0000002088 |sch211-1450| 21114507 3 [SourceiZFINAce ZDB-GENE-061207- 8955826273 4564742808 229394788 6685494901
ENSORLG00000012280 |- - 1.183159003 -0.178780585 1.922868009 3.285291369
ENSORLG00000002388 |- - 0.965405877 -4.69465389 -0.873202562 4.787343689
RAP1 GTPase activating protein [SourceHGNC
ENSORLG00000013991 [RAP1GAP  [BAPE STRase actuatng | 3202083 18593034 2518311115 3861578646
i I solble
ENSORLG00000007741 |gotl [Source ZFIN-Acc ZDB- GENE-040426.-20031 1.005572665 -0.800897464 2494810111 4.301765532
ENSORLG00000001310 |gas7a ?;%Vf‘z’;ﬁes”pe“"c 7a [Sourca:ZFIN;Acc:ZDB- GENE- 2.30288449 -0.360127593 0524857899 3188355104
ENSORLGO0000008B15 |setdd SET domain containing 9 [Source:NCBI 1875290739 1191809124 2361969871 3045936611
eneAcc:1011645061
- 2572734975 0.102087534 0.654029187 3125161703
Iman2la ‘ég\“’g pennose, pinding 2-like a [Source ZFIN:Acc ZDB- 1807221964 0.128919517 1393233157 3072021254
Drotein § [Source ZFINAccZDB-GENE-061013-6571 0223047724 3470149937 024582025 349250776
Daired box 3 [Source HGNC {GNCB617T 2441601099 ~1155178996 2197042398 T6.79094025
Ciia and flagella associated protein 36
cfap36 [Source ZFIN-Acc ZDB- GENE-060421-81621 1.207103087 0.057041299 2.690978401 3.841525295
- 2.074702671 0.643766257 1611545516 3.042966625
Sytodhrome PASO, Tamly 2. subfamily N, polypeptide 13
ENSORLGO0000014869 [cyp2n13 (1 of | Yiochrome PASO. family 2 subfamy T o 2012107323 06803419 1895802351 3228142679
ENSORLGO0000007632 | ikzf4 IEROS oy e finger & [Source ZFINAce 206+ 4700483621 2.269319074 2301627827 4733279206
ENSORLG00000004527 |- soindlin orotein B [Source:NCBI aene:Acc:1000494091 1.155819167 -0.636330068 1.976046702 3.768680869
ENSORLG00000004052 |- - 2910514997 0.374955977 0.478282638 3.014326621
RF 1141367907 122245063 2975643459 16.34204844.
ENSORLGO0000000606 |RAB2S Z;‘fjﬁ member RAS oncogene family [Source:NCBI 279200953 00417344 2971671621 4822431701
lucose Tuctose oxdoreducese domar, contang 2
ENSORL gfod2 uclose oudored clase domar) 2288785652 0679927941 1408820523 3018163161
ENSORLG00000005222 |smap2 ;"‘51” ArfGAP2 [Source:ZFIN;Ace:ZDB-GENE-060503 - 4740979087 3.246116881 1587865997 3083211032
Ciia and flagela associated protein 57
ENSORLG00000013222 |cfaps7 [Source ZFIN:Acc ZDB- GENE-110411-2661 5.781193249 1.824371758 2982422469 6.939727494
Oryzias latipes selenoprotein U (selu), mRNA, ~ ~
ENSORLG00000007348 |selu Seenoprotein U Gelu) men 2164214284 1142686633 0000163222 3307222486
ENSORLG00000007532 |vatl vesicle amne iransport 1 ke [SourceNCE] 2645862378 1916398663 2561336147 3201281512
ENSORLG00000020909 [RF00045 | Smal nucleoler RNA SNORATS family [Source/NCEI 1509758199 12.96485345 1161905461 3205102241
ENSORLGO0000011211 | metti4 ety ransferase fea [Source:ZFiN;Acc:ZD8-GENE- 1027089915 -1.075663752 0962813389 3066052023
ENSORLGO0000001729 | calmida calmodulin-ke 4a [Sourcs:ZFN;AccZDB-GENE- 2885806503 -0.459665047 0.101144645 3447101251
neuropeptide Y receptor Y8b [Source ZFINACG ZDB- N N
ENSORLG00000014260 |npyBbr oo Sz s 2583413502 1484796747 0066832539 4001864183
ENSORLGO0000015367 |rbmé1. A Binchng ot peotain 41 [BourceZFIN:Aes ZDB- 2297072363 0049518913 10762279 3324266238
ENSORLGO000001463Z |- 2110808076 0537085171 450587444 3024804657
SENK/MADD dorain containing 4C
ENSORL denndde | o o e 3 1887260864 0109280107 1662228056 3.440694748
ataxia, cerebellar, Cayman type b [Source:ZFIN;Acc:ZDB-
ENSORLG00000018000 |atcayb e e 3400816216 0861066024 0644911116 3185145135
ENSORLG00000011789 |mppSb e B ioyaatec protein & [Source NCEI 0.966476206 -0.784382032 2810447649 4570792688
