Table S1 Univariate and multivariate analysis of survival on ME2 expression and clinicopathological indicators
	Variables
	No. of patients examined
	Univariate analysis
	Multivariate analysis

	
	
	χ2
	P
	HR
	95%CI
	P

	Age
	
	0.019
	0.890
	
	
	

	  < 50 years
	60
	
	
	
	
	

	  ≥ 50 years
	40
	
	
	
	
	

	T staging
	
	2.238
	0.135
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	  Tis+T1
	34
	
	
	
	
	

	  T2+T3
	66
	
	
	
	
	

	Lymph node metastasis
	
	10.989
	0.001
	3.878
	1.38-10.87
	0.010

	  No
	58
	
	
	
	
	

	  Yes
	42
	
	
	
	
	

	Pathological staging
	
	12.711
	0.000
	
	
	

	  0+I+IIA
	60
	
	
	
	
	

	  IIB+III
	40
	
	
	
	
	

	Vascular cancer embolus
	
	1.268
	0.260
	
	
	

	  No
	83
	
	
	
	
	

	  Yes
	17
	
	
	
	
	

	ME2 expression
	
	5.527
	0.019
	
	
	

	  High
	37
	
	
	
	
	

	  Low
	63
	
	
	
	
	





Supplementary figure legends

Figure S1: The characterization of 4T1 ME2 knockout and MDA-MB-231 ME2 knockdown. ME2 knockout was using Crispr-Cas9 system and ME2 knockdown was using short hairpin RNA as described in Materials and Methods. (A &B) The DNA sequence identification of targeted genomic region in 4T1 ME2 wild-type and 4T1 ME2 knockout cells. (B) The 4T1 ME2 knockout effect was checked by Western blot. (C) The MDA-MB-231 ME2 knockdown effect was checked by Western blot.

Figure. S1
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