[image: 电脑萤幕画面

中度可信度描述已自动生成]Fig S1
A, Representative IF graphs of NRF2 in LNCaP abl cells treated with DMSO or 10 nM E2 treatment; scale bar, 50 μm. B, Western blot analysis showing LNCaP abl or PC3 with NRF2 knockdown. C, qPCR analysis showing expression changes of the indicated genes in LNCaP abl and PC3 treated with either DMSO or 10 nM E2 (one-way ANOVA). All studies were repeated at least three times. The data are presented as the mean ± SEM. * P < 0.05, **P < 0.01.
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描述已自动生成]
Fig S2. 
A, qPCR analysis of the indicated in LNCaP abl or PC3 cells with or without ICI182780 after treatment with either DMSO or 10 nM E2 (one-way ANOVA). B, qPCR and Western blot analysis of LNCaP, LNCaP abl, and PC3 cells transfected with siAR and siCtrl. qPCR analysis showing expression changes of NRF2(t-test). C, qPCR and Western blot analysis were conducted in LNCaP abl and PC3 cells transfected with siERα, siERβ, siGPR30 and siCtrl. qPCR analysis showing expression changes of NRF2(t-test). All studies were repeated at least three times; the values are the mean ± SEM; *P < 0.05, **P < 0.01.
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Fig S3. 
A, Scratch test was conducted in PC3 cells with different treatments, scale bar, 200 μm. All studies were repeated at least three times; the values are the mean ± SEM; *P < 0.05.
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