Supplementary 1. The test for interference efficiency of PRMT5.
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Supplementary Table 1．Flag and IgG lanes yielded a total of 34 proteins.
Totally screened proteins at 72KDa position
	Accession
	Description
	Score
	Coverage
	# Proteins
	# Unique Peptides
	# Peptides
	# PSMs
	Area
	# AAs
	MW [kDa]
	calc. pI

	O14744
	Protein arginine N-methyltransferase 5 OS=Homo sapiens OX=9606 GN=PRMT5 PE=1 SV=4 - [ANM5_HUMAN]
	564.77
	54.79
	14
	27
	27
	210
	8.601E8
	637
	72.6
	6.29

	A0A0C4DGB6
	Serum albumin OS=Homo sapiens OX=9606 GN=ALB PE=1 SV=1 - [A0A0C4DGB6_HUMAN]
	252.29
	14.90
	8
	9
	9
	105
	9.906E8
	604
	69.2
	6.37

	P05187
	Alkaline phosphatase, placental type OS=Homo sapiens OX=9606 GN=ALPP PE=1 SV=2 - [PPB1_HUMAN]
	230.83
	50.09
	2
	14
	17
	88
	1.159E8
	535
	57.9
	6.29

	P11142
	Heat shock cognate 71 kDa protein OS=Homo sapiens OX=9606 GN=HSPA8 PE=1 SV=1 - [HSP7C_HUMAN]
	207.99
	39.32
	16
	17
	19
	87
	8.119E7
	646
	70.9
	5.52

	Q9Y2X3
	Nucleolar protein 58 OS=Homo sapiens OX=9606 GN=NOP58 PE=1 SV=1 - [NOP58_HUMAN]
	197.48
	40.26
	2
	17
	17
	70
	3.777E7
	529
	59.5
	8.92

	P35579
	Myosin-9 OS=Homo sapiens OX=9606 GN=MYH9 PE=1 SV=4 - [MYH9_HUMAN]
	172.76
	15.66
	6
	24
	24
	70
	3.948E7
	1960
	226.4
	5.60

	P38646
	Stress-70 protein, mitochondrial OS=Homo sapiens OX=9606 GN=HSPA9 PE=1 SV=2 - [GRP75_HUMAN]
	151.08
	31.08
	5
	16
	16
	59
	2.727E7
	679
	73.6
	6.16

	Q14134
	Tripartite motif-containing protein 29 OS=Homo sapiens OX=9606 GN=TRIM29 PE=1 SV=2 - [TRI29_HUMAN]
	135.72
	34.18
	11
	19
	19
	63
	1.374E8
	588
	65.8
	7.15

	P61978
	Heterogeneous nuclear ribonucleoprotein K OS=Homo sapiens OX=9606 GN=HNRNPK PE=1 SV=1 - [HNRPK_HUMAN]
	122.10
	36.07
	4
	13
	13
	43
	6.556E7
	463
	50.9
	5.54

	J3KTA4
	Probable ATP-dependent RNA helicase DDX5 OS=Homo sapiens OX=9606 GN=DDX5 PE=1 SV=1 - [J3KTA4_HUMAN]
	113.28
	31.27
	9
	12
	18
	58
	9.071E7
	614
	69.0
	8.85

	P0DMV8
	Heat shock 70 kDa protein 1A OS=Homo sapiens OX=9606 GN=HSPA1A PE=1 SV=1 - [HS71A_HUMAN]
	112.65
	21.37
	4
	9
	11
	48
	6.106E7
	641
	70.0
	5.66

	A0A087X0X3
	Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens OX=9606 GN=HNRNPM PE=1 SV=1 - [A0A087X0X3_HUMAN]
	112.50
	33.97
	11
	17
	17
	51
	1.075E8
	730
	77.5
	8.78

	A0A1X7SBZ2
	Probable ATP-dependent RNA helicase DDX17 OS=Homo sapiens OX=9606 GN=DDX17 PE=1 SV=1 - [A0A1X7SBZ2_HUMAN]
	106.92
	22.36
	4
	9
	15
	58
	8.208E7
	729
	80.2
	8.27

