
The most active reaction chains (MAFLD vs OB-MAFLD) Z-score Predicted genes
FA(20:4)->FA(20:5) 2.802 FADS1

FA(16:1)->FA(18:1)->FA(18:2)->FA(18:3)->FA(20:3)-
>FA(20:4)->FA(20:5)->FA(22:5) 2.408

ELOVL5, ELOVL6, FADS2, FADS2, ELOVL5, ELOVL7, FADS1, 
FADS1, ELOVL5, ELOVL2

FA(20:2)->FA(20:3)->FA(20:4)->FA(20:5)->FA(22:5) 2.272 FADS1, FADS1, FADS1, ELOVL5, ELOVL2
FA(18:3)->FA(20:3) 2.207 ELOVL5, ELOVL7
FA(18:2)->FA(18:3)->FA(20:3)->FA(20:4)->FA(20:5)-
>FA(22:5) 1.693 FADS2, ELOVL5, ELOVL7, FADS1, FADS1, ELOVL5, ELOVL2

The most suppresed reaction chains (MAFLD vs OB-
MAFLD) Z-score Predicted genes
FA(20:4)->FA(22:4) 6.468 ELOVL5, ELOVL2
FA(18:1)->FA(20:1) 4.127 ELOVL3
FA(20:5)->FA(22:5) 3.262 ELOVL5, ELOVL2
FA(18:0)->FA(18:1)->FA(18:2)->FA(20:2) 2.324 SCD1, FADS2, ELOVL5
FA(16:0)->FA(16:1)->FA(18:1)->FA(18:2) 1.905 SCD3, ELOVL5, ELOVL6, FADS2
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The most active and suppressed reactions among lipid classes and FA species between MAFLD and OB-MAFLD.

The most active and suppressed reaction chains and predicted genes in the FA species between MAFLD and OB-MAFLD.
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