ENSORLG00000015006 |cep8d gig;’;g?l”‘;l‘o‘;”"e‘” 89 [Source:ZFIN:Acc:ZDB-GENE- 3209480688 1046369935 124116133 3404754534
ENSORLGO0000017726 |- - 741144308 0122762811 2293676897 3517543436
ENSORLGOD00001B117 |- - 2560736683 0.719899817 1585738119 3.4270599
Transport 172 [Source NCBl y
ENSORL ift172 e e, 2242145642 0172033673 1055431049 3.470095154
ENSORLG00000005140 |2gc:136564 g’;’::“”""nf 3 C9orf64 homolog [Source:NCBI -1.066726241 -1.903125258 2512003851 3.348888099
ENSORLGO0000009B79 |trima6a e e oo 46a [Source ZHNAce 208 2041044114 -1.15725591 155720395 475697806
ENSORLG00000014269 |porcn Dorcapne O otansierase [Source ZFINAcc2DB- 1349609355 1107352571 2295472501 4710405275
N DNA damage-inducible transript 4 protein
ENSORLGO0000006795 'Tm” e 2383758203 0256001274 126928631 3397528415
ENSORLGO0000014218 [macols [ macollin-1 [Source:NCBI aene:Ac T011745171 316424127 0034018675 573008700 3225931423
ENSORLGOD000008029 |- 1463172615 1164354057 2325814549 5314469228
ENSORLGO0000017919 |e2f5 oo syiption foctor s [Source ZFINAce 2DB-GENE- 2772556645 0157719511 0.698465884 3313787941
Solute carrier family 22 (organic cation/carnitine
ENSORLG00000014062 |sic22a16  |transporter), member 16 [Source:ZFIN:Acc:ZDB-GENE- 1266923416 -0.277569079 2480945587 408592306
041001-1661
associated 6-like
ENSORLG00000012060 |spatal e B O ke 26, 13581 1386816085 1163145902 2794572705 5031730102
ENSORLGO0000014512 |- - 1420276435 1140640650 2258399135 5095222028
Cholinergic receptor, muscariic 55
ENSORLG00000017845 |chrmsb et b o1 1601 4786171629 2266977056 0626156777 3145830324
ENSORLG00000021729 |RF00231 | SMall Calal body-specific RNA 13 [Source:NCBI 1082278042 ~0.758748597 1576287992 3417799689
qeneAcc:1110471241
echinoderm microtubule associared protein Tke 1
ENSORLGO0000015575 |emi1 A e o 2263720299 0679257557 1564989966 314994616
ENSORLGOD00005707 |- - 41056824156 3055206208 7642460655 3603560820
regulated sp d protein la
ENSORL camsapta |camoduin regulated spectrin-associate 2527961512 085749717 2444135504 4115083661
ENSORLGOD000014920 [dnmZb dvnamin 2b (Source ZFIN: Ace:ZDB -GENE-040426 23711 2578009873 0122066834 0577603452 3034121507
histone-lysine N SETDBL-B
ENSORL - o 1503973824 0169672638 2007510237 3432296361
ENSORLGO0000021685 |- - 4281641082 6548166865 2491286506 1567667906
ENSORLGOD0000020B1 [caprisa aloain ba [Source ZFN.AccZDB-GENE-061103-2141 0160732048 ~0.777984331 2575687472 3514888807
ENSORLGODU0000L160 |- 1342331685 11262205 2342398468 4483888488
phate &-Kinase, type .
ENSORLGO0000007181 [pipdkzab | PROsPhatidvinostol & phosphate ¢ linase, type | 1718250811 0659583909 229620071 3355352022
phospholipid phosphatase related 1 [SourceHGNC
ENSORLG00000011674 |PLPPRL et 3120829591 0188378514 1274007153 4207082272
ENSORLGO0000015668 |- - 3453239688 1675362122 2355030627 T 134315002
ENSORLG00000021524 |RFO0319 | oM@l nucleolar RNA SNORAZS [Source:NCBI 2481347869 -0.787163013 1892289301 5161280454
eneAcc:1110468151
ENSORLG00000003277 |ankra2 o el Ty member 2 [SourceNCEl 1210863563 -0.301625134 167339624 3186369834
tyrosine 3-monooxygenase/ryptophan 5-
ENSORL ywhag2 activation protein gamma [Source:NCBI 2852608127 0475617916 0755613135 3133172149
enecc:1011602551
ENSORLGO0000000404 |- - 1793733815 0469522008 2AToATT67A 3801173950
Solute carrier family 38, member 3a
ENSORLGO0000001070 [sicagaza  [so1ute carter Tamily 38 member 32 - ) 1495961169 1057437592 1661204229 6047002731
Dnal heat shock protein family (Hspa0) member B12
ENSORLGO0000009199 [dnajpizb | Qnaheat shock protein farml (it 1411540483 1280688992 1975220006 3284291739
ENSORLGOD0000L7722 |- - 29792076 [ 2672724063 1565246017




