Appendix
[bookmark: _Hlk95502462]The  ICResnik is a corpus-based method, which is based on the number of entities annotated by ontology terms in the corpus.And it's  formula is as shown: ,where p(c) is the probability of annotation in the corpus.The  ICSeco  is a structure-based method and is given by,  , where hypo(c) is the number of direct and indirect children from the current term and maxnodes is the total number of terms in the ontology. The full name of the BMA method is Best Match Average, and its computation is expressed as . Among them, A and B are the annotated entities, C refers to the entity's annotation term set, sim(, ) and sim(, ) refers to the highest similarity value of the two ontology terms, which was commonly known as the most informative common ancestor (MICA).It normalized given by , where A() represents the ancestor set of . Because the IC calculation method corresponds to the above two, there are two BMA methods: BMAResnik and BMASeco.The simGIC method is a Jaccard similarity-based method in which each ontology term is weighted by its IC. Its mathematical expression is: , where A and B are the annotated entities, and C is the set of classes c each entity is annotated with. Similarly,the simGIC technique is also separated into simGICResnik and simGICSeco, which correlate to the two IC calculating methodologies.

