[bookmark: _GoBack][image: C:\Users\Administrator\Desktop\2.tif]Fig. S3 Amino acid sequence alignment of LK783, Ju706A and the reference genome sequence (IWGSC_v1.1_LC_gene). Amino acid sequence alignment showed that Ju706A had eight amino acid mutations caused by non-synonymous SNP mutations and frameshift mutation at the 393th amino acid caused by a 7-bp deletion.
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