ENSORLGO0000002L15 |- - 5553355132 7213332067 933990177 327450853
ENSORLGO0000001697 |- 3.023202745 0.496804364 0545268274 3072152173
ENSORL K4 Kiuppel- e foctor 4 [Source ZFINiAce 2DB-GENE- 2621015289 -0.132406069 1.14906219 3.902966087
ENSORLG00000011558 |- - 2.3964969 1842374541 2581107373 3.135715358
SPARC (osteonectin), cwcv an zal like domains
5 d kazal
ENSORL spock2 2 [Source:ZFIN;Acc:ZDB-GENE-090312- 1.9051475 -0.948458889 1495765476 4.349861693
1701
ENSORL bagalia 4 [Source.ZFIN;Acc.ZDB-GENE-041114- 2607774517 0979639009 2684031245 4312651772
(CaM kinase-like vesicle-associated, like
ENSORLG0000000B530 |camivl e e el 1473242874 12.44358852 1081253306 3370561539
ENSORLGO0000011245 [epsBiia 0s8 like 1a [Source:ZFINAcc ZDB- GENE-050306-141 6456052447 1778003405 0760607653 5439110280
transient receptor potential cation channel, subfamily C. " N
ENSORLG00000010171 trpcl member 1 [Source ZFIN:Acc:ZDB-GENE-070830-11 0.674776901 2.514490055 2618870691 4.459068294
ENSORLG00000012843 |- - 772909858 -0.415459713 070228993 259083495
ENSORLG00000007936 |- - 027127517 0.832346138 588748647 784014826
ENSORLG00000001255 |- - 445709951 0.166238688 518630919 798587106
ENSORLG00000009203 |- - 353041987 -0.838018027 492913394 684458741
ENSORLG00000007908 |- - 419773955 -0.70466593 485585757 610510436
ENSORLGO0000007751 |acach acelyl-Com sarboxyase beta [Source ZFNiACGZD5- 2151306933 0506848065 1603228164 315817227
ENSORLGO0000013163 |- - 3166866744 0163243052 460915830 TA65025971
Kelch domain containing 2 [Source ZFINACC ZDB- y
ENSORLG00000012824 [klhdc2 GENE-070410-691 1.811449406 0.144402359 1.131236337 3.087573102
ENSORLGO0000006969 |adcy6b gggg‘?};‘ydase 6b [Source:ZFIN;Acc:ZDB-GENE- 3029013452 1267004359 2191983924 3.954477806
ENSORLG00000014319 |Kihi22 e Tarmly member 22 [Source ZFNAce.2DB- 2458892587 0502203624 1795380524 3662464538
ENSORLG00000009064 |- - 2505591621 1.185204572 2.202695787 3.523569903
ENSORLGO0000016845 |wdir26b 1D yepeat domain 26 [Source ZFIN;Ace:2D5- GENE- 1894004789 0.08623983 1571106158 3379355014
bromodomain and PHD finger contaning, 3a y
ENSORL brpf3a o o, Sopa g, 185600726 0112750879 1289512157 3258853084
ENSORLG00000004490 |vgildb vestiial T fantly member 4b [SourceiZN:AcGZDB- 2871547411 0226487882 -0.057031009 3041489263
ENSORLGO0000015B17 [rinia reticulon 1 (Source:NCBI gene ACG 101555671 7768196371 0619749901 1997917555 4146848926
ENSORLG00000016230 |cipca 0K ieracting pacemaker a [Source 2PN Acc ZDB- 2072938155 0192021755 1856273227 4121718001
ENSORLGOD00001800B [tubel tubuilin eosilon 1 [SourceNCBI aeneAce 1053572411 0207772637 0742920146 2700029469 32365622
ENSORLGOD000000342 [fir fleer [Source ZFIN:Acc:ZDB-GENE-070117-20661 1116766200 0551672773 1533800365 3202733275
ENSORLGO0000011665 |acot ooyl Con Iioesterass 8 [Source:ZANAoc.ZDB-GENE- 2947600981 0050010127 0172796252 3061962023