	P02545
	Prelamin-A/C OS=Homo sapiens OX=9606 GN=LMNA PE=1 SV=1 - [LMNA_HUMAN]
	97.66
	31.17
	5
	16
	16
	42
	3.202E7
	664
	74.1
	7.02

	O00567
	Nucleolar protein 56 OS=Homo sapiens OX=9606 GN=NOP56 PE=1 SV=4 - [NOP56_HUMAN]
	86.30
	27.10
	4
	12
	12
	32
	3.303E7
	594
	66.0
	9.19

	Q9NZN4
	EH domain-containing protein 2 OS=Homo sapiens OX=9606 GN=EHD2 PE=1 SV=2 - [EHD2_HUMAN]
	79.68
	45.30
	3
	16
	17
	44
	2.494E7
	543
	61.1
	6.46

	O60506
	Heterogeneous nuclear ribonucleoprotein Q OS=Homo sapiens OX=9606 GN=SYNCRIP PE=1 SV=2 - [HNRPQ_HUMAN]
	74.14
	27.45
	3
	8
	11
	41
	4.848E7
	623
	69.6
	8.59

	P14866
	Heterogeneous nuclear ribonucleoprotein L OS=Homo sapiens OX=9606 GN=HNRNPL PE=1 SV=2 - [HNRPL_HUMAN]
	70.02
	30.73
	12
	10
	10
	29
	3.108E7
	589
	64.1
	8.22

	P10809
	60 kDa heat shock protein, mitochondrial OS=Homo sapiens OX=9606 GN=HSPD1 PE=1 SV=2 - [CH60_HUMAN]
	60.56
	22.69
	7
	9
	9
	24
	1.416E7
	573
	61.0
	5.87

	J3QSV6
	Ribosomal L1 domain-containing protein 1 (Fragment) OS=Homo sapiens OX=9606 GN=RSL1D1 PE=1 SV=1 - [J3QSV6_HUMAN]
	59.42
	22.79
	6
	8
	8
	21
	3.263E7
	430
	48.2
	10.02

	B1AHC9
	X-ray repair cross-complementing protein 6 OS=Homo sapiens OX=9606 GN=XRCC6 PE=1 SV=1 - [B1AHC9_HUMAN]
	52.65
	19.86
	2
	7
	7
	25
	2.141E7
	559
	64.2
	9.28

	Q07666
	KH domain-containing, RNA-binding, signal transduction-associated protein 1 OS=Homo sapiens OX=9606 GN=KHDRBS1 PE=1 SV=1 - [KHDR1_HUMAN]
	46.16
	14.45
	5
	5
	5
	19
	3.836E7
	443
	48.2
	8.66

	A0A0D9SFB3
	ATP-dependent RNA helicase DDX3X OS=Homo sapiens OX=9606 GN=DDX3X PE=1 SV=1 - [A0A0D9SFB3_HUMAN]
	42.07
	9.53
	9
	4
	5
	18
	9.416E6
	640
	70.8
	7.36

	O43663
	Protein regulator of cytokinesis 1 OS=Homo sapiens OX=9606 GN=PRC1 PE=1 SV=2 - [PRC1_HUMAN]
	41.88
	7.42
	3
	4
	4
	17
	1.130E7
	620
	71.6
	6.68

	K7EMM8
	Putative oxidoreductase GLYR1 (Fragment) OS=Homo sapiens OX=9606 GN=GLYR1 PE=1 SV=2 - [K7EMM8_HUMAN]
	39.76
	8.40
	3
	3
	3
	14
	1.346E7
	524
	57.3
	9.23

	Q9Y6Y0
	Influenza virus NS1A-binding protein OS=Homo sapiens OX=9606 GN=IVNS1ABP PE=1 SV=3 - [NS1BP_HUMAN]
	38.63
	19.16
	2
	8
	8
	21
	1.730E7
	642
	71.7
	5.53

