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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A list of figures that have associated raw data
- A description of any restrictions on data availability
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Antibodies used

The authors declare that all data supporting the findings of this study are available within the paper and its supplementary information files. All the RNA sequencing
data sets that were used as input for the study are available at the following link: https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?&acc=GSE162093.

(Access codes were transmitted to the Editors and Reviewers. Data will be freely available upon publication.)

No sample size calculation was performed for this study. Sample size was chosen based on previous experience and historical data collected in
the laboratory for each individual assay. A minimum of 3 biological replicates, up to a maximum of 7 were studied, to account for variability
between samples.

Out of the MIO-M1 biological replicates studied in each group (CTG-expansion cell cultures versus no-expansion control cultures), 1 replicate
was excluded from each group, because the cells failed to grow in culture. No additional data were excluded from the experiments and
analyses presented.

All experiments were reproduced to reliably support conclusions stated in the manuscript. Multiple technical replicates were performed (e.g.
western blot and splicing analyses were replicated at least twice for each biological replicate). Key experiments, such as real-time live
monitoring of conductance, confluence and migration were repeated at least 3 times per biological replicate.

Our study is not subject to randomization since it does not involve allocation of participants or samples into experimental groups.

The investigator was blind to the genotype being tested, whenever possible. When handling animals, blinding was not always possible,
because experienced investigators may be able to distinguish transgenic animals from wild-type controls.

ALDH1L1 (Arigo, ARG10691); Annexin V-FITC (BD Horizon, 556547); BrdU-FITC (BD Horizon, 347583); CELF1 (Millipore, 05-621); CELF2
(Sigma, C9367); GFAP (Abcam, Ab7260-50); GM130 (BD Biosciences, 610822); MAP2 (Santa Cruz Biotechnology, sc-80013); MBNL1
(GE Morris; Oswestry, UK; clone MB1a(4A8)); MBNL2 (GE Morris; Gswestry, UK; MB2a(clone 3B4)); S100B (Abcam, Ab52642); TUBB3
(Covance, PRB-435P-100); VCL (Cell Signaling Technology, 4650); VCL (Sigma-Aldrich, V9131).
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Validation

Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)

Authentication

Mycoplasma contamination

Commonly misidentified lines
(See ICLAC register)

Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research

Laboratory animals

Wild animals

Field-collected samples

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Human research participants
Policy information about studies involving human research participants

Population characteristics

ALDH1L1 (Arigo, ARG10691). Tested reactivity: human, mouse, rat, bovine, horse and pig. Tested applications: ICC/IF, IHC-Fr, WB.

CELF1 (Millipore, 05-621). Tested reactivity: human, mouse, rat, rabbit, pig. Tested applications: EMSA, IP, WB, ICC. 4 references on
the manufacturer’s website

CELF2 (Sigma, C9367). Tested reactivity: human, mouse, chicken. Tested applications: ICC, IP, WB. 7 references on the
manufacturer’s website.

GFAP (Abcam, Ab7260-50). Tested reactivity: human, mouse, rat. Tested applications: WB, IHC-P, ICC. 557 references on the
manufacturer’s website.

GM130 (BD Biosciences, 610822). Tested reactivity: human, mouse, rat, dog. Tested applications: WB, IF, IP. 5 references on the
manufacturer’s website.

MAP2 (Santa Cruz Biotechnology, sc-80013). Tested reactivity: human, mouse, rat. Tested applications: WP, IP, IF. 4 references on
the manufacturer’s website.

MBNL1 (GE Morris; Oswestry, UK; clone MB1a(4A8)). Tested reactivity: human, mouse. Tested applications: WB, IF, IHC, ELISA.
Original publication: doi: 10.1111/j.1365-2443.2007.01112.x.

MBNL2 (GE Morris; Gswestry, UK; MB2a(clone 3B4)). Tested reactivity: human, mouse. Tested applications: WB, IF, IHC, ELISA.
Original publication: doi: 10.2353/ajpath.2009.080520.

S100B (Abcam, Ab52642). Tested reactivity: human, mouse, rat. Tested applications: WB, IHC (PFA fixed), IHC-Fr, ICC/IF, IP, IHC-P.
137 references on the manufacturer’s website.

TUBB3 (Covance, PRB-435P-100). Tested reactivity: human, mouse, rat. Tested applications: WB, IHC-P, ICC. 70 references on the
manufacturer’s website.

VCL (Cell Signaling Technology, 4650). Tested reactivity: human, mouse, rat, monkey, dog. Tested applications: WB. 80 references on
the manufacturer’s website.

VCL (Sigma-Aldrich, V9131). Tested reactivity: human, mouse, rat, dog, chicken, turkey, frog, cow. Tested applications: IHC-Fr, IF, WB.
1081 references on the manufacturer’s website.

Original MIO-M1 cell line obtained from UCL Institute of Ophthalmology, Prof. Stephen Moss.

The cell line was not authenticated.

All cell lines used in our study tested negative for mycoplasma contamination. qPCR detection of mycoplasma contamination
was routinely performed (every 3-6 months)

No commonly misidentified cell lines were used in this study.

Species: Mus musculus.

Strain: >90% C57BL/6 background.

Sex of animals: Both male and female mice were studied.

Age of animals for neuron collection: embryonic day E16.

Age of animals for astrocyte collection: newborn mice at postnatal day 1.

Age animals for the analysis of splicing, protein expression and astrocyte phenotypes in vivo: 30-45 days.

The study did not involve wild animals.

The study did not involve samples collected from the field.

The study protocol was approved by Prefecture de Police (Paris) and the French Veterinary Department. Authorization for animal
experimentation number 75 003. Animal facility approval number B 91 228 107.

DM1 patients.

Genotype/diagnosis: DM1, CTG repeat expansion detected by Souther blot or PCR amplification.

Age: Mean, 64.3; SD, 5.1

Age of onset: mean, 46,0; SD, 12.5 (all patients presented adult onset clinical forms)

Sex: 3 males, 4 females

Cause of death: pneumonia or heart failure.

Non-DM controls

Clinical diagnosis: No clinical diagnosis (2 individuals), Charcot-Marie Tooth Disease (1 individual), Rheumathoide arthrisis (1