Table S2. The details of relative RNA expressions quantified by mean TPMs

RNA-seq MeanTPM

gene WTO WTO averageWTO HmO HmO averageHmO HmT HmT averageHmT WTT WTT averageWTT

dynli2 1654.542847 1654.522705 1654.532776 249156982 2491.61157 2491.5907 216.537933 216.612503 216.575218 21.138573 21.138496 21.1385345
nanos3 74.249474 74248573 74.2490235 75266609 75267868  75.2672385 3006331  3.007367  3.006849 8113937 8113908  8.1139225
igf2bp3 106.600914 106.599617 106.6002655 96.797195  96.798828 96.7980115 6.987148 6.989555  6.9883515 10.473875 10.473838 10.4738565
sycpl 0.987137 0.987125 0.987131 19553797 19554125  19.553961 341741211  341.858887  341.800049 0087868  0.087868  0.087868
sycp3 3.209434 3.209395 3.2094145 13.548008 13.548236 13.548122 1195.81384 1196.22559 1196.01971 36.060265 36.060135 36.0602
sycp3l 0.836214 0.836204 0.836209 6428904  6.429011  6.4289575 692.36145 692599915 692.4806825 75.624466  75.624199  75.6243325
dnaafl 0.591493 0.591485 0.591489 0.908715 0.908731 0.908723 214.024719 214.098434 214.061577 5.136553 5.136535 5.136544
fikbp7 0.85495 0.854939 0.8549445 7.868912 7.869044  7.868978 100.362503  100.397072 100.3797875 11.918123  11.91808  11.9181015
smclb 1.148499 1.148485 1.148492 4.136409 4136478  4.1364435 400.527679 400.665619 400.596649 73.833267 73.833 73.8331335
nanos2 0.0001 0.0001 0.0001 0.0001 0.0001 0.0001 16289652  16.295261  16.2924565 13118932 13.118885 13.1189085
\ MeanTPM WTO HMO HmT WTT
dynli2 1654.532776 | 2491.590698 | 216.575218 | 21.1385345
nanos3 742490235 | 75.2672385 | 3.006849 | 81139225
igf2bp3 106.6002655 | 96.7980115 | 6.9883515 | 10.4738565
sycpl 0.987131 19553961 | 341.800049 | 0.087868
sycp3 3.2094145 | 13.548122 |1196.019715| 36.0602
sycp3l 0.836209 6.4289575 | 692.4806825 | 75.6243325
dnaafl 0.591489 0.908723 | 214.0615765| 5.136544
fibp7 0.8549445 7.868978 | 100.3797875 | 11.9181015
smclb 1.148492 4.1364435| 400.596649| 73.8331335
nanos2 0.0001 0.0001 16.2924565 | 13.1189085
| log2MeanTPM WTO HMO HmT WTT
dynll2 10.69220816 | 11.28285138 | 7.758724359 | 4.401803455
nanos3 6.214300147 | 6.233950136 | 1.588252419 | 3.020399523
igf2bp3 6.736067221 | 6.596905506 | 2.804952175 | 3.388720839
sycpl -0.018686541 | 4.289388975 | 8.417008794 | -3.508518333
sycp3 1.682310128 | 3.760020978 | 10.22402545 | 5.172335493
sycp3l -0.258064524 | 2.684584814 | 9.435630016 | 6.240778598
dnaafl -0.75757676 | -0.1380875 | 7.741882049 | 2.360798003
fikbp7 -0.226097327 | 2976176275 | 6.649324987 | 3.575082534
smclb 0.199740807 | 2.048390876 | 8.646006543 | 6.206196483
nanos2 -13.28771238 | -13.28771238 | 4.026132238 | 3.713575787




Table S3. Rawdata of real-time qPCR quantification

fshr-qfwl qrv2

Descriptives Multiple Comparisons
tissue o Dependent Variable: Relative expression
S
Confidence Mean 95%
Std. Interval Difference Confidence
Mean Deviation |[Std. Error| for Mean Minimum Max imum (D tissue |(Ntissue |(I-]) Std. Error Sig. Interval
Bound Bound Bound Bound
WTO 3 0.8993 0.09425 0.05442 0.6652 1.1334 0.81 1.00 LSD WTO WTT 212.15481 1.43012 0.000] -15.4527 -8.8570
WIT 3 13.0541 0.55760 0.32193 11.6690 14.4393 12.50 13.61 HmO -1.30306 1.43012 0.389 -4.6009 1.9948
HmO 3 2.2024 0.33668 0.19438 1.3660 3.0387 1.83 2.48 HmT 216.91203" 1.43012 0.000] -20.2099| -13.6142
HmT 3 17.8113 3.44067 1.98647 9.2642 26.3585 14.49 21.36 WIT WTO 12.15481" 1.43012 0.000 8.8570 15.4527
Total 12 8.4918 7.62268 2.20048 3.6486 13.3350 0.81 21.36 HmO 10.85175" 1.43012 0.000 7.5539 14.1496
HmT -4.75722" 1.43012 0.010 -8.0551 -1.4594
HmO WTO 1.30306 1.43012 0.389 -1.9948 4.6009
WTT -10.85175" 1.43012 0.000] -14.1496 -7.5539
HmT -15.60897 1.43012 0.000] -18.9068[ -12.3111
HmT WTO 16.91203" 1.43012 0.000 13.6142 20.2099
WTT 4.75722" 1.43012 0.010 1.4594 8.0551
HmO 15.60897" 1.43012 0.000 12.3111 18.9068
*. The mean difference is significant at the 0.05 level.
mIR202 -Fwl RV2
Descriptives Multiple Comparisons
tissue Dependent Variable: Relative expression
95%
Confidence Mean 95%
Std. Interval Difference Confidence
Mean Deviation |[Std. Error| for Mean Minimum Max imum (I)tissue [(J)tissue (1-1) Std. Error|Sig. Interval
Bound Bound Bound Bound
WTO 3 0.0150 0.00095 0.00055 0.0126 0.0173 0.01 0.02 LSD WTO WTT -.93197 0.05484 0.000 -1.0584 -0.8055
WTT 3 0.9469 0.06631 0.03828 0.7822 1.1117 0.87 1.00 HmO 0.00120 0.05484 0.983 -0.1253 0.1277
HmO 3 0.0138 0.00031 0.00018 0.0130 0.0145 0.01 0.01 HmT -1.22520 0.05484 0.000 -1.3517 -1.0987
HmT 3 1.2402 0.11681 0.06744 0.9500 1.5303 1.11 1.32 WTT WTO 193197 0.05484 0.000 0.8055 1.0584
Total 12 0.5540 0.57674 0.16649 0.1875 0.9204 0.01 1.32 HmO 193317 0.05484 0.000 0.8067 1.0596
HmT -.29323 0.05484 0.001 -0.4197 -0.1668
HmO WTO -0.00120 0.05484 0.983 -0.1277 0.1253
WTT -.93317 0.05484 0.000 -1.0596 -0.8067
HmT _1.22640 0.05484 0.000 -1.3529 -1.0999
HmT WTO 1.22520 0.05484 0.000 1.0987 1.3517
WTT 120323 0.05484 0.001 0.1668 0.4197
HmO 1.22640 0.05484 0.000 1.0999 1.3529
*_ The mean difference is significant at the 0.05 level.
mIR202-Fwl RV3
Descriptives Multiple Comparisons
tissue | | Dependent Variable: Relative expression




95%
Confidence
Std. Interval
Mean Deviation |Std. Error| for Mean Minimum Max imum
Bound Bound
WTO 3 0.9928 0.01877 0.01084 0.9462 1.0395 0.97 1.01
WTT 3 91.8090 8.89793 5.13722 69.7053 113.9126 83.96 101.48
HmO 3 1.2960 0.09214 0.05320 1.0671 1.5249 1.23 1.40
HmT 3] 128.9333 16.18183 9.34258 88.7354] 169.1312 112.21 144 .51
Total 12 55.7578  59.19227| 17.08734 18.14838 93.3668 0.97 144 .51
sycpl-qgfwl qrv2
Descriptives
tissue
95%
Confidence
Std. Interval
Mean Deviation |Std. Error| for Mean Minimum Max imum
Bound Bound
WTO 3 1.0584 0.21097 0.12180 0.5343 1.5824 0.83 1.29
WIT 3 102.5576 15.21259 8.78299 64.7674|  140.3477 89.88 119.43
HmO 3 1.1831 0.08517 0.04917 0.9715 1.3947 1.09 1.25
HmT 3 146.4302 27.73978 16.01557 77.5207| 215.3396 119.43 174.85
Total 12 62.8073]  67.79111 19.56961 19.7349 105.8797 0.83 174.85
sycp3-qfwl grv2
Descriptives
tissue
5%
Confidence
Std. Interval
Mean Deviation |Std. Error| for Mean Minimum Max imum
Bound Bound
WTO 3 0.9828 0.05599 0.03233 0.8437 1.1219 0.92 1.03
WIT 3| 183.9994] 15.61559 9.01567]  145.2081 222.7907 166.57 196.72

Mean 95%
Difference Confidence
(I)tissue |(J)tissue [(I-]) Std. Error Sig Interval
Bound Bound
LSD WTO WTT 290.81612 7.53916 0.000] -108.2015 -73.4308
HmO -0.30315 7.53916 0.969] -17.6835 17.0822
HmT 2127.94051° 7.53916 0.000] -145.3258| -110.5552
WTT WTO 90.81612 7.53916 0.000 73.4308 108.2015
HmO 90.51297 7.53916 0.000 73.1276 107.8983
HmT 237.12438’ 7.53916 0.001 -54.5097]  -19.7390
HmO WTO 0.30315 7.53916 0.969] -17.0822 17.6885
WTT 290.51297 7.53916 0.000] -107.8983 -73.1276
HmT _127.63736 7.53916 0.000] -145.0227| -110.2520
HmT WTO 127.94051" 7.53916 0.000 110.5552 145.3258
WIT 37.12438" 7.53916 0.001 19.7390 54.5097
HmO 127.63736" 7.53916 0.000] 110.2520 145.0227
*, The mean difference is significant at the 0.05 level.
Multiple Comparisons
Dependent Variable:
Mean 95%
Difference Confidence
(I)tissue |(J)tissue [(I-]) Std. Error Sig Interval
Bound Bound
LSD WTO WTT -101.49922° 12.91620 0.000] -131.2840| -71.7144
HmO -0.12473 12.91620 0.993 -29.9096 29.6601
HmT _145.37182° 12.91620 0.000] -175.1566f -115.5870
WIT WTO 101.49922" 12.91620 0.000 71.7144 131.2840
HmO 101.37448" 12.91620 0.000 71.5897 131.1593
HmT _43.87260" 12.91620 0.009] -73.6574 -14.0878
HmO WTO 0.12473 12.91620 0.993 -29.6601 29.9096
WTT -101.37448" 12.91620 0.000] -131.1593 -71.5897
HmT _145.24708" 12.91620 0.000] -175.0319 -115.4623
HmT WTO 145.37182" 12.91620 0.000 115.5870 175.1566
WTT 43.87260" 12.91620 0.009 14.0878 73.6574
HmO 145.24708" 12.91620 0.000 115.4623 175.0319
*, The mean difference is significant at the 0.05 level.
Multiple Comparisons
Dependent Variable:
Mean 95%
Difference Confidence
(I tissue [(J)tissue [(I-T) Std. Error Sig. Interval
Bound Bound
LSD WTO WTT -183.01665 15.65159 0.000] -219.1093| -146.9240
HmO 0.02461 15.65159 0.999] -36.0680 36.1172




HmO 3 0.9582 0.17357 0.10021 0.5270 1.3893 0.84 1.16
HmT 3] 251.7009( 35.01362| 20.21512 164.7223] 338.6796 229.13 292.04
Total 12 109.4103] 117.13447] 33.81381 34.9866 183.8340 0.84 292.04
dynll2 -qgfw3 qrv4
Descriptives
tissue
5%
Confidence
Std. Interval
Mean Deviation |Std. Error| for Mean Minimum Max imum
Bound Bound
WTO 3 1.0237 0.02972 0.01716 0.9498 1.0975 1.00 1.06
WTT 3 0.1027 0.00321 0.00185 0.0948 0.1107 0.10 0.11
HmO 3 0.7307 0.02557 0.01476 0.6671 0.7942 0.71 0.76
HmT 3 0.3223 0.02637 0.01522 0.2568 0.3878 0.30 0.35
Total 12 0.5448 0.37304 0.10769 0.3078 0.7819 0.10 1.06
nanos2-fw3 rv4
Descriptives
tissue
95%
Confidence
Std. Interval
Mean Deviation |Std. Error| for Mean Minimum Max imum
Bound Bound

