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Additional Figures
Figure S1 Identification of 2,3-butanediol enantiomers by GC-FID. A: The optically pure standards of (2S,3S)-2,3-butanediol, (2R,3R)-2,3-butanediol and meso-2,3-butanediol had retention times of 22.957, 23.098 and 23.973 min; B: Fermentation products of CGK1 in CGXIIP medium; C: Fed-batch fermentation products of CGK4 in LBRC medium at 132 h.
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Additional Tables
Table S1 Primers used in this study
	[bookmark: _Hlk96796594]Primers
	Sequence(5’-3’)

	trc-F
	GTATCCCTGCAGGCGACTGCACGGTGCACCAATGCTTC

	trc-R
	ATGGTTGTCCTCCTTTGAGCTCGAATTCCATGGTCTGTTTC

	bdhA1-F
	GAATTCGAGCTCAAAGGAGGACAACCATGAAGGCAGCAAGATGGCATAAC

	bdhA1-R
	GCATTGAGTCGACTTAGTTAGGTCTAACAAGGATTTTGAC

	Sod1-F
	GTACTCCTGCAGGTAGCTGCCAATTATTCCGGGCTTGTG

	Sod1-R
	CCTTTCTCGGGTTCGAATTTTTTTCTCGTGGGTAAAAAATCCTTTCGTAG

	bdhA2-F
	TTCGAACCCGAGAAAGGAGGTATTATGAAGGCAGCAAGATGGCATAACCAAAAGG

	bdhA2-R
	GCATTGAGTCGACTTAGTTAGGTCTAACAAGGATTTTG

	sod2-F
	GTACTCCTGCAGGTAGCTGCCAATTATTCCGGGCTTGTGA

	sod2-R
	CCTTTCTCGGGTTCGAATTTTTTTCTCGTGGGTAAAAAATCCTTTCGTAG

	bdhA3-F
	TTCGAACCCGAGAAAGGAGGTATTATGAAGGCAGCAAGATGGCATAACCAAAAGG

	bdhA3-R
	CTTTCTCGGGTTCGAATTTTTTTCTCGTTTAGTTAGGTCTAACAAGGATTTTGACTTGG

	udhA1-F
	CGAGAAAAAAATTCGAACCCGAGAAAGGAGGTATTATGCCACATTCCTACGATTACGAT

	udhA1-R
	GCATTGAGTCGACTTAAAACAGGCGGTTTAAACCGTTTAACG

	atpGU-F
	GATCCTCTAGAAATTGCGTGACCGAATTCGTT

	atpGU-R
	TTCATCGCGTTTCGACGTAGAGCGGACTCTGCAGCTG

	atpGD-F
	GCTGCAGAGTCCGCTCTACGTCGAAACGCGATGAAGTCTG

	atpGD-R
	CTATCAGCATGCTTCGAGGAAGAGGTCGGTGCCCTCAC

	AU1-F
	GTCAATTCAGGGTGGTGAATTAGCTGCCAATTATTCCGGGCTTGTGA

	AU1-R
	CAGGTAGACTCTAGATTAAAACAGGCGGTTTAAACCGTTTAAC

	pEC-F
	TTTAAACCGCCTGTTTTAATCTAGAGTCGACCTGCAGGCATGC

	pEC-R
	GCCCGGAATAATTGGCAGCTAATTCACCACCCTGAATTGAC
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