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Changes in rhizosphere microbiomes of field-grown rice in response to biogas slurry application
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Table S1. Fertilizer application in study sites.
	Month
	Site
	
	Nutrient input in BCF (kg/ha)
	
	Nutrient inputs in CF (kg/ha)

	
	BCF field
	CF field
	
	N
	P
	
	N
	P

	May
	BS 100 m3/ha
NPK 250 kg/ha
	Urea 112.5 kg/ha
NPK 450 kg/ha
	
	119.25
	67.5
	
	119.25
	67.5

	June
	BS 100 m3/ha
Urea 225 kg/ha
	NPK 75 kg/ha
Urea 375 kg/ha
	
	183.75
	11.25
	
	183.75
	11.25

	July
	NPK 225kg/ha
	NPK 225kg/ha
	
	33.75
	33.75
	
	33.75
	33.75

	Total
	/
	/
	
	336.75
	112.5
	
	 336.75
	112.5


Notes: Biogas slurry (TN: 754.46-916.17 mg/L, TP: 112.50-300.00 mg/L); NPK, compound fertilizer (N/P2O5/K2O=15:15:15); Urea (N 46%); CF, chemical fertilizer treatment; BCF, biogas slurry plus partial chemical fertilizer treatment.

Table S2. Significance of environmental variables in explaining the differences in bacterial community structures obtained from RDA.
	Factor
	RDA1
	RDA2
	r2
	p_values

	TN
	-0.5672
	-0.8236
	0.5181
	0.177

	NH4+
	-0.4071
	-0.9134
	0.6463
	0.063

	NO3-
	-0.9969
	0.0784
	0.2221
	0.565

	NO2-
	-0.9593
	-0.2825
	0.5453
	0.153

	TP
	0.2106
	-0.9776
	0.8946
	0.111

	COD
	0.8723
	-0.489
	0.2181
	0.525

	pH
	-0.977
	-0.2131
	0.1138
	0.596




Table S3. Significance of environmental variables in explaining the differences of fungal community structures obtained from RDA.
	Factor
	RDA1
	RDA2
	r2
	p_values

	TN
	-0.2852
	-0.9585
	0.2765
	0.504

	NH4+
	-0.1832
	-0.9831
	0.414
	0.267

	NO3-
	0.5583
	0.8296
	0.1207
	0.793

	NO2-
	-0.9702
	-0.2422
	0.0531
	0.907

	TP
	0.0035
	-1
	0.8794
	0.188

	COD
	0.9731
	-0.2304
	0.727
	0.049

	pH
	-0.4058
	0.9139
	0.0303
	0.78






[image: Fig.S1]
Fig. S1 Correlation network of fungi taxa at genus level: (a) CF, chemical fertilizer treatmen, (b) BCF, biogas slurry plus partial chemical fertilizer treatment.
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