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	Amplification Primer
	Sequence (5’-3’)
	Position (nt)
	Length (bp)

	5’RACE R1
	TCGATTTTTCCGTGCACAGATT
	1-462
	462 by racing

	5’RACE R2
	TGCCTTCAAATACTGAGCGACG
	1-353
	353 by racing

	476F
	CCCCGGAGGAAGAACAGATC
	222-698
	477

	476R
	CCTCCGTATGCCGTCGATCC
	
	

	683F
	GAAACTTCCTATGCTATCCT
	573-1698
	1126

	683R
	[bookmark: _Hlk93152516]GGAGACATACCCCTCGTAGC
	
	

	525F
	CTCTCTTTGCCTGCCGGAAT
	1521-2556
	1035

	1541R
	GATATGTAGCCGCCCCTCGA
	
	

	1452F
	TGTTACCAAGGAGCAGGCAT
	2447-3333
	886

	2318R
	ACCACGATTGAGAATTACAT
	
	

	3’RACE F1
	GTGGCGGTATGTCTTTGAGGG
	2582-3348
	866 by racing

	3’RACE F2
	AGATTGATGCCTGGCTGGGA
	3109-3448
	339 by racing


 
