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Supplementary Table S3 Comparison of life history traits of Cryptolaemus montrouzieri
subjected to different diet treatments and starvation treatment. Means (+SE) within a
column followed by the same letter are not significantly different (P >0.05).

Diet No. tested | Mortality | Development | Adult weight | Survival time
individuals Time (day) (mg) (day)

MEALYBUG 52 24.32% 20.1940.38b | 10.05+0.36a | To adulthood
FLOURMOTH 09 31.48% 17.56+0.44a | 6.50+0.17bc | To adulthood
PEAAPHID 72 30.67% 26.51+£0.44c | 7.15+0.21b To adulthood
BRINESHRIMP | 136 46.32% 33.91+1.25de | 4.65+0.13e To adulthood
HONEYBEE 21 75.21% 31.1142.50d | 5.85+0.41cd | To adulthood
SOLDIERFLY |74 66.22% 36.49+2.14e | 4.90+0.28de | To adulthood
MEALWORM 46 68.49% 34.00+1.30de |4.70+0.18e To adulthood
POLLEN 16 100% - - 54.97+1.72a
HOUSEFLY 37 100% - - 45.63+3.03b
CHICKENEGG | 115 100% - - 29.40+2.12¢d
PORKLIVER 05 100% - - 29.30+1.15¢d
EARTHWORM | 117 100% - - 25.10+1.80d
RICEMOTH 58 100% - - 7.86+0.70e
Starvation 00 100% - - 3.81+0.14¢