WTT 3 1.0406 0.03965 0.02289 0.9421 1.1391 1.00 1.08
WTO 3 0.0609 0.01440 0.00831 0.0251 0.0966 0.05 0.07
HmT 3 5.2188 0.14736 0.08508 4.8527 5.5848 5.13 5.39
HmO 2 0.0153 0.00516 0.00365 -0.0310 0.0617 0.01 0.02
Total 11 1.7265 2.28530 0.68904 0.1912 3.2618 0.01 5.39

HmT 2250.71816 15.65159 0.000] -286.8108[ -214.6255
WTT WTO 183.01665 15.65159 0.000 146.9240]  219.1093
HmO 183.04125 15.65159 0.000 146.9486 219.1339
HmT -67.70151 15.65159 0.003] -103.7941 -31.6089
HmO WTO -0.02461 15.65159 0.999] -36.1172 36.0680
WTT _183.04125 15.65159 0.000] -219.1339] -146.9486
HmT -250.74277 15.65159 0.000] -286.8354] -214.6501
HmT WTO 250.71816° 15.65159 0.000] 214.6255| 286.8108
WTT 67.70151° 15.65159 0.003 31.6089 103.7941
HmO 250.74277 15.65159 0.000] 214.6501 286.8354
*, The mean difference is significant at the 0.05 level.
Multiple Comparisons
Dependent Variable:
Mean 95%
Difference Confidence
(Iytissue [(I)tissue [(I-T) Std. Error Sig. Interval
Bound Bound
LSD WTO WIT 192091" 0.01933 0.000 0.8763 0.9655
HmO 129301" 0.01933 0.000 0.2484 0.3376
HmT .70135" 0.01933 0.000 0.6568 0.7459
WIT WTO -.92091" 0.01933 0.000 -0.9655 -0.8763
HmO -.62791° 0.01933 0.000 -0.6725 -0.5833
HmT -.21956° 0.01933 0.000 -0.2641 -0.1750
HmO WTO -.29301" 0.01933 0.000 -0.3376 -0.2484
WIT 62791° 0.01933 0.000 0.5833 0.6725
HmT .40834" 0.01933 0.000 0.3638 0.4529
HmT WTO -.70135" 0.01933 0.000 -0.7459 -0.6568
WIT 21956 0.01933 0.000 0.1750 0.2641
HmO - .40834" 0.01933 0.000 -0.4529 -0.3638
*. The mean difference is significant at the 0.05 level.
Multiple Comparisons
Dependent Variable:
Mean 95%
Difference Confidence
(I)tissue [(J)tissue [(I-]) Std. Error Sig Interval
Bound Bound
LSD WIT WTO 97971" 0.06691 0.000 0.8215 1.1379
HmT -4.17822" 0.06691 0.000 -4.3364 -4.0200
HmO 1.02524" 0.07481 0.000 0.8483 1.2021
WTO WIT -.97971" 0.06691 0.000 -1.1379 -0.8215
HmT 25.15793" 0.06691 0.000 -5.3162 -4.9997
HmO 0.04552581 0.07481 0.562 -0.1314 0.2224
HmT WIT 4.17822° 0.06691 0.000 4.0200 4.3364
WTO 5.15793" 0.06691 0.000 4.9997 5.3162




nanos3-Fw Rv

Descriptives
tissue
95%
Confidence
Std. Interval
Mean Deviation |Std. Error| for Mean Minimum Max imum
Bound Bound

WIT 3 0.8084 0.16853 0.09730 0.3898 1.2271 0.68 1.00
WTO 3 8.7765 0.77311 0.44635 6.8560 10.6970 8.17 9.65
HmT 3 2.8339 1.15698 0.66798 -0.0402 5.7080 2.16 4.17
HmO 3 13.3003 0.14105 0.08144 12.9499 13.6507 13.18 13.45
Total 12 6.4298 5.18470 1.49669 3.1356 9.7240 0.68 13.45

HmO 5.20346’ 0.07481 0.000 5.0266 5.3804
HmO WTT 21.02524" 0.07481 0.000 -1.2021 -0.8483
WTO -0.0455258 0.07481 0.562 -0.2224 0.1314
HmT -5.20346’ 0.07481 0.000 -5.3804 -5.0266
*, The mean difference is significant at the 0.05 level.
Multiple Comparisons
Dependent Variable:
Mean 95%
Difference Confidence
(D tissue |(Dtissue |(I-]) Std. Error Sig Interval
Bound Bound
LSD WIT WTO -7.96808" 0.57512 0.000 -9.2943 -6.6418
HmT 22.02550" 0.57512 0.008 -3.3517 -0.6993
HmO 212.49188" 0.57512 0.000] -13.8181 -11.1656
WTO WIT 7.96808" 0.57512 0.000 6.6418 9.2943
HmT 5.94258" 0.57512 0.000 4.6163 7.2688
HmO -4.52380" 0.57512 0.000 -5.8500 -3.1976
HmT WIT 2.02550" 0.57512 0.008 0.6993 3.3517
WTO -5.94258" 0.57512 0.000 -7.2688 -4.6163
HmO -10.46637 0.57512 0.000] -11.7926 -9.1401
HmO WIT 12.49188" 0.57512 0.000 11.1656 13.8181
WTO 4.52380" 0.57512 0.000 3.1976 5.8500
HmT 10.46637 0.57512 0.000 9.1401 11.7926

*, The mean difference is significant at the 0.05 level.