	Q96PK6
	RNA-binding protein 14 OS=Homo sapiens OX=9606 GN=RBM14 PE=1 SV=2 - [RBM14_HUMAN]
	36.22
	16.44
	5
	8
	8
	22
	1.349E7
	669
	69.4
	9.67

	B4DXZ6
	Fragile X mental retardation syndrome-related protein 1 OS=Homo sapiens OX=9606 GN=FXR1 PE=1 SV=1 - [B4DXZ6_HUMAN]
	32.16
	15.13
	13
	6
	6
	17
	3.196E7
	608
	68.3
	6.05

	B4DNK4
	Pyruvate kinase OS=Homo sapiens OX=9606 GN=PKM PE=1 SV=1 - [B4DNK4_HUMAN]
	31.03
	14.88
	11
	5
	5
	12
	1.094E7
	457
	49.9
	7.83

	Q9UJV9
	Probable ATP-dependent RNA helicase DDX41 OS=Homo sapiens OX=9606 GN=DDX41 PE=1 SV=2 - [DDX41_HUMAN]
	29.73
	10.61
	3
	6
	6
	16
	1.356E7
	622
	69.8
	6.84

	A0A075B7D9
	TATA-binding protein-associated factor 2N OS=Homo sapiens OX=9606 GN=TAF15 PE=1 SV=1 - [A0A075B7D9_HUMAN]
	29.39
	9.13
	3
	1
	3
	13
	2.964E7
	449
	48.8
	5.08

	O43390
	Heterogeneous nuclear ribonucleoprotein R OS=Homo sapiens OX=9606 GN=HNRNPR PE=1 SV=1 - [HNRPR_HUMAN]
	27.99
	12.80
	3
	4
	7
	23
	3.916E7
	633
	70.9
	8.13

	P35637
	RNA-binding protein FUS OS=Homo sapiens OX=9606 GN=FUS PE=1 SV=1 - [FUS_HUMAN]
	27.12
	8.94
	2
	1
	3
	13
	2.777E7
	526
	53.4
	9.36

	K7ENG2
	U2 snRNP auxiliary factor large subunit OS=Homo sapiens OX=9606 GN=U2AF2 PE=1 SV=1 - [K7ENG2_HUMAN]
	23.29
	17.26
	2
	4
	4
	10
	1.071E7
	
	
	



A protein specific to the flag lane at the 72KDa position

	Accession
	Description
	Score
	Coverage
	# Proteins
	# Unique Peptides
	# Peptides
	# PSMs
	Area
	# AAs
	MW [kDa]
	calc. pI

	O14744
	Protein arginine N-methyltransferase 5 OS=Homo sapiens OX=9606 GN=PRMT5 PE=1 SV=4 - [ANM5_HUMAN]
	564.77
	54.79
	14
	27
	27
	210
	8.601E8
	637
	72.6
	6.29

	Q9NZN4
	EH domain-containing protein 2 OS=Homo sapiens OX=9606 GN=EHD2 PE=1 SV=2 - [EHD2_HUMAN]
	79.68
	45.30
	3
	16
	17
	44
	2.494E7
	543
	61.1
	6.46

	Q9Y6Y0
	Influenza virus NS1A-binding protein OS=Homo sapiens OX=9606 GN=IVNS1ABP PE=1 SV=3 - [NS1BP_HUMAN]
	38.63
	19.16
	2
	8
	8
	21
	1.730E7
	642
	71.7
	5.53

	B4DXZ6
	Fragile X mental retardation syndrome-related protein 1 OS=Homo sapiens OX=9606 GN=FXR1 PE=1 SV=1 - [B4DXZ6_HUMAN]
	32.16
	15.13
	13
	6
	6
	17
	3.196E7
	608
	68.3
	6.05

	Q9UJV9
	Probable ATP-dependent RNA helicase DDX41 OS=Homo sapiens OX=9606 GN=DDX41 PE=1 SV=2 - [DDX41_HUMAN]
	29.73
	10.61
	3
	6
	6
	16
	1.356E7
	622
	69.8
	6.84
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