Supplementary Figure 1. Distribution of up- and down-regulated molecules that map to IPA’s canonical pathways 
The number of downregulated and upregulated phosphoproteins observed from the dataset were mapped to IPA’s annotated canonical pathways. The top 10 canonical pathways are shown. The total number of molecules annotated to the pathway from IPA’s Knowledge Base are listed at the end of the stacked bar graph. The green and red bar represents down- or upregulated molecules in Ovx relative to Sham muscle observed in our phosphoproteomics dataset.
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Supplementary Figure 2. E2 targets and interactions with upstream regulators.
Based on the phosphorylation alterations in the dataset, IPA’s prediction algorithm was used to predict the activation state of E2 as an upstream regulator. The number in the upper right box next to the molecule denotes the number of phosphopeptides observed in the dataset for the molecule. (A) E2 targets measured in our dataset that supports the predicted inhibition of E2 are shown. (B) E2 relationship with other predicted upstream regulators that describe the alterations seen in the dataset are plotted. See Figure 5 for explanation of color scheme, edges, and nodes. 
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