Table S4. Primer sets for RT PCR and real-time PCR analysis

gPCR Primer name primer (5’-3’) bases Size(bp)
fshr gfwl CCGAGAAGCAGATCAAAGTG 20 244
fshr qrv2 TGGAGCGACTGCCTAGCAATAC 22
miR202 Fw1l CAGACAGGTGAGTCCTCTTC 20 284
miR202 RV/2 CATGTCAAAGAAGTATATGC 20
miR202 Fw1l CAGACAGGTGAGTCCTCTTC 20 491
miR202 RV3 GCCTGAAGATTTAACTGATTC 21

sycp3 gfwl CCATGGCCAGAGGAAGAAGACAAC 24 226
sycp3 qrv2 CATCTCCTCCATGTTCTTCACA 22

sycpl gfwl CATTCCAGGGTCACCTGAG 19 303
sycpl qrv2 CAAACTGCAGTTCTTGAAT 18

aynll? qfw3 GCATATGTCAAGAAGGAAT 19 257
adynll2 qrv4 GTGCAACACTACCATCATGA 20

ola sycp3-hdac8twl ccagtggagaaggtggacag 20 As variants
ola sycp3exonVI Rv2 gtagtttcttctgcagegtggec 23
nanos2 fw3 ATGGCCTCGGTGCAAACAACTG 22 215
nanos2 rv4 CTGCTGACGGAGCTCGTCTCTG 22
nanos3 Fw ATGTCAGACGTGGAGTCTG 19 190
nanos3 Rv GCATGTCTCTGTTCAAGTC 19

actin R CCTCCAATCCAGACAGAGTATT 22 733
actin F TTCAACAGCCCTGCCATGTAC 21

Actin QF GTGCTGTCTTTCCCTCCATC 20 168
Actin QR TCTCCATGTCATCCCAGTTG 20




Table S5. Functional annotation and clustering of enriched KEGG pathways responsive to Gsdf signaling

0la03440 Homologous recombination 2/9  40/6707 0.001216018 0.017024 0.01408 sycp3/sycp3l 2 37.26111111
0la03320 PPAR signaling pathway 2/9  83/6707 0.005148573  0.03604 0.029808 fabp7a/fads2 2 17.95716198
0la00592 alpha-Linolenic acid metabolis 1/9  26/6707 0.034372981 0.160407 0.132668 fads2 1 28.66239316
0la01040 Biosynthesis of unsaturated fat 1/9  43/6707 0.056275817 0.196965 0.162904 fads2 1 17.33074935
0la00240 Pyrimidine metabolism 1/9  67/6707 0.086445596 0.202413 0.167409 nme3 1 11.12271973
0la00983 Drug metabolism - other enzy 1/9  69/6707 0.088920606 0.202413 0.167409 nme3 1 10.80032206
0la01212 Fatty acid metabolism 1/9  79/6707 0.10120648 0.202413 0.167409 fads2 1 9.433192686
0la04260 Cardiac muscle contraction 1/9 132/6707 0.163896159 0.262716 0.217284 atpla3b 1 5.645622896
0la00230 Purine metabolism 1/9 166/6707 0.202035859 0.262716 0.217284 nme3 1 4.489290495
0la01240 Biosynthesis of cofactors 1/9 167/6707 0.203133807 0.262716 0.217284 nme3 1 4.462408516
0la04217 Necroptosis 1/9 170/6707 0.206419598 0.262716 0.217284 chmp6a 1 4.383660131
0la04261 Adrenergic signaling in cardior 1/9 227/6707 0.266603952 0.311038 0.257249 atpla3b 1 3.282917279
0la04144 Endocytosis 1/9 340/6707 0.374057698 0.382856 0.316648 chmp6a 1 2.191830065
0la04020 Calcium signaling pathway 1/9 350/6707 0.382855745 0.382856 0.316648 p2rx1 1 2.129206349
remark: Rich factor=GeneRatio/BgRatio
U0

0la00561 Glycerolipid metabolism 2/13  71/6707 0.007992756  0.14387 0.134615 plpp4/dgat2 2 14.53304442
0la04512 ECM-receptor interaction 2/13 107/6707 0.017537304 0.157836 0.147683 frem1b/lamb3 2 9.643421999
0la00515 Mannose type O-glycan biosyi 1/13  28/6707 0.052979059 0.181999 0.170292 fut4 1 18.42582418
0la00790 Folate biosynthesis 1/13  29/6707 0.05482234 0.181999 0.170292 tphla 1 17.79045093
0la00601 Glycosphingolipid biosynthesis 1/13  35/6707 0.065812657 0.181999 0.170292 fut4 1 14.74065934
0la04514 Cell adhesion molecules 2/13 224/6707 0.068000063 0.181999 0.170292 cldnl5a/claudin-3 2 4.606456044
0la04530 Tight junction 2/13 256/6707 0.085832789 0.181999 0.170292 cldnl5a/claudin-3 2 4.030649038
0la02010 ABC transporters 1/13  48/6707 0.089221523 0.181999 0.170292 abccl? 1 10.74839744
0la00380 Tryptophan metabolism 1/13  49/6707 0.090999586 0.181999 0.170292 tphla 1 10.52904239
0la00480 Glutathione metabolism 1/13  74/6707 0.134423285 0.241962 0.226397 anpepb 1 6.971933472
0la00564 Glycerophospholipid metaboli 1/13 111/6707 0.195186363 0.319396 0.29885 plpp4 1 4.647955648
0la04145 Phagosome 1/13 167/6707 0.279699671 0.364423 0.34098 ctsl.1 1 3.089359742
0la04142 Lysosome 1/13 170/6707 0.283987162 0.364423  0.34098 ctsl.1 1 3.034841629
0la04140 Autophagy - animal 1/13 184/6707 0.30368574 0.364423  0.34098 ctsl.1 1 2.803929766
0la04210 Apoptosis 1/13 184/6707 0.30368574 0.364423  0.34098 ctsl.1 1 2.803929766
0la04510 Focal adhesion 1/13 269/6707 0.412938829 0.464556 0.434672 lamb3 1 1.917929654
ola04144 Endocytosis 1/13 340/6707 0.491822991 0.502111 0.469812 dab2 1 1.517420814
0la04020 Calcium signaling pathway 1/13 350/6707 0.502111228 0.502111 0.469812 ntrk3b 1 1.474065934

remark: Rich factor=GeneRatio/BgRatio










Table S6. The proportion of Spg2a and Spg2b among the entire EdU positive
spermatogonia of normal and gsdf -deficient XY testes

EdU+ normal testes (gsdf " XY) Gsdf-deficient testes (gsdf "~ XY)
Germcells [No. 1 No. 2 No. 3 No. 4 No. 5 No. 6

SpgB 32 37 10 35 55 36
SpgB2a 3 Z 1 7 7 9
SpgB2b 29 33 9 28 48 27
SpgB2a /SpgB 0.094]  0.108 0.1 0.2 0.127 0.25
Average rate 10.06% 19.24%

SD 0.00343 0.00379




Table S7 Specific antibodies for immunostaining and Western blot

analysis
. Dilution of
. Anima . .
Antibody | Company Antigen working Note
solution
) BBI Life ) .
a—PIWIL1 rabbit . fusion protein of human PIWIL1 1:1000 D221136
Sciences

Hamster COR1/SCP3 protein
(expressed as 6x His fusion in
a-Sycp3 mouse Abcam ) . 1:1000 Ab97672
bacteria and purified on a Talon

under denaturing conditions)

B—actin MBL ]
. mouse B—actin 1:10000 PMO053-7
(HRP-direct) Co.Ltd
o—rabbit IgG .
goat Abcam (H+L Chains)(HRP) 1:1000 ab205718
(HRP)
—mouse 1gG
¢ g goat  Abcam (H+L Chains)(HRP) 1:1000 ab205719

(HRP)




Table S8. Proportional distribution of normal and gsdf- gonadal germ cells in prophase of meiosis

tage leptotene zygotene pachytene M | phase
tiss number [ Average STD number | Average STD number Average STD number | Average STD
WTT 32 334 4.1 18 18.0 2.0 25 24.0 2.6 24 20.7 3.1
WTT 38 20 26 20
WTT 30 16 21 18
HmT 36 334 2.5 40 35.3 4.2 11 10.7 3.5 5 5.3 2.5
HmT 33 32 14 8
HmT 31 34 7 3
WTO 22 19.0 3.0 40 40.7 3.1 27 23.7 3.1 5 5.3 1.5
WTO 16 44 23 7
WTO 19 38 21 4
HMO 58 55.0 3.0 84 80.0 4.0 29 26.7 2.1 9 7.3 1.5
HMO 52 80 25 7
HMO 55 76 26 6
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WTXX ovary EdU- A3

Figure S1. EdU incorporation features of proliferative XX and XY germ
cells. Green fluorescence was detected in germ cells with EdU+ (A2, ovary;
B2, testis) but was absent in EQU-(AL, ovary; B1, testis). A3 and B3 are
magnified image of A2 and B2, respectively. ccOg, condensed chromatin
oogonia; PO, perinucleolar oocytes; Spg, spermatogonia, Spc, spermatocyte.
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Figure S2. Morphological changes in the nucleolus of germ cells in
normal ovary and testis. (a) EdU signals in cystic oogonia with larger
nucleoli in normal XX ovary at low magnification (a,); magnified images (a,
and az). (b) EdU signals in heterologous spermatogonia (b,—b,’). (c) An
oocyte-like (Ol) diplotene rarely present in normal XY testes.
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Figure S3. Proportion of SpgB2a in total SpgB in normal and gsdf-
deficient testes. (A) EdU-positive spermatogonia in normal XY testes
(upper panel) and gsdf- XY testes (lower panel). (B) The bar graph
shows the percentage ratio of SpgB2a to SpgB in intact and defective
gsdf testes